Supplementary Information

Table A1 Results of prebiotic treatments (SPK and SPN) on the relative abundance (phylum level) of soil bacterial (16S) communities at two harvesting dates (D1 and D2) in comparison to the control (SP)
	
	D1
	D2

	16S-bacterial phyla
	SP
	SPK
	SPN
	SP
	SPK
	SPN

	Proteobacteria
	50.910
	51.869
	49.801
	40.479
	39.943
	42.896

	Actinobacteriota
	21.635
	18.320
	20.825
	17.036
	18.457
	21.336

	Bacteroidota
	9.721
	10.444
	10.842
	6.817
	5.857
	7.029

	Firmicutes
	9.733
	8.973
	8.462
	14.432
	14.133
	18.694

	Acidobacteriota
	5.533
	5.546
	3.652
	12.126
	12.363
	3.128

	Chloroflexota
	0.449
	1.421
	2.343
	1.982
	2.929
	1.670

	Verrucomicrobiota
	1.034
	1.221
	1.570
	2.679
	2.069
	1.034

	Unidentified
	0.037
	0.735
	0.910
	1.795
	1.421
	1.296

	Gemmatimonadota
	0.361
	0.424
	0.436
	0.748
	1.009
	1.259

	Nitrospirota
	0.336
	0.349
	0.336
	0.274
	0.486
	0.561

	Planctomycetota
	0.012
	0.299
	0.224
	0.661
	0.536
	0.162

	Cyanobacteria
	0.000
	0.125
	0.062
	0.062
	0.000
	0.000

	Desulfobacterota
	0.212
	0.087
	0.187
	0.461
	0.374
	0.548

	Myxococcota
	0.025
	0.087
	0.037
	0.125
	0.025
	0.050

	Methylomirabilota
	0.000
	0.050
	0.237
	0.249
	0.374
	0.237

	Armatimonadota
	0.000
	0.037
	0.075
	0.000
	0.000
	0.075

	Others
	0.000
	0.012
	0.000
	0.075
	0.025
	0.025


[bookmark: _Hlk142234001]D1 first harvesting date after three weeks of prebiotics application, D2 second harvesting date after ten weeks of prebiotics application, SP untreated soil (control), SPK soil treated with K1®, SPN soil treated with NUTRIGEO L®.
Values of relative abundancies are represented in percentages (%)


Table A2 Results of prebiotic treatments (SPK and SPN) on the relative abundance (class level) of soil bacterial (16S) communities at two harvesting dates (D1 and D2) in comparison to the control (SP)
	
	D1
	D2

	16S-bacterial classes
	SP
	SPK
	SPN
	SP
	SPK
	SPN

	Alphaproteobacteria
	34.546
	36.478
	36.702
	30.621
	31.468
	35.942

	Actinomycetia
	19.467
	16.077
	19.105
	14.295
	14.494
	17.223

	Gammaproteobacteria
	16.363
	15.379
	13.098
	9.821
	8.475
	6.954

	Bacilli
	9.733
	8.786
	8.400
	14.282
	14.020
	18.569

	Bacteroidia
	9.721
	10.444
	10.818
	6.817
	5.833
	7.029

	Vicinamibacteria
	4.349
	4.163
	3.066
	10.755
	10.518
	2.094

	Acidimicrobiia
	1.720
	0.997
	1.159
	1.857
	2.256
	2.443

	Verrucomicrobiae
	1.034
	1.221
	1.570
	2.679
	2.069
	1.034

	Acidobacteriae
	0.611
	0.661
	0.137
	0.897
	1.084
	0.947

	Blastocatellia
	0.536
	0.723
	0.411
	0.474
	0.760
	0.062

	Gemmatimonadetes
	0.361
	0.424
	0.436
	0.748
	1.009
	1.259

	Nitrospiria
	0.336
	0.349
	0.336
	0.274
	0.486
	0.561

	UBA4738
	0.262
	0.623
	0.112
	0.386
	0.623
	0.187

	Dehalococcoidia
	0.249
	0.274
	0.187
	0.449
	0.785
	0.374

	Binatia
	0.212
	0.025
	0.187
	0.461
	0.374
	0.548

	Thermoleophilia
	0.187
	0.611
	0.449
	0.499
	1.022
	1.346

	Ellin6529
	0.150
	0.561
	1.271
	1.097
	1.396
	0.698

	Chloroflexia
	0.050
	0.424
	0.723
	0.100
	0.424
	0.511

	Not_Assigned
	0.037
	0.760
	0.910
	1.844
	1.483
	1.433

	Others
	0.037
	0.174
	0.087
	0.150
	0.100
	0.050

	Polyangia
	0.025
	0.062
	0.037
	0.075
	0.012
	0.050

	Planctomycetes
	0.012
	0.112
	0.125
	0.212
	0.212
	0.050

	Anaerolineae
	0.000
	0.162
	0.162
	0.324
	0.324
	0.087

	Clostridia
	0.000
	0.187
	0.062
	0.150
	0.112
	0.125

	Cyanobacteriia
	0.000
	0.050
	0.037
	0.050
	0.000
	0.000

	Fimbriimonadia
	0.000
	0.037
	0.075
	0.000
	0.000
	0.075

	Methylomirabilia
	0.000
	0.050
	0.237
	0.249
	0.374
	0.237

	Phycisphaerae
	0.000
	0.187
	0.100
	0.436
	0.287
	0.112


D1 first harvesting date after three weeks of prebiotics application, D2 second harvesting date after ten weeks of prebiotics application, SP untreated soil (control), SPK soil treated with K1®, SPN soil treated with NUTRIGEO L®.
Values of relative abundancies are represented in percentages (%)


Table A3 Results of prebiotic treatments (SPK and SPN) on the relative abundance (phylum level) of soil fungal (ITS1) communities at two harvesting dates (D1 and D2) in comparison to the control (SP)
	
	D1
	D2

	ITS1-fungal phyla
	SP
	SPK
	SPN
	SP
	SPK
	SPN

	Ascomycota
	85.838
	83.913
	82.907
	94.598
	87.883
	86.980

	Mortierellomycota
	8.879
	10.208
	10.327
	3.528
	5.061
	6.680

	Basidiomycota
	1.108
	0.886
	1.295
	1.244
	5.896
	5.556

	unidentified
	2.999
	4.533
	4.601
	0.545
	0.988
	0.733

	Mucoromycota
	0.852
	0.051
	0.000
	0.000
	0.000
	0.017

	Chytridiomycota
	0.222
	0.170
	0.631
	0.000
	0.068
	0.017

	Zoopagomycota
	0.102
	0.102
	0.153
	0.085
	0.102
	0.017

	Rozellomycota
	0.000
	0.136
	0.085
	0.000
	0.000
	0.000


D1 first harvesting date after three weeks of prebiotics application, D2 second harvesting date after ten weeks of prebiotics application, SP untreated soil (control), SPK soil treated with K1®, SPN soil treated with NUTRIGEO L®.
Values of relative abundancies are represented in percentages (%)


[bookmark: _GoBack]Table A4 Results of prebiotic treatments (SPK and SPN) on the relative abundance (order level) of soil fungal (ITS1) communities at two harvesting dates (D1 and D2) in comparison to the control (SP)
	
	D1
	D2

	ITS1-fungal orders
	SP
	SPK
	SPN
	SP
	SPK
	SPN

	Hypocreales
	36.162
	29.942
	29.499
	13.480
	16.258
	20.757

	Sordariales
	29.022
	33.027
	27.505
	58.930
	37.679
	26.142

	Xylariales
	11.026
	9.543
	11.759
	0.187
	0.290
	0.187

	Mortierellales
	8.879
	10.208
	10.327
	3.528
	5.061
	6.680

	Not_Assigned
	4.567
	5.590
	6.544
	19.376
	32.549
	36.963

	unidentified
	3.085
	4.840
	4.823
	0.545
	1.057
	0.733

	Helotiales
	1.210
	1.022
	0.937
	0.443
	0.136
	0.460

	Thelebolales
	0.869
	1.057
	1.108
	0.545
	0.392
	0.494

	Mucorales
	0.852
	0.051
	0.000
	0.000
	0.000
	0.017

	Capnodiales
	0.784
	1.397
	1.380
	0.068
	0.017
	0.000

	Pleosporales
	0.733
	0.835
	1.295
	0.051
	0.000
	0.068

	Agaricomycetes_ord_Incertae_sedis
	0.682
	0.102
	0.017
	0.000
	0.000
	0.000

	Chaetothyriales
	0.545
	0.477
	0.443
	0.222
	0.307
	0.460

	Filobasidiales
	0.290
	0.579
	1.142
	0.256
	0.153
	0.273

	Pezizales
	0.222
	0.222
	2.386
	0.119
	0.034
	0.477

	Magnaporthales
	0.187
	0.102
	0.051
	0.068
	0.000
	0.051

	Myrmecridiales
	0.187
	0.273
	0.187
	0.085
	0.034
	0.136

	Glomerellales
	0.170
	0.085
	0.051
	0.017
	0.000
	0.068

	Microascales
	0.170
	0.324
	0.187
	0.085
	0.187
	0.051

	Wallemiales
	0.136
	0.000
	0.017
	0.051
	0.000
	0.000

	Eurotiales
	0.119
	0.017
	0.017
	0.903
	0.000
	0.392

	Zoopagales
	0.102
	0.102
	0.153
	0.085
	0.102
	0.017

	Agaricales
	0.000
	0.000
	0.034
	0.818
	5.624
	5.078

	Atractiellales
	0.000
	0.085
	0.085
	0.051
	0.085
	0.068

	Others
	0.000
	0.119
	0.051
	0.017
	0.034
	0.085

	Saccharomycetales
	0.000
	0.000
	0.000
	0.000
	0.000
	0.204

	Trechisporales
	0.000
	0.000
	0.000
	0.068
	0.000
	0.136


D1 first harvesting date after three weeks of prebiotics application, D2 second harvesting date after ten weeks of prebiotics application, SP untreated soil (control), SPK soil treated with K1®, SPN soil treated with NUTRIGEO L®.
Values of relative abundancies are represented in percentages (%)


Fig. A1 Box plots representing the effects of two soil prebiotics on, a and b bacterial richness alpha-diversity indices (Chao1 and Observed, respectively), c and d on bacterial evenness alpha-diversity indices (Shannon and Simpson, respectively), e and f on fungal richness alpha-diversity indices (Chao1 and Observed, respectively), and g and h on fungal evenness alpha-diversity indices (Shannon and Simpson, respectively). D1 first harvesting date, three weeks after application of prebiotics; D2 second harvesting date, ten weeks after application of prebiotics; SP plants without any treatment (control); SPN plants treated with NUTRIGEO L®; SPK plants treated with K1®. Each color refers to a condition (harvesting date plus treatment) where the red stands for D1-SP, orange for D1-SPK, green for D1-SPN, cyan for D2-SP, blue for D2-SPK, and violet for D2-SPN. Data presented are means ± SD. Box plots who do not overlap i.e., whose edges do not meet are significantly different (p ≤ 0.005) according to ANOVA T-test


Fig. A1
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