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Figure S2. Logarithm of the odds (LOD) score plot of LG15 for mean percent lesion length (PLL) following phenotyping of the ‘18219’ mapping population with E. amylovora mutant strain Ea1189Δeop1 (left). Box plot representing fire blight resistance and susceptibility in individuals according to alleles inherited at the CH03b10 locus: 117 bp and 102 bp (right).
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