
Supplementary file Table 1. Top 15 GO annotation’s biological process involved in Tam-resistant breast cancer cells
	Upregulate genes

	GO
	Gene Stable ID
	Gene.ID
	Gene.Symbol
	adjusted_p_value
	Description

	GO:0051641
	ENSG00000114520
	8723
	SNX4
	1.85E-19
	cellular localization

	GO:0051179
	ENSG00000112964
	301
	ANXA1
	1.86E-17
8.81E-17
	localization

	GO:0008104
	ENSG00000072415
	64398
	PALS1
	
	protein localization

	GO:0010033
	ENSG00000035862
	7077
	TIMP2
	1.46E-13
	response to organic substance

	GO:1901564
	ENSG00000115758
	4953
	ODC1
	3.70E-12
	metabolic process

	GO:0015031
	ENSG00000053770
	55745
	AP5M1
	9.97E-10
	protein transport

	GO:0046907
	ENSG00000125863
	8195
	MKKS
	3.33E-09
	intracellular transport

	GO:0006720
	ENSG00000107537
	5264
	PHYH
	3.56E-09
	isoprenoid metabolic process

	GO:0006986
	ENSG00000080824
	3320
	HSP90AA1
	4.54E-09
	response to unfolded protein

	GO:0097193
	ENSG00000116062
	2956
	MSH6
	2.24E-06
	intrinsic apoptotic signaling pathway

	GO:0008219
	ENSG00000092969
	7042
	TGFB2
	1.08E-05
	cell death

	GO:0097190
	ENSG00000135124
	5025
	P2RX4
	1.28E-05
	apoptotic signaling pathway

	GO:0033628
	ENSG00000122861
	5328
	PLAU
	3.25E-05
	regulation of cell adhesion mediated by integrin

	GO:0030155
	ENSG00000074590
	9891
	NUAK1
	1.11 E-4
	regulation of cell adhesion

	GO:0043069
	ENSG00000078237
	57103
	TIGAR
	3.78 E-4
	negative regulation of programmed cell death

	Downregulated genes

	GO
	Gene Stable ID
	Gene.ID
	Gene.Symbol
	adjusted_p_value
	Description

	GO:0010273
	ENSG00000169715
	4493
	MT1E
	1.12E-05
	cellular response to zinc ion

	GO:0071294
	ENSG00000198417
	4494
	MT1F
	1.12E-05
	cellular response to zinc ion

	GO:0006563
	ENSG00000182199
	6472
	SHMT2
	3.15E-05
	L-serine metabolic process

	GO:0010033
	ENSG00000160179
	9619
	ABCG1
	3.65E-05
	response to organic substance

	GO:0006520
	ENSG00000113924
	3081
	HGD
	1.30 E-04
	cellular amino acid metabolic process

	GO:0008219
	ENSG00000109099
	5376
	PMP22
	1.46 E-04
	cell death

	GO:1990440
	ENSG00000100219
	7494
	XBP1
	2.34 E-04
	positive regulation of transcription from RNA polymerase II promoter

	GO:0097190
	ENSG00000087088
	581
	BAX
	2.71 E-04
	apoptotic signaling pathway

	GO:0050673
	ENSG00000125398
	6662
	SOX9
	2.81 E-04
	epithelial cell proliferation

	GO:0006915
	ENSG00000005194
	57019
	CIAPIN1
	3.71 E-04
	apoptotic process

	GO:0070059
	ENSG00000101255
	57761
	TRIB3
	3.81 E-04
	intrinsic apoptotic signaling pathway 

	GO:0097193
	ENSG00000100034
	9647
	PPM1F
	5.80 E-04
	intrinsic apoptotic signaling pathway

	GO:0043069
	ENSG00000139211
	347902
	AMIGO2
	1.38 E-03
	negative regulation of programmed cell death

	GO:0060548
	ENSG00000130724
	27243
	CHMP2A
	0.001792707
	negative regulation of cell death

	GO:0008283
	ENSG00000012061
	2067
	ERCC1
	0.004782546
	cell population proliferation



Supplementary file Table 2. Transcription factors and Motifs of up and downregulated genes involved in Tam -resistant breast cancer MCF-7 cell line

	Upregulated genes
	Downregulated genes

	Motif id		
	Transcription factor
	Motif id		
	Transcription factor

	jaspar-PF0018.1
	TFEB,BHLHE41,SREBF2,ARNT,ATF3,TFEC,ARNTL,USF1,TFE3,USF2 ,HELT
	taipale-NNATGAYGCAATN-ATF4-DBD
	ATF4, ATF3,CEBPB


	hdpi-C19orf25
	C19orf25
	taipale-NGGATGATGCAATM-Atf4-DBD
	ATF4,CEBPB

	taipale-NCCGGNNNNNNCCGGN-TFCP2-full
	TFCP2,TFCP2L1
	factorbook-CREB
	ATF3,ATF4,CREM,CREB1

	factorbook-NFE2
	NFE2,BACH1,MAFG,NFE2L1,NFE2L2,MAFK,MAFF,MAF,NFE2L3,MAFB,BACH2,FOSL1,JUND,JUN,FOS,JUNB,FOSB
	flyfactorsurvey-Crc_CG6272_SANGER_5_FBgn0036126
	ATF3,NFIL3,CREB1

	
	
	jaspar-PF0069.1
	E2F4,E2F7,E2F6,E2F1,E2F8

	taipale-NNCCGCCATNW-YY2-DBD
	YY2,YY1
	transfac_pro-M00425
	E2F1,TFDP1,E2F3,E2F4,E2F7,E2F5,E2F2,TFDP3

	tfdimers-MD00144
	TP53,MYB,TP63,IRX4,NKX2-1,TP73,MXD4,NHLH1,TCF3,MXD3,TAL1,TCF4,USF2,MYC,TCF12,MYF5,MYF6,MAX,TFEB,MXI1,BHLHE41,HAND2,MYCN,HAND1,MITF,TAL2,MXD1,ARID5B,MYOG,ZBTB14,NR3C1,SMAD3
	transfac_public-M00050
	E2F5,E2F1,E2F2,E2F4,E2F3,TFDP1,E2F7,TFDP3

	transfac_pro-M01383
	NKX3-1,NKX2-3
	yetfasco-980
	NFYA

	yetfasco-1736
	FOSB,FOSL1,JUN,FOS,JUNB,JUND
	homer-M00030
	E2F4,E2F6,E2F7,E2F1

	taipale-ATGAATTGCAGTCAT-Sox10-DBD
	SOX10,SOX8,SOX7,SOX18,SOX2
	transfac_public-M00228
	TEF,HLF,DBP,ATF2,NFIL3

	jaspar-CN0208.1
	SCMH1
	swissregulon-CEBPA-B_DDIT3.p2
	CEBPA,CEBPB,DDIT3

	
	
	hdpi-MAGED4
	MAGED4

	
	
	swissregulon-E2F1..5.p2
	E2F2,E2F4,E2F1,E2F5,E2F3,TFDP1,E2F7,TFDP3

	
	
	jaspar-PF0104.1
	NFYA,NFYB

	
	
	transfac_pro-M00920
	E2F7,TFDP1,E2F3,E2F4,E2F1,TFDP3,E2F5,E2F2

	
	
	transfac_pro-M00738
	E2F4,E2F1,E2F5,E2F3,E2F2,TFDP1,E2F7,TFDP3

	
	
	transfac_pro-M00740
	E2F1,E2F3,E2F4,E2F5,E2F2,TFDP1,E2F7,TFDP3

	
	
	homer-M00032
	E2F7,E2F4,E2F6,E2F1

	
	
	transfac_pro-M00940
	E2F1,E2F4,E2F3,E2F5,E2F2,TFDP1,E2F7,E2F6,TFDP3

	
	
	swissregulon-GFI1.p2
	GFI1

	
	
	transfac_pro-M00431
	E2F1,TFDP1,E2F3,E2F4,E2F7,E2F5,E2F2,TFDP3

	
	
	jaspar-MA0024.1
	E2F1,E2F4,E2F3,E2F2,E2F5,TFDP1,E2F7,TFDP3

	
	
	transfac_pro-M00652
	NRF1,ZSCAN10

	
	
	homer-M01858
	NFYA,NFYB,POLE4,HOXC8,HOXB8,HOXD8

	
	
	jaspar-MF0006.1
	CEBPA,CEBPB,NFIL3,HLF,DBP

	
	
	swissregulon-TBP.p2
	TBP,POLR2A,TAF1,TBPL2

	
	
	transfac_pro-M00427
	E2F1,E2F3,TFDP1,E2F4,E2F7,E2F5,E2F2,TFDP3

	
	
	transfac_pro-M01520
	ZBTB14

	
	
	yetfasco-857
	ZBTB14

	
	
	homer-M00225
	TBP

	
	
	transfac_pro-M00739
	E2F1,E2F4,E2F7,E2F5,E2F2,E2F3

	
	
	homer-M00296
	CEBPA,CEBPB,NFIL3,HLF,DBP

	
	
	stark-WHWWWWWWWWKK
	ELF3

	
	
	homer-M00129
	NRF1,ZSCAN10

	
	
	jaspar-PF0112.1
	E2F8,E2F7

	
	
	flyfactorsurvey-slbo_SANGER_5_FBgn0005638
	CEBPG,CEBPE,CEBPA,CEBPD,CEBPB,HLF

	
	
	transfac_pro-M01742
	ZSCAN10,NRF1,HIST1H2BN

	
	
	transfac_public-M00516
	E2F1,E2F4,E2F3,TFDP1,E2F7,E2F2,E2F5,TFDP3

	
	
	transfac_pro-M00919
	E2F1,TFDP1,E2F3,E2F4,TFDP3,E2F7,E2F2,E2F5

	
	
	hdpi-HP1BP3
	HP1BP3

	
	
	transfac_pro-M02107
	NFYC,NFYA,NFYB

	
	
	transfac_public-M00496
	STAT1

	
	
	transfac_pro-M03571
	CEBPD,CEBPG,CEBPE,CEBPB,CEBPA,TBP,SOX9,NR3C1,SOX10

	
	
	transfac_pro-M02780
	MYBL1,MYBL2,MYB

	
	
	jaspar-PF0005.1
	NFYB,NFYA,NFYC

	
	
	transfac_pro-M01249
	EPAS1,ARNT,HIF1A

	
	
	hdpi-MYLK
	MYLK

	
	
	tfdimers-MD00326
	IKZF2,CEBPG,AP3B1

	
	
	homer-M00216
	SRF,MEF2A,MEF2D,MEF2C,MEF2BNB-MEF2B,MEF2B

	
	
	transfac_pro-M02434
	NFYA,NFYB,POLE4,HOXC8,HOXB8,HOXD8

	
	
	homer-M00029
	E2F1,E2F4,E2F6

	
	
	homer-M00130
	NRF1,HIST1H2BN,ZSCAN10

	
	
	yetfasco-379
	NFYC,NFYB,NFYA

	
	
	transfac_pro-M02102
	NRF1,HIST1H2BN,ZSCAN10



