Table S1. Simple sequence repeat markers (SSR) applied for genetic map construction
	Source 
	SSR Markers

	This study
	TM2D2Y_101, TM3D2Y_153ª, TM3D2Y_202(v1)

	
	

	Hokanson et al. (1998)
	GD96, GD12, GD142

	
	

	Cevik and King (2002)
	SdSSR

	
	

	Yamamoto et al. (2002)
	NH033b

	
	

	Hemmat et al. (2003)
	GD153, GD158

	
	

	Vinatzer et al. (2004)
	ChVF-1

	
	

	Fernandez-Fernandez et al. (2006)
	EMPc117

	
	

	Celton et al. (2009)
	NZmsCN879773, NZmsCN943067, NZmsCV880267, NZmsEB137525, NZmsEB137749, NZmsEB142980,

	
	NZmsMDAJ1681, NZmsCN895337, NZmsEB146613, NZmsEB153947

	
	

	Parravicini et al. (2011)
	CHFBE01, CHFBE02, CHFBE08

	
	

	Emeriewen et al. (2014)
	FR149B, FRM4

	Emeriewen et al. (2017)
	FRMb103x, FRMb197, FRMB199, FRMb533, FRMb251

	
	

	Emeriewen et al. (2023)
	Ch4_R13_27_27, Ch4_R18_29_29, Ch4_R25_32_32

	
	

	Liebhard et al. (2002)
	AU223657, Ch01e01, CH01f07a, CH01h01, CH01h02, CH01h10, CH02b07, CH02b10, CH02c06, 

	
	CH02e12, CH02f06, CH02g09, CH02h11a, CH03a09, CH03b06, CH03d11, CH03e03, CH03g07, 

	
	CH05a02, CH05a05, CH05e03, CH05e06, CH05g08, CH01c06, CH01e12, CH01f03b, CH02a03, 

	
	CH02b03b, CH04e03, CH04e05, CH02c09, CH02c11, CH02d08, CH02d11, CH02g01, CH03a02, 

	
	CH03d07, CH04d02, CH04d07, CH04d10, CH04f10, CH04g04, CH04g07, CH04h02, CH05a04, CH05c04,

	
	CH05c07, CH05d04, CH05h05, CH01d08, CH03a08, CH03b10, CH03c02, CH03d01,

	
	

	Silfverberg-Dilworth et al. (2006)
	Hi01c06, Hi02c06, Hi02f06, Hi02g06, Hi03g06, Hi04c05, Hi04f09, Hi04g05, Hi07h02, Hi08f12, Hi01d05, 

	
	Hi02c07, Hi03a10, Hi03d06, Hi03e04, Hi04b12, Hi04d02, Hi04e04, Hi05e07, Hi07b02, Hi08e04, Hi23d11,

	
	Hi23g12, CN444542-SSR, CN496913-SSR, MDAJ761-SSR
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