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Table 1. Genome-wide catalog and physicochemical properties of TALE gene family members in Cicer arietinum.
	ID
	Cicer arietinum genomic database identifier
	Physical position on C. arietinum genome
	Protein lenght (aa)
	pI

	
	
	Chromosome
	Start position (bp)
	End position (bp)
	
	

	CaTALE-01
	Ca_00668.v1.0.492
	1
	5759879
	5765643
	383
	5,95

	CaTALE-02
	Ca_18152.v1.0.492
	2
	8101625
	8109492
	310
	5,1

	CaTALE-03
	Ca_10289.v1.0.492
	2
	32256941
	32260845
	296
	6,67

	CaTALE-04
	Ca_00859.v1.0.492
	3
	35717533
	35721216
	686
	6,48

	CaTALE-05
	Ca_03625.v1.0.492
	4
	6180249
	6183347
	261
	5,89

	CaTALE-06
	Ca_14437.v1.0.492
	4
	23554974
	23557922
	667
	6,59

	CaTALE-07
	Ca_23682.v1.0.492
	4
	43302850
	43304677
	139
	4,59

	CaTALE-08
	Ca_09068.v1.0.492
	4
	43887457
	43891078
	443
	5,75

	CaTALE-09
	Ca_09180.v1.0.492
	4
	45184587
	45187193
	532
	5,85

	CaTALE-10
	Ca_09202.v1.0.492
	4
	45415633
	45420208
	322
	8,63

	CaTALE-11
	Ca_10775.v1.0.492
	4
	48122612
	48124904
	612
	5.45

	CaTALE-12
	Ca_04918.v1.0.492
	5
	32186451
	32189501
	587
	5,78

	CaTALE-13
	Ca_04919.v1.0.492
	5
	32193553
	32196559
	453
	5,80

	CaTALE-14
	Ca_01733.v1.0.492
	5
	35017105
	35020134
	377
	6,04

	CaTALE-15
	Ca_05773.v1.0.492
	6
	5234747
	5237363
	462
	7,00

	CaTALE-16
	Ca_17481.v1.0.492
	6
	28662102
	28663307
	359
	5,59

	CaTALE-17
	Ca_15192.v1.0.492
	6
	31736946
	31740109
	487
	8,41

	CaTALE-18
	Ca_21219.v1.0.492
	6
	55329729
	55333237
	443
	8,53

	CaTALE-19
	Ca_06754.v1.0.492
	7
	6057924
	6062457
	318
	8,36

	CaTALE-20
	Ca_16026.v1.0.492
	7
	13312966
	13320776
	703
	6,69

	CaTALE-21
	Ca_02401.v1.0.492
	8
	2007038
	2013951
	814
	6,53

	CaTALE-22
	Ca_02095.v1.0.492
	8
	4623151
	4628430
	672
	6,33

	CaTALE-23
	Ca_16793.v1.0.492
	8
	11833210
	11834338
	123
	4,71

	CaTALE-24
	Ca_24500.v1.0.492
	scaffold349
	120885
	127042
	368
	5,74

	CaTALE-25
	Ca_26497.v1.0.492
	scaffold962
	26858
	27540
	193
	8,83

	CaTALE-26
	Ca_25873.v1.0.492
	scaffold1313
	15804
	19689
	432
	9,04

	CaTALE-27
	Ca_25877.v1.0.492
	scaffold1313
	112155
	114400
	266
	8,19




Table 1. Genome-wide catalog and physicochemical properties of TALE gene family members in Cicer arietinum (continued). 
	ID
	Molecular weight (kDa)
	Instability index
	Stable or unstable
	Aliphatic index
	GRAVY
	NCBI accession number

	CaTALE-01
	42941,94
	38.51
	Stable
	60.10
	-0.695
	XP_004486190.1

	CaTALE-02
	35267,56
	40.85
	Unstable
	64.23
	-0.679
	XP_004489802.1

	CaTALE-03
	34330,15
	47.06
	Unstable
	68.24
	-0.696
	XP_012568587.1

	CaTALE-04
	75434,55
	45.68
	Unstable
	66.78
	-0.669
	XP_004494251.1

	CaTALE-05
	29845,03
	42.26
	Unstable
	78.47
	-0.600
	XP_004495656.1

	CaTALE-06
	73583,41
	47.38
	Unstable
	64.63
	-0.707
	XP_004497655.1

	CaTALE-07
	15854,59
	46.47
	Unstable
	71.65
	-0.84
	XP_004498724.1

	CaTALE-08
	49687,01
	46.27
	Unstable
	73.48
	-0.762
	XP_004498766.1

	[bookmark: _Hlk189718154]CaTALE-09
	59630,42
	50,89
	Unstable
	78.08
	-0.483
	XP_004498912.1

	CaTALE-10
	37552,69
	51.65
	Unstable
	63.66
	-1.012
	XP_004498934.1

	CaTALE-11
	67858,3
	47.38
	Unstable
	70.6
	-0.628
	XP_004499204.1

	CaTALE-12
	66325,40
	45.79
	Unstable
	67.46
	-0.733
	XP_004500978.1

	CaTALE-13
	51728,75
	49.31
	Unstable
	76.23
	-0.634
	XP_004500979.1

	CaTALE-14
	42714,54
	50.73
	Unstable
	73.21
	-0.746
	XP_027190969.1

	CaTALE-15
	52755,39
	50.45
	Unstable
	68.16
	-0.635
	XP_004503684.1

	CaTALE-16
	39857,7
	52.89
	Unstable
	63.54
	-0.687
	XP_004506043.1

	CaTALE-17
	54881,14
	40.53
	Unstable
	70.62
	-0.76
	XP_004506223.1

	CaTALE-18
	49657,49
	47,95
	Unstable
	66.61
	-0.671
	XP_004507197.1

	CaTALE-19
	32248.32
	63,18
	Unstable
	74.21
	-0.773
	XP_027192813.1

	CaTALE-20
	76849,53
	53.09
	Unstable
	60.65
	-0.749
	XP_012573713.1

	CaTALE-21
	92046,79
	44.42
	Unstable
	86.38
	-0.408
	XP_004511615.1

	CaTALE-22
	74584,82
	53.63
	Unstable
	56.22
	-0,846
	XP_004511995.1

	CaTALE-23
	14689,41
	62.55
	Unstable
	72.11
	-0.737
	XP_004512773.1

	CaTALE-24
	41996,78
	54,82
	Unstable
	69,97
	-0,823
	XP_004514060.1

	CaTALE-25
	21685,17
	43,03
	Unstable
	68,13
	-0,667
	XP_027186581.1

	CaTALE-26
	48277,29
	36,34
	Stable
	76,92
	-0,505
	XP_004515685.1

	CaTALE-27
	29839,84
	46,32
	Unstable
	78,01
	-0,385
	XP_004515686.1





Table 2. Orthologous relationships between Cicer arietinum TALE genes and Arabidopsis thaliana (AtTALE) counterparts.
	Gene name
	AtTALE gene ID
	Ka
	Ks
	Ka/Ks

	CaTALE-02
	AT1G23380.2.TAIR10
	0.21
	3.06
	0.069

	CaTALE-02
	AT1G70510.1.TAIR10
	0.22
	NaN
	NaN

	CaTALE-11
	AT1G19700.1.TAIR10
	0.44
	2.62
	0.171

	CaTALE-13
	AT1G75430.1.TAIR10
	0.30
	1.91
	0.157

	CaTALE-21
	AT1G62990.1.TAIR10
	0.12
	2.64
	0.046

	CaTALE-20
	AT2G23760.1.TAIR10
	0.32
	1.63
	0.199

	CaTALE-22
	AT2G23760.1.TAIR10
	0.29
	1.77
	0.169

	CaTALE-08
	AT4G32040.1.TAIR10
	0.24
	NaN
	NaN

	CaTALE-14
	AT4G32040.1.TAIR10
	0.25
	NaN
	NaN

	CaTALE-08
	AT5G25220.1.TAIR10
	0.20
	2.57
	0.078

	CaTALE-14
	AT5G25220.1.TAIR10
	0.14
	2.61
	0.056

	CaTALE-14
	AT5G11060.1.TAIR10
	0.14
	3.02
	0.049

	CaTALE-15
	AT5G41410.1.TAIR10
	0.33
	2.64
	0.127

	CaTALE-19
	AT5G25220.1.TAIR10
	0.20
	2.98
	0.070


NaN = no result.
Table 3. Orthologous relationships between Cicer arietinum TALE genes and Phaseolus vulgaris (PvTALE) counterparts.
	Gene name
	PvTALE gene ID
	Ka
	Ks
	Ka/Ks

	CaTALE-01
	Phvul.006G145800.1.v2.1
	0.07
	0.59
	0.135

	CaTALE-02
	Phvul.002G064100.2.v2.1
	0.06
	0.71
	0.093

	CaTALE-03
	Phvul.008G212100.1.v2.1
	0.06
	0.89
	0.078

	CaTALE-04
	Phvul.001G195800.1.v2.1
	0.10
	0.90
	0.119

	CaTALE-09
	Phvul.001G034200.1.v2.1
	0.16
	0.54
	0.297

	CaTALE-10
	Phvul.001G032200.1.v2.1
	0.05
	0.70
	0.078

	CaTALE-06
	Phvul.001G195800.1.v2.1
	0.14
	1.18
	0.127

	CaTALE-05
	Phvul.007G201400.1.v2.1
	0.18
	0.64
	0.287

	CaTALE-08
	Phvul.009G090500.3.v2.1
	0.11
	1.09
	0.102

	CaTALE-14
	Phvul.003G174900.1.v2.1
	0.21
	2.54
	0.085

	CaTALE-14
	Phvul.009G090500.3.v2.1
	0.08
	0.72
	0.112

	CaTALE-17
	Phvul.001G195800.1.v2.1
	0.33
	1.85
	0.181

	CaTALE-15
	Phvul.002G292000.1.v2.1
	0.13
	1.69
	0.082

	CaTALE-15
	Phvul.002G159000.1.v2.1
	0.16
	1.22
	0.137

	CaTALE-18
	Phvul.008G114300.1.v2.1
	0.21
	0.89
	0.235

	CaTALE-19
	Phvul.003G174900.1.v2.1
	0.08
	0.99
	0.082

	CaTALE-19
	Phvul.009G209500.1.v2.1
	0.10
	1.18
	0.086

	CaTALE-19
	Phvul.009G090500.3.v2.1
	0.17
	3.14
	0.056

	CaTALE-23
	Phvul.004G148100.1.v2.1
	0.18
	0.62
	0.296









Table 4. Primer sequences designed for qPCR validation of selected CaTALE genes.
	CaTALE
 subfamily
	Gen     name
	F (5'- 3')
	Lenght
	Tm °C
	GC (%)
	R (5'- 3')
	Lenght
	Tm °C

	GC (%)

	KNOX-
Class II
	CaTA
LE-01
	GTG GTG GTG AGG TTA GAA GAA
	21
	58
	48
	GCT TCC ATG AAC TGA TCC   AAA G
	22
	57
	41

	BEL1-
like
	CaTA
LE-02
	GAC GTG GCA TCT AGC GTT AT

	20
	57
	50
	GAT TTC AGG AGG AGC ACC AA
	22
	60
	50

	KNOX-
Class I
	CaTA
LE-03
	TCC TCG TCT CTT GTC CTC TT
	21
	60
	52
	CCT GTC CTT CCT GAT CCA TTC
	20
	57
	50

	BEL1-
like
	CaTA LE-09
	CGA AGC GAA GGA TAG GAA TGA A
	24
	59
	42
	GTA GAA GCA TCA GCA GTT GAG A
	22
	58
	45

	KNOX-
Class II
	CaTA
LE-10
	ACA CTG GAA ACC ATC TGA AGA C

	21
	60
	52
	TAG GGA CCA TCA GGC ATG TA
	22
	60
	50

	BEL1-
like
	CaTA
LE-13
	CCT GAA ACC TCT GTT GCA ATT C

	21
	58
	48
	CCT GAA ACC TCT GTT GCA ATT C
	21
	58
	48

	BEL1-
like
	CaTA
LE-17
	GAG TCA GGT GTC TAA CTG GTT TAT
	22
	58
	45
	GTG CTC TTG ATC CTT GAT TTC TTC
	22
	58
	45

	KNOX-
Class I
	CaTA
LE-18
	GGT GGT GAA GGT CGC AAT AA
	22
	60
	50
	AGG AGC TGC GTT GTT TAG TC
	21
	60
	52

	BEL1-
like
	CaTA
LE-21
	GCA GGA AGC TGG AAC AAT CTA
	22
	58
	45
	GAC CTC CGA TGA AAG CTA CAA
	20
	57
	50

	BEL1-
like
	CaTA
LE-27
	CAC TCG GTC TTC ATC AGA ATC A
	22
	58
	45
	ACG TAG CTA TCA GGT TGA AGT G
	20
	57
	50


 Tm: melting temperature








