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Fig.S1 The beta diversity comparisons (using Sørensen dissimilarity index) for bacterial communities among all treatments (A, B).
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Fig.S2 The number of bacterial ASVs in each treatment was shown in UpsetView diagram. The height of black rectangles represents mutual or unique ASV numbers among different groups. The length of rectangles represents the total ASV numbers in each group.
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Fig.S3 Volcano plots analysis for comparison between two groups (A, B); each plot indicates the number of enriched and deficient OTUs in each combination.
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Fig.S4 The bacterial community node-level co-occurrence networks topological properties (A-B) of the different treatments. 
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Fig.S5 Zi-Pi diagram of bacterial molecular network under different treatments (A-B).


[bookmark: OLE_LINK1][bookmark: OLE_LINK2]Table S1 Physicochemical properties of rhizosphere samples.
	Soil type
	pH
	Total N g/kg
	SOC g/kg
	Total P g/kg
	Zn mg/kg
	Cdmg/kg

	Barren soil
	6.9±0.03a
	0.44±0.03b
	6.80±0.83b
	4.37±1.6a
	51.42±3.1b
	0.069±0.003b

	Fertile soil
	6.61±0.06b
	1.11±0.02a
	16.82±0.87a
	5.00±0.7a
	81.56±2.3a
	0.097±0.007a





Table S2
	Medium
	Compound
	Amount (g/L)

	Tap Water Yeast Extract Medium 
	Yest extract
	0.25 g

	
	K2HPO4
	0.5 g

	
	(Agar)
	18 g

	
	Tap water to 1L
	

	
	
	

	Tryptone Yeast extract Glucose Medium
	Trytone
	1 g

	(TYG Medium)
	Yeast extract
	1 g

	
	D-glucose
	0.5 g

	
	KCl
	6.34 g

	
	NaCl
	1.2 g

	
	MgSO4 ∙ 7H2O
	0.25 g

	
	K2HPO4
	0.13 g

	
	CaCl2 ∙ 2H2O
	0.22 g

	
	K2SO4
	0.17 g

	
	Na2SO4
	2.4 g

	
	NaHCO3
	0.5 g

	
	Na2CO3
	0.09 g

	
	Fe EDTA
	0.07 g

	
	(Agar)
	20 g

	
	pH: 7.0
	

	
	
	

	Trypic Soy Agar Medium (TSA Medium) 
	Casein (pancreatic digest)
	17 g

	
	Soya peptone (papaic digest)
	3 g

	
	NaCl
	5 g

	
	K2HPO4
	2.5 g

	
	Dextrose
	2.5 g

	
	(Agar)
	20 g

	
	
	

	LB Medium
	Tryptone
	10 g

	
	Yeast extract
	5 g

	
	NaCl
	10 g

	
	(Agar)
	20 g

	
	
	

	Beef extract peptone medium
	Beef extract
	3 g

	
	Trytone
	10 g

	
	NaCl
	5 g

	
	(Agar)
	20 g








Table S3 Information on 23 strains
	Strain ID
	Kingdom
	Phylum
	
	Class
	Order
	Family
	Genus
	Species
	Sanger sequence

	YC1
	Bacteria
	Proteobacteria
	
	Alphaproteobacteria
	Sphingomonadales
	Sphingomonadaceae
	Sphingomonas
	Sphingomonas 
leidyi
	CGCAAGGGGGTGGATGCTAACCTGCAGTCGAGCGAGCCCTTCGGGGTTGG

	
	
	
	
	
	
	
	
	
	TGTTGCACGGATGGGTAACGCGTGGGAATCTGCCCTTGGGTTCGGAATAA

	
	
	
	
	
	
	
	
	
	CTCGCCGAATGGCGTGCTAATACCGGATGATGTCCAAAGACCAAAGATTT

	
	
	
	
	
	
	
	
	
	ATCGCCCAAGGATGAACCCGCGGAAGATTAGGTATGTGGTGAGGTAAAGG

	
	
	
	
	
	
	
	
	
	CTCACCAAGTCGACGATCTTTAACTGGTCTGAGAGGATGATCATCCACAC

	
	
	
	
	
	
	
	
	
	TGGGACTGAAACACGGCCCAGACTCCTACGAGAGGCAACAGGGGGGAATA

	
	
	
	
	
	
	
	
	
	TTGGACAATGGGCGAAAGCCTGATCCATCAATGCCGGGTGAGTGATGAAG

	
	
	
	
	
	
	
	
	
	GCCTTACGGTTGTAAAGCTCTTTTACCCGGGATGATAATGACAGGACCGG

	
	
	
	
	
	
	
	
	
	GAGAATAAGCTCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGG

	
	
	
	
	
	
	
	
	
	GAGCTAGCGTTGTTCGGAATCACTGGGCGTAAAGCGCACGTAAGCGGCTT

	
	
	
	
	
	
	
	
	
	TGTGAGTCAGAGGTGAAAGCCTGGAGCTCAACTCCAGAACTGCCTTTGAG

	
	
	
	
	
	
	
	
	
	ACTGCATCGCTTGAATCCAGGAGAGGTGAGTGGAATTCCGAGTGGTACAG

	
	
	
	
	
	
	
	
	
	GTGATACTCGTATATATTCGGAAGAACACCAGTGGAGAAGGCGGCTCACT

	
	
	
	
	
	
	
	
	
	GGACTGATATTGACACTGAGGAGCGAAAGCGTGTGGAGAAAACAGGATTA

	
	
	
	
	
	
	
	
	
	TATACCCTGATAGACCACGCCGTACACAATGATAACTAGCTGACCGGATA

	
	
	
	
	
	
	
	
	
	CTTGACGCTTGGATGCCGCACCTAACACATTAACTTATCCGCCTGGGGAG

	
	
	
	
	
	
	
	
	
	TACGGTCATCAGATTAAAACTCAATAGGAATTGACGGGGGCCTGCACGAA

	
	
	
	
	
	
	
	
	
	GCGGTGGAGCATGTGGTTTAATTCGAAGCA


	YC2
	Bacteria
	Proteobacteria
	
	Alphaproteobacteria
	Sphingomonadales
	Sphingomonadaceae
	Sphingomonas
	Sphingomonas 
kyeonggiensis
	TCCAGCTCCTTACCTATCCTGCACTTCACACCTACTTGTTAATTTAATAT

	
	
	
	
	
	
	
	
	
	ACAGTTTCTTACAGTGTTCATTACATAAAAAAACAATGAAACAACCATCA

	
	
	
	
	
	
	
	
	
	ATCACTCTTCGTTTTTAAATTCATTCATTCTTTTATCAACTAATTATTAT

	
	
	
	
	
	
	
	
	
	TCAAAAAAAAACGAATCCAAAACTTTTTATTACATTCTCAGCCGCTATCG

	
	
	
	
	
	
	
	
	
	ATCTCTATTATAAAATACTTTTCTGCACTTAAGATGATGCCAATTCATCT

	
	
	
	
	
	
	
	
	
	GATAATGAGTTTCGAATTATACTCCTACGGGTGATTTCCCTGTGGAATTC

	
	
	
	
	
	
	
	
	
	TGTCCTTTGTTTTTAAGCCTGATCCTTCAATGCCAAATGAGTGATGAAGG

	
	
	
	
	
	
	
	
	
	CCTTAGGGTTGTAAAGCTCTTTTACCCGGGATGATAATGACAGGACCGGG

	
	
	
	
	
	
	
	
	
	AGAATAAGCTCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGG

	
	
	
	
	
	
	
	
	
	AGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGCTTT

	
	
	
	
	
	
	
	
	
	GTAAGTCAGAGGTGAAAGCCTGGAGCTCAACTCCAGAACTGCCTTTGAGA

	
	
	
	
	
	
	
	
	
	CTGCATCGCTTGAATCCAGGAGAGGTGAGTGGAATTCCGAGTGTAGAGGT

	
	
	
	
	
	
	
	
	
	GAAATTCGTATATATTCGGAAGAACACCAGTGGCGAAGGCGGCTCACTGG

	
	
	
	
	
	
	
	
	
	ACTGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGA

	
	
	
	
	
	
	
	
	
	TACCCTGGTAGTCCACGCCGTAAACGATGATAACTAGCTGTCCGGGCACT

	
	
	
	
	
	
	
	
	
	TGGTGCTTGGGTGGCGCAGCTAACGCATTAAGTTATCCGCCTGGGGAGTA

	
	
	
	
	
	
	
	
	
	CGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCTGCACAAGCGG

	
	
	
	
	
	
	
	
	
	TGGAGCATGTGGTTTAATTCGAAGCAATCG


	YC3
	Bacteria
	Actinomycetota
	
	Actinomycetes
	Micrococcales
	Microbacteriaceae
	Microbacterium
	Microbacterium 
oxydans
	CCAATGATTAGTTGCTAGCTGACTCTATTAATATACATACATTACTTCAC

	
	
	
	
	
	
	
	
	
	TATCTTCTTATGTATATTCTTTGAACAGACAACACAAAGACTGACCATCT

	
	
	
	
	
	
	
	
	
	TCTTAACCCAGAATCAACTCTTATGGCGGGGGGTGTCATACTGGATATGA

	
	
	
	
	
	
	
	
	
	GACTCGACCGCATGGGATGCCGTTGAAAAGAATTTTCGGGGGGGGATGGG

	
	
	
	
	
	
	
	
	
	GGCTCGCCCTATCAACTAGCTGTAGATGGACTGACACGACGATGAGTCAC

	
	
	
	
	
	
	
	
	
	CGTGGAACTGAAACACGGCCCAGACTCCTACACACTGGGACTGAGACACA

	
	
	
	
	
	
	
	
	
	ATATTGACTCCTGGGGGAGGCACTGATGGGGAATGCCGACAGAGGGATGA

	
	
	
	
	
	
	
	
	
	AGGCTGATGGGTTGACGCCGTCTTTTACCCGACAGGATTCGACATGACCC

	
	
	
	
	
	
	
	
	
	CTCTAATAACCTCCAAGAAACTCCGGGGCAGGAACCTGCATAATACGGAC

	
	
	
	
	
	
	
	
	
	GGAGTAACTACTGGCCGGAATTACTGGGAATACAGCGGGCGCAAGCGGTA

	
	
	
	
	
	
	
	
	
	TCTGTGAATTATTGGGGGAAAAACTGCTCGTCAGCTCCTTGACTGCCTTG

	
	
	
	
	
	
	
	
	
	GTGACTGATCCCGCTTGATCAACCTCGAGGCTGCAGGAAGTACGGAGCGA

	
	
	
	
	
	
	
	
	
	CTAGGAGAGCGGCAGGGAAAATTCGGAATAACTGCAGTGGCGAAGGAATG

	
	
	
	
	
	
	
	
	
	CTCACTATATCTGGATGAACACCTGATGGGGAAAGGCGATCTCTGGACAC

	
	
	
	
	
	
	
	
	
	AAGCTGACGTTCACGAGCAGACCGCTGCGGAGAAGATGATATCTAATTGT

	
	
	
	
	
	
	
	
	
	CTGGTAACTTGCGCTTGACGGGGGAACTAACTGTGGGGTCATCCCACTGG

	
	
	
	
	
	
	
	
	
	ATTACTACGACGCATCTATTACAACTCATCGCAGTCTGGGGGAGCACTGC

	
	
	
	
	
	
	
	
	
	ACGCACGGCTAAGCATCAGGGGATATTTC


	YC4
	Bacteria
	Firmicutes
	
	Bacilli
	Bacillales
	Paenibacillaceae
	Brevibacillus
	Brevibacillus limnophilus
	TAGAGAATTCTCGTGGTGCTATACATGCAAGTCGAGCGGACTTGTTTGGA

	
	
	
	
	
	
	
	
	
	GCTTGCTCCGGACAGGTTAGCGGCGGACGGGTGAGTAACACGTAGGCAAC

	
	
	
	
	
	
	
	
	
	CTGCCTCTCAGACCGGGATAACATAGGGAAACTTATGCTAATACCGGATA

	
	
	
	
	
	
	
	
	
	GGTTTTTGGATCGCATGATCCGAAAAGGAAAGGCGGCGCAAGCTGTCACT

	
	
	
	
	
	
	
	
	
	GAGAGATGGGCCTGCGGCGCATTAGCTAGTTGGTGGGGTAACGGCCTACC

	
	
	
	
	
	
	
	
	
	AAGGCGACGATGCGTAGCCGACCTGAGAGGGTGACCGGCCACACTGGGAC

	
	
	
	
	
	
	
	
	
	TGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATTTTCCAC

	
	
	
	
	
	
	
	
	
	AATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAACGATGAAGGTCTTC

	
	
	
	
	
	
	
	
	
	GGATTGTAAAGTTCTGTTGTCAGGGACGAACAAGTACCGTTTGAACAAGG

	
	
	
	
	
	
	
	
	
	CGGTACCTTGACGGTACCTGACGAGAAAGCCACGGCTAACTACGTGCCAG

	
	
	
	
	
	
	
	
	
	CAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGT

	
	
	
	
	
	
	
	
	
	AAAGCGCGCGCAGGCGGCTATGTAAGTCTGGTGTCAAAGCCCGGGGCTCA

	
	
	
	
	
	
	
	
	
	ACCCCGGTACGCATCGGAAACTGTGTAGCTTGAGTGCAGAAGAGGAAAGC

	
	
	
	
	
	
	
	
	
	GGTATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAACACCAG

	
	
	
	
	
	
	
	
	
	TGGCGAAGGCGGCTTTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGT

	
	
	
	
	
	
	
	
	
	GGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGA

	
	
	
	
	
	
	
	
	
	GTGCTAGGTGTTGGGGGTTTCAATACCCTCAGTGCCGCAGCTAACGCAAT

	
	
	
	
	
	
	
	
	
	AAGCACTCC


	YC5
	Bacteria
	Firmicutes
	
	Bacilli
	Bacillales
	 Bacillaceae
	Mesobacillus
	Mesobacillus harenae
	GGGCAGGCGCGTGCTATACATGCAAGTCGAGCGGATTGATGGGAGCTTGC

	
	
	
	
	
	
	
	
	
	TCCCTGATATCAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTG

	
	
	
	
	
	
	
	
	
	TAAGACTGGGATAACTTCGGGAAACCGGAGCTAATACCGGATAATCCTTT

	
	
	
	
	
	
	
	
	
	TCCTCACATGAGGAAAAGCTGAAAGACGGTTTCGGCTGTCACTTACAGAT

	
	
	
	
	
	
	
	
	
	GGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGA

	
	
	
	
	
	
	
	
	
	CGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACA

	
	
	
	
	
	
	
	
	
	CGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGAC

	
	
	
	
	
	
	
	
	
	GAAAGTCTGATGGAGCAACGCCGCGTGAGCGATGAAGGCCTTCGGGTCGT

	
	
	
	
	
	
	
	
	
	AAAGCTCTGTTGTTAGGGAAGAACAAGTATCGGAGTAACTGCCGGTACCT

	
	
	
	
	
	
	
	
	
	TGACGGTACCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCG

	
	
	
	
	
	
	
	
	
	GTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCG

	
	
	
	
	
	
	
	
	
	CGCAGGCGGTCCTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGA

	
	
	
	
	
	
	
	
	
	GGGTCATTGGAAACTGGAGGACTTGAGTACAGAAGAGGAAAGTGGAATTC

	
	
	
	
	
	
	
	
	
	CACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAA

	
	
	
	
	
	
	
	
	
	GGCGACTTTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGC

	
	
	
	
	
	
	
	
	
	AAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTAA

	
	
	
	
	
	
	
	
	
	GTGTTAGAGGGTTTCCGCCCTTTAGTGCTGCAGCTAACGCATTAAGCAC


	YC6
	Bacteria
	Firmicutes
	
	Bacilli
	Bacillales
	 Bacillaceae
	Niallia
	Niallia circulans
	AGGACATCCGGCGTGCTAATAATGCAGTCGAGCGGACTTAAAAAGCTTGT

	
	
	
	
	
	
	
	
	
	TTTTTAAGTTAACGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCTGT

	
	
	
	
	
	
	
	
	
	AACACTGGGATAACTTCGGGAAACCGGAGCTAATACCGGATAATCCTTTC

	
	
	
	
	
	
	
	
	
	CTACTCCTGCAGGGAAGTTTAAAAGACGGTTTACACTGTCCCTTACCTAT

	
	
	
	
	
	
	
	
	
	GGGCCCGCGCTGCATTACATAATTGGTGAGGTAACGGATCACCAAGGCGA

	
	
	
	
	
	
	
	
	
	CGATGCGAAGCCGACCTGACAGGGTGATCGGCCACACTGGGACTGAGACA

	
	
	
	
	
	
	
	
	
	CGGCCCAGACTCCTATCCTAGGGAGCAGTACGGAATCTTCCCCTCTGGAC

	
	
	
	
	
	
	
	
	
	GAAAGTCTGACCGAACAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGT

	
	
	
	
	
	
	
	
	
	AAAACTCTGTTGTTAGGGAAGAACAAGTACCATAGTAACTGCTCTGACCT

	
	
	
	
	
	
	
	
	
	TGACGGGACCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCG

	
	
	
	
	
	
	
	
	
	GCAATACGTAAGTGGCAAGCGTTGTCCGGAATTATTGGGCGGAAAGCGCG

	
	
	
	
	
	
	
	
	
	CGCAGGCGGTCCTTTAATTCTGATGTGAAAGCCCACGGCTCAACCGTGGA

	
	
	
	
	
	
	
	
	
	GGGTCATTGAAAACTGACTGACTTGATTGCATAAGAGAAAAGAGAAATTC

	
	
	
	
	
	
	
	
	
	CACGTGTAGCGATGAAATGCATGCAGATGTGTAGGAACACCAGTGACGAA

	
	
	
	
	
	
	
	
	
	GGCGACTCTTTGTCCTGTAACTGACTCTGACGCGCGAAAGCGTGGGGAGC

	
	
	
	
	
	
	
	
	
	AAACACGATTAGATACCCTGCCAGTCCACGCCGTAAACGATGAGTGCTAG

	
	
	
	
	
	
	
	
	
	CTGATAGAGGGTTTCCGCCCTTTACTGCTGCAGCGAACGCATTAAGCACT


	YC7
	Bacteria
	 Bacteroidota
	
	Cytophagia
	Cytophagales
	Spirosomataceae
	Dyadobacter
	Dyadobacter endophyticus
	CTCCTGCTTTCCGACAGGCTGATACATGCAGGCGAAGGGGCAGCAATGTC

	
	
	
	
	
	
	
	
	
	ACTGTCGTACGGGTGCGTAACGCGTATGCAACCTACCTATCACTGGGGGA

	
	
	
	
	
	
	
	
	
	TAGCCCGGGGAAACCCGGATTAATACCGCATAAAACAGGGGCACCGCATG

	
	
	
	
	
	
	
	
	
	GTGATATTTGTTAAAGATTTATTGGTGATAGATGGGCATGCGTTCGATTA

	
	
	
	
	
	
	
	
	
	GCTAGTTGGCGGGGTAACGGCCCACCAAGGCGACGATCGATAGGGGAGCT

	
	
	
	
	
	
	
	
	
	GAGAGGTTGATCCCCCACACGGGCACTGAGATACGGGCCCGACTCCTACG

	
	
	
	
	
	
	
	
	
	GGAGGCAGCAGTAGGGAATATTGGGCAATGGATGCAAGTCTGACCCAGCC

	
	
	
	
	
	
	
	
	
	ATGCCGCGTGCCGGATGAAGGCCCTCAGGGTTGTAAACGGCTTTTATTCG

	
	
	
	
	
	
	
	
	
	GGAAGAAGAGCAGGGATGCGTCCTTGTGTGACGGTACCGAATGAATAAGC

	
	
	
	
	
	
	
	
	
	ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGT

	
	
	
	
	
	
	
	
	
	TGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGTGGCTGTTTAAGTCAG

	
	
	
	
	
	
	
	
	
	TGGTGAAATACGGTTGCTCAACAATCGAGGTGCCATTGATACTGAATAGC

	
	
	
	
	
	
	
	
	
	TTGAAATAATTGGAGGCTGCCGGAATGGATGGTGTAGCGGTGAAATGCAT

	
	
	
	
	
	
	
	
	
	AGATATCATCCAGAACACCGATTGCGAAGGCAGGTGGCTACGATTGGTTT

	
	
	
	
	
	
	
	
	
	GACACTGAGGCACGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGT

	
	
	
	
	
	
	
	
	
	AGTCCATGCTGTAAACGATGAGGACTCGCTGTTTGACTGCAAAGTTGAGC

	
	
	
	
	
	
	
	
	
	GGCTTAGGGAAACCGTTAAGTCCTCCACCTGGGGAGTACGCCGGCAACGG

	
	
	
	
	
	
	
	
	
	TGAAACTC


	YC8
	Bacteria
	Firmicutes
	
	Bacilli
	Bacillales
	Planococcaceae
	Solibacillus
	Solibacillus silvestris
	GTGGCACTACGCGTGCTATACATGCAGTCGAGCGGAAATATTTATTGGTG

	
	
	
	
	
	
	
	
	
	CTTGCACCTTATATAAATTTTAGCGGCGGACGGGTGAGTAACACGTGGGT

	
	
	
	
	
	
	
	
	
	AACCTGCCTTATAGATTGGGATAACTCCGGGAAACCGGGGCTAATACCGA

	
	
	
	
	
	
	
	
	
	ATAATACTTTTGAACACATGTTTGAAAGTTGAAAGACGGTCTCGGCTGTC

	
	
	
	
	
	
	
	
	
	ACTATAAGATGGACCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTC

	
	
	
	
	
	
	
	
	
	ACCAAGGCAACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGG

	
	
	
	
	
	
	
	
	
	GACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTC

	
	
	
	
	
	
	
	
	
	CACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGAT

	
	
	
	
	
	
	
	
	
	TTCGGTTCGTAAAACTCTGTTGCAAGGGAAGAACAAGTAGCGTAGTAACT

	
	
	
	
	
	
	
	
	
	GGCGCTACCTTGACGGTACCTTGTTAGAAAGCCACGGCTAACTACGTGCC

	
	
	
	
	
	
	
	
	
	AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGC

	
	
	
	
	
	
	
	
	
	GTAAAGCGCGCGCAGGTGGTTCCTTAAGTCTGATGTGAAAGCCCCCGGCT

	
	
	
	
	
	
	
	
	
	CAACCGGGGAGGGTCATTGGAAACTGGGGAACTTGAGTGCAGAAGAGGAT

	
	
	
	
	
	
	
	
	
	AGTGGAATTCCAAGTGTAGCGGTGAAATGCGTAGAGATTTGGAGGAACAC

	
	
	
	
	
	
	
	
	
	CAGTGGCGAAGGCGACTGTCTGGTCTGTAACTGACACTGAGGCGCGAAAG

	
	
	
	
	
	
	
	
	
	CGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGA

	
	
	
	
	
	
	
	
	
	TGAGTGCTAAGTGTTGGGGGGTTTCCGCCCCTCAGTGCTGCAGCTAACG


	YC9
	Bacteria
	Firmicutes
	
	Bacilli
	Bacillales
	Planococcaceae
	Sporosarcina
	Sporosarcina luteola
	GTTGCATTACGCGTGCTAATACATGCAGTCGAGCGGATTGAAGGGAGCTT

	
	
	
	
	
	
	
	
	
	GCTCCCTGATATTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCC

	
	
	
	
	
	
	
	
	
	CTGCAGATGGGGATAACTCCGGGAAACCGGGGCTAATACCGAATAATCGG

	
	
	
	
	
	
	
	
	
	TTCTTCCGCATGGAAGAACTCTGAAAGACGGTTTCGGCTGTCACTGCAGG

	
	
	
	
	
	
	
	
	
	ATGGGCCCGCGGCGCATTAGCTAGTTGGTGGGGTAACGGCCTACCAAGGC

	
	
	
	
	
	
	
	
	
	GACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGA

	
	
	
	
	
	
	
	
	
	CACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCACAATGG

	
	
	
	
	
	
	
	
	
	ACGAAAGTCTGATGGAGCAACGCCGCGTGAGCGAAGAAGGTTTTCGGATC

	
	
	
	
	
	
	
	
	
	GTAAAGCTCTGTTGCGAGGGAAGAACAAGTACGGGAGTAACTGCCCGTAC

	
	
	
	
	
	
	
	
	
	CTTGACGGTACCTCGTCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCG

	
	
	
	
	
	
	
	
	
	CGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCG

	
	
	
	
	
	
	
	
	
	CGCGCAGGCGGTCCTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTG

	
	
	
	
	
	
	
	
	
	GAGGGTCATTGGAAACTGGAGGACTTGAGTACAGAAGAGGAAAGCGGAAT

	
	
	
	
	
	
	
	
	
	TCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCG

	
	
	
	
	
	
	
	
	
	AAGGCGGCTTTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGA

	
	
	
	
	
	
	
	
	
	GCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCT

	
	
	
	
	
	
	
	
	
	AAGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGCAGCTAACGCATTAAGC


	YC10
	Bacteria
	Proteobacteria
	
	 Gammaproteobacteria
	 Pseudomonadales
	Pseudomonadaceae
	Pseudomonas
	Pseudomonas aeruginosa
	GGGCTAGCAGGCTACACATGCAAGTCGAGCGGATGAAGGGAGCTTGCTCC

	
	
	
	
	
	
	
	
	
	TGGATTCAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGGTAGT

	
	
	
	
	
	
	
	
	
	GGGGGATAACGTCCGGAAACGGGCGCTAATACCGCATACGTCCTGAGGGA

	
	
	
	
	
	
	
	
	
	GAAAGTGGGGGATCTTCGGACCTCACGCTATCAGATGAGCCTAGGTCGGA

	
	
	
	
	
	
	
	
	
	TTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGCGACGATCCGTAACTGG

	
	
	
	
	
	
	
	
	
	TCTGAGAGGATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCT

	
	
	
	
	
	
	
	
	
	ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCA

	
	
	
	
	
	
	
	
	
	GCCATGCCGCGTGTGTGAAGAAGGTCTTCGGATTGTAAAGCACTTTAAGT

	
	
	
	
	
	
	
	
	
	TGGGAGGAAGGGCAGTAAGTTAATACCTTGCTGTTTTGACGTTACCAACA

	
	
	
	
	
	
	
	
	
	GAATAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGT

	
	
	
	
	
	
	
	
	
	GCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTTCAG

	
	
	
	
	
	
	
	
	
	CAAGTTGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCCAAAAC

	
	
	
	
	
	
	
	
	
	TACTGAGCTAGAGTACGGTAGAGGGTGGTGGAATTTCCTGTGTAGCGGTG

	
	
	
	
	
	
	
	
	
	AAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCGACCACCTGGA

	
	
	
	
	
	
	
	
	
	CTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGAT

	
	
	
	
	
	
	
	
	
	ACCCTGGTAGTCCACGCCGTAAACGATGTCGACTAGCCGTTGGGATCCTT

	
	
	
	
	
	
	
	
	
	GAGATCTTAGTGGCGCAGCTAACGCGATAAGTCGACCGCCTGGGGAGTAC

	
	
	
	
	
	
	
	
	
	GGCCGCAAG


	YC11
	Bacteria
	Firmicutes
	
	Bacilli
	Bacillales
	 Bacillaceae
	Bacillus
	Bacillus licheniformis
	TTGAGTCGCGTGCTATACATGCAAGTCGAGCGGACCGACGGGAGCTTGCT

	
	
	
	
	
	
	
	
	
	CCCTTAGGTCAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTGT

	
	
	
	
	
	
	
	
	
	AAGACTGGGATAACTCCGGGAAACCGGGGCTAATACCGGATGCTTGATTG

	
	
	
	
	
	
	
	
	
	AACCGCATGGTTCAATCATAAAAGGTGGCTTTTAGCTACCACTTGCAGAT

	
	
	
	
	
	
	
	
	
	GGACCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAGGCGA

	
	
	
	
	
	
	
	
	
	CGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGACA

	
	
	
	
	
	
	
	
	
	CGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGAC

	
	
	
	
	
	
	
	
	
	GAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGT

	
	
	
	
	
	
	
	
	
	AAAACTCTGTTGTTAGGGAAGAACAAGTACCGTTCGAATAGGGCGGTACC

	
	
	
	
	
	
	
	
	
	TTGACGGTACCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGC

	
	
	
	
	
	
	
	
	
	GGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGC

	
	
	
	
	
	
	
	
	
	GCGCAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGG

	
	
	
	
	
	
	
	
	
	AGGGTCATTGGAAACTGGGGAACTTGAGTGCAGAAGAGGAGAGTGGAATT

	
	
	
	
	
	
	
	
	
	CCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGA

	
	
	
	
	
	
	
	
	
	AGGCGACTCTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAG

	
	
	
	
	
	
	
	
	
	CGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTA

	
	
	
	
	
	
	
	
	
	AGTGTTAGAGGGTTTCCGCCCTTTAGTGCTGCAGCAAACGCATTAAGCAC

	
	
	
	
	
	
	
	
	
	TCCGCCTGG


	YC12
	Bacteria
	Firmicutes
	
	Bacilli
	Bacillales
	 Bacillaceae
	Bacillus
	Bacillus pumilus
	TGCTTGCCGCTGCTATACATGCAAGTCGAGCGGACAGAAGGGAGCTTGCT

	
	
	
	
	
	
	
	
	
	CCCGGATGTTAGCGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCTGT

	
	
	
	
	
	
	
	
	
	AAGACTGGGATAACTCCGGGAAACCGGAGCTAATACCGGATAGTTCCTTG

	
	
	
	
	
	
	
	
	
	AACCGCATGGTTCAAGGATGAAAGACGGTTTCGGCTGTCACTTACAGATG

	
	
	
	
	
	
	
	
	
	GACCCGCGGCGCATTAGCTAGTTGGTGGGGTAATGGCTCACCAAGGCGAC

	
	
	
	
	
	
	
	
	
	GATGCGTAGCCGACCTGAGAGGGTGATCGGGCACACTGGGACTGAGACAC

	
	
	
	
	
	
	
	
	
	GGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACG

	
	
	
	
	
	
	
	
	
	AAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTA

	
	
	
	
	
	
	
	
	
	AAGCTCTGTTGTTAGGGAAGAACAAGTGCGAGAGTAACTGCTCGCACCTT

	
	
	
	
	
	
	
	
	
	GACGGTACCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGG

	
	
	
	
	
	
	
	
	
	TAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTC

	
	
	
	
	
	
	
	
	
	GCAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCCCGGCTCACCGGGGAGG

	
	
	
	
	
	
	
	
	
	GCATTGGAAACTGGGAAACTTGAGTGCAGAAGAGGAAGTGGAATTCCACG

	
	
	
	
	
	
	
	
	
	TGTAGCGGAGAAATGCGTAAGATGTGGAGGAACACCAGTGGCGAAGGCGA

	
	
	
	
	
	
	
	
	
	CTCTCTGGTCTGTGCTGACGCTGAGGAGCGAAGCGTGGGGAGCGACAGGA

	
	
	
	
	
	
	
	
	
	TTAGATACCCTGGTAGCCACGCCGTAACGATGAGTGCTAGTGTTAGGGGG

	
	
	
	
	
	
	
	
	
	TTCCGCCCCTTACGCTGCAGGAACGCATTAGCACTCCGCCTGGGGAGACG

	
	
	
	
	
	
	
	
	
	GTCCAAGAC


	YC13
	Bacteria
	Firmicutes
	
	Bacilli
	Bacillales
	 Bacillaceae
	Terribacillus
	Terribacillus saccharophilus
	CTTGCGTGCGGGGTGCTATACATGCAGTCGAGCGCAGGAAACCAGATGAC

	
	
	
	
	
	
	
	
	
	CCCTTCGGGGTGATTCTGGCGGAATGAGCGGCGGACGGGTGAGTAACACG

	
	
	
	
	
	
	
	
	
	TGGGCAACCTGCCTGTAAGACTGGGATAACTTCGGGAAACCGGAGCTAAT

	
	
	
	
	
	
	
	
	
	ACCGGATAGTATTTCCTTTCTCCTGATTGGAAATGGAAAGACGGTTTCGG

	
	
	
	
	
	
	
	
	
	CTGTCACTTACAGATGGGCCCGCGGTGCATTAGCTAGTTGGTGGGGTAAT

	
	
	
	
	
	
	
	
	
	GGCCCACCAAGGCGACGATGCATAGCCGACCTGAGAGGGTGATCGGCCAC

	
	
	
	
	
	
	
	
	
	ACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAA

	
	
	
	
	
	
	
	
	
	TCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGCGATGA

	
	
	
	
	
	
	
	
	
	AGGCCTTCGGGTCGTAAAGCTCTGTTGTTAGGGAAGAACAAGTACGAGAG

	
	
	
	
	
	
	
	
	
	TAACTGCTCGTACCTTGACGGTACCTAACCAGAAAGCCCCGGCTAACTAC

	
	
	
	
	
	
	
	
	
	GTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTAT

	
	
	
	
	
	
	
	
	
	TGGGCGTAAAGGGCTCGTAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCA

	
	
	
	
	
	
	
	
	
	CAGCTCAACTGTGGAGGGTCATTGGAAACTGGGGAACTTGAGTGCAGAAG

	
	
	
	
	
	
	
	
	
	AGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGG

	
	
	
	
	
	
	
	
	
	AACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGAGC

	
	
	
	
	
	
	
	
	
	GAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTA

	
	
	
	
	
	
	
	
	
	AACGATGAGTGCTAGGTGTTAGGGGGTTTCCGCCCCTTAGTGCTGAAGTT

	
	
	
	
	
	
	
	
	
	AACGCATTA


	YC14
	Bacteria
	Proteobacteria
	
	Betaproteobacteria
	Burkholderiales
	Burkholderiales
	Cupriavidus
	Cupriavidus lacunae
	TTAATTGGCGGCTGTCTTACCATGCAAGTCGAACGGCAGCACGGGGGCAA

	
	
	
	
	
	
	
	
	
	CCCTGGTGGCGAGTGGCGAACGGGTGAGTAATACATCGGAACGTGCCCTG

	
	
	
	
	
	
	
	
	
	TAGTGGGGGATAACTAGTCGAAAGATTAGCTAATACCGCATACGACCTGA

	
	
	
	
	
	
	
	
	
	GGGTGAAAGCGGGGGACCGCAAGGCCTCGCGCTACAGGAGCGGCCGATGT

	
	
	
	
	
	
	
	
	
	CTGATTAGCTAGTTGGTGGGGTAAAAGCCTACCAAGGCGACGATCAGTAG

	
	
	
	
	
	
	
	
	
	CTGGTCTGAGAGGACGATCAGCCACACTGGGACTGAGACACGGCCCAGAC

	
	
	
	
	
	
	
	
	
	TCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGA

	
	
	
	
	
	
	
	
	
	TCCAGCAATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTT

	
	
	
	
	
	
	
	
	
	TGTCCGGAAAGAAATGGCTCTGGTTAATACCCGGGGTCGATGACGGTACC

	
	
	
	
	
	
	
	
	
	GGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTA

	
	
	
	
	
	
	
	
	
	GGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGT

	
	
	
	
	
	
	
	
	
	TTTGTAAGACAGGCGTGAAATCCCCGAGCTCAACTTGGGAATGGCGCTTG

	
	
	
	
	
	
	
	
	
	TGACTGCAAGGCTAGAGTATGTCAGAGGGGGGTAGAATTCCACGTGTAGC

	
	
	
	
	
	
	
	
	
	AGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCCCC

	
	
	
	
	
	
	
	
	
	TGGGACGTCACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATT

	
	
	
	
	
	
	
	
	
	AGATACCCTGGTAGTCCACGCCCTAAACGATGTCAACTAGTTGTTGGGGA

	
	
	
	
	
	
	
	
	
	TTCATTTCTTCAGTAACGTAGCTAACGCGTGAAGTTGACCGCCTGGGGAG

	
	
	
	
	
	
	
	
	
	TACGGTCGC


	YC15
	Bacteria
	Actinomycetota
	
	 Actinomycetes
	Micrococcales
	Microbacteriaceae
	Microbacterium
	Microbacterium algeriense
	GACTGCCTTACGACGTGCTTACACATGCAGTCGAACGGTGAAGCAGGAGC

	
	
	
	
	
	
	
	
	
	TTGCTCTTGTGGATCAGTGGCGAACGGGTGAGTAACACGTGAGCAACCTG

	
	
	
	
	
	
	
	
	
	CCCCTGACTCTGGGATAAGCGCTGGAAACGGCGTCTAATACTGGATATGT

	
	
	
	
	
	
	
	
	
	GACGTGACCGCATGGTCTGCGTTTGGAAAGATTTTTCGGTTGGGGATGGG

	
	
	
	
	
	
	
	
	
	CTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGTCGA

	
	
	
	
	
	
	
	
	
	CGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGG

	
	
	
	
	
	
	
	
	
	CCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAA

	
	
	
	
	
	
	
	
	
	AGCCTGATGCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAA

	
	
	
	
	
	
	
	
	
	CCTCTTTTAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAAAAGCG

	
	
	
	
	
	
	
	
	
	CCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTT

	
	
	
	
	
	
	
	
	
	ATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGC

	
	
	
	
	
	
	
	
	
	TGTGAAATCCCGAGGCTCAACCTCGGGCCTGCAGTGGGTACGGGCAGACT

	
	
	
	
	
	
	
	
	
	AGAGTGCGGTAGGGGAGATTGGAATTCCTGGTGTAGCGGTGGAATGCGCA

	
	
	
	
	
	
	
	
	
	GATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTGGGCCGTAACTG

	
	
	
	
	
	
	
	
	
	ACGCTGAGGAGCGAAAGGGTGGGGAGCAAACAGGCTTAGATACCCTGGTA

	
	
	
	
	
	
	
	
	
	GTCCACCCCGTAAACGTTGGGAACTAGTTGTGGGGTCCATTCCACGGATT

	
	
	
	
	
	
	
	
	
	CCGTGACGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCA

	
	
	
	
	
	
	
	
	
	AGGCTAAAA


	YC16
	Bacteria
	Proteobacteria
	
	Alphaproteobacteria
	Hyphomicrobiales
	Phyllobacteriaceae
	Mesorhizobium
	Mesorhizobium
	ATTAGAATGAAAGCCATCGCGGCTTACTATGCAGTCGAGCGCCCCTGCAA

	
	
	
	
	
	
	
	
	
	GGGAGAGCTGGCATTACGGGTGAGTAACGCGTGGGAATCTACCCATCACT

	
	
	
	
	
	
	
	
	
	ACGGAACAACTCCGGGAAACTGGAGCTAATACCGTATACGTCCTTCGGGA

	
	
	
	
	
	
	
	
	
	GAAAGATTTATCGGTGATGGATGAGCCCGCGTTGGATTAGCTAGTTGGTG

	
	
	
	
	
	
	
	
	
	GGGTAATGGCCTACCAAGGCGACGATCCATAGCTGGTCTGAGAGGATGAT

	
	
	
	
	
	
	
	
	
	CAGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAG

	
	
	
	
	
	
	
	
	
	TGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGA

	
	
	
	
	
	
	
	
	
	GTGATGAAGGCCCTAGGGTTGTAAAGCTCTTTCAACGGTGAAGATAATGA

	
	
	
	
	
	
	
	
	
	CGGTAACCGTAGAAGAAGCCCCGGCTAACTTCGTGCCAGCAGCCGCGGTA

	
	
	
	
	
	
	
	
	
	ATACGAAGGGGGCTAGCGTTGTTCGGATTTACTGGGCGTAAAGCGCACGT

	
	
	
	
	
	
	
	
	
	AGGCGGACTATTAAGTCAGGGGTGAAATCCCGGGGCTCAACCCCGGAACT

	
	
	
	
	
	
	
	
	
	GCCTTTGATACTGGTAGTCTCGAGTCCGGAAGAGGTGAGTGGAATTCCGA

	
	
	
	
	
	
	
	
	
	GTGTAGAGGTGAAATTCGTATATATTCGGAGGAACACCAGTGGCGAAGGC

	
	
	
	
	
	
	
	
	
	GGCTCACTGGTCCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAA

	
	
	
	
	
	
	
	
	
	CAGGATTAGATACCCTGGTATTCCACGCCGGAAACGATGGAAGCTAGCCG

	
	
	
	
	
	
	
	
	
	ATGGCAGGTTTACCTGTCGGTGGCGCAGCTAACGCATTAAGCTTCCCGCC

	
	
	
	
	
	
	
	
	
	TGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGGCCC

	
	
	
	
	
	
	
	
	
	GCACAAGCGGTGGAGCATGTGGGTTAATTCGAAGCAACGCGCAGACCCTT

	
	
	
	
	
	
	
	
	
	ACCAGCTCTTGACATCCCGGTCGCGGTTTCCAGAGATGGATTTCTTTCAG

	
	
	
	
	
	
	
	
	
	TTCGGCTGGACCGGAGACAGGTGCTGCAT


	YC17
	Bacteria
	Actinomycetota
	
	Actinomycetes
	Micrococcales
	Micrococcaceae
	Pseudarthrobacter
	Pseudarthrobacter oxydans
	CTTTTTCTGGCTTCGCGTCTACACATGCAAGTCGAACGATGAAGGGAGCT

	
	
	
	
	
	
	
	
	
	TGCTCCTGGATTAGTGGCGAACGGGTGAGTAACACGTGAGTAACCTGCCC

	
	
	
	
	
	
	
	
	
	TTAACTCTGGGATAAGCCTGGGAAACTGGGTCTAATACCGGATATGACTC

	
	
	
	
	
	
	
	
	
	CTCATCGCATGGTGGGGGGTGGAAAGCTTTTTGTGGTTTTGGATGGACTC

	
	
	
	
	
	
	
	
	
	GCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTTACCAAGGCGACGACGG

	
	
	
	
	
	
	
	
	
	GTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCC

	
	
	
	
	
	
	
	
	
	AGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGC

	
	
	
	
	
	
	
	
	
	CTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCT

	
	
	
	
	
	
	
	
	
	CTTTCAGTAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCG

	
	
	
	
	
	
	
	
	
	GCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTATC

	
	
	
	
	
	
	
	
	
	CGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCCGT

	
	
	
	
	
	
	
	
	
	GAAAGTCCGGGGCTCAACTCCGGATCTGCGGTGGGTACGGGCAGACTAGA

	
	
	
	
	
	
	
	
	
	GTGATGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGAT

	
	
	
	
	
	
	
	
	
	ATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCATTAACTGACG

	
	
	
	
	
	
	
	
	
	CTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTC

	
	
	
	
	
	
	
	
	
	CATGCCGTAAACGTTGGGCACTAGGTGTGGGGGACATTCCACGTTTTCCG

	
	
	
	
	
	
	
	
	
	CGCCGTAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGGCCGCAAGG

	
	
	
	
	
	
	
	
	
	CTAAAACTC


	YC18
	Bacteria
	Proteobacteria
	
	 Gammaproteobacteria
	Lysobacterales
	Lysobacteraceae
	Pseudoxanthomonas
	Pseudoxanthomonas beigongshangi
	GTGCAGGGCGGTAGCTACACATGCAAGTCGAACGGCAGCACAGGAGAGCT

	
	
	
	
	
	
	
	
	
	TGCTCTCTGGGTGGCGAGTGGCGGACGGGTGAGGAATACATCGGAATCTA

	
	
	
	
	
	
	
	
	
	CCTTGTCGTGGGGGATAACGTAGGGAAACTTACGCTAATACCGCATACGA

	
	
	
	
	
	
	
	
	
	CCTTCGGGTGAAAGTGGGGGACCGCAAGGCCTCACGCGATTAGATGAGCC

	
	
	
	
	
	
	
	
	
	GATGTCGGATTAGCTAGTTGGCGGGGTAAAAGCCCACCAAGGCGACGATC

	
	
	
	
	
	
	
	
	
	CGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTC

	
	
	
	
	
	
	
	
	
	CAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAG

	
	
	
	
	
	
	
	
	
	CCTGATCCAGCCATACCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGC

	
	
	
	
	
	
	
	
	
	CCTTTTGTTGGGAAAGAAATCTTGCCGGTTAATACCTGGCGAGGATGACG

	
	
	
	
	
	
	
	
	
	GTACCCAAAGAATAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAAT

	
	
	
	
	
	
	
	
	
	ACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCGTAG

	
	
	
	
	
	
	
	
	
	GTGGTGGTTTAAGTCTGCTGTGAAAGCCCTGGGCTCAACCTGGGAATTGC

	
	
	
	
	
	
	
	
	
	AGTGGATACTGGGTCACTAGAGTGTGGTAGAGGGATGCGGAATTTCCGGT

	
	
	
	
	
	
	
	
	
	GTAGCAGTGAAATGCGTAGAGATCGGAAGGAACATCCGTGGCGAAGGCGG

	
	
	
	
	
	
	
	
	
	CATCCTGGGCCAACACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACA

	
	
	
	
	
	
	
	
	
	GGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTT

	
	
	
	
	
	
	
	
	
	GGGTGCAACTTGGCACCCAGTATCGAAGCTAACGCGTTAAGTTCGCCGCC

	
	
	
	
	
	
	
	
	
	TGGGGAGTAC


	YC19
	Bacteria
	Firmicutes
	
	Bacilli
	Bacillales
	Paenibacillaceae
	Paenibacillus
	Paenibacillus lautus
	CAGACGATGAGATGATCTGGCTCAGAGTTGATCCTGGCTCAGAGTTTGAT

	
	
	
	
	
	
	
	
	
	CCTGGCTCAAGTTTGATCCTGGGTCAGAAACACGTACGCTGCCTGCCCTC

	
	
	
	
	
	
	
	
	
	AAGACTGGGATAACTACCGGAAACGGTAGCTAATACCGGATAATTTATTT

	
	
	
	
	
	
	
	
	
	TGCAGCATTGTGAAATAATGAAAGGTGGAGCAATCTGTCACTTGAGGATG

	
	
	
	
	
	
	
	
	
	GGCCTGCGGCGCATTAGCTAGTTGGTGGGGTAACGGCCCACCAAGGCGAC

	
	
	
	
	
	
	
	
	
	GATGCGTAGCCGACCTGAGAGGGTGAACGGCCACACTGGGACTGAGACAC

	
	
	
	
	
	
	
	
	
	GGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCG

	
	
	
	
	
	
	
	
	
	AAAGCCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTCGGATCGTA

	
	
	
	
	
	
	
	
	
	AAGCTCTGTTGCCAAGGAAGAACGTCTTCTAGAGTAACTGCTAGGAGAGT

	
	
	
	
	
	
	
	
	
	GACGGTACTTGAGAAGAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGG

	
	
	
	
	
	
	
	
	
	TAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGC

	
	
	
	
	
	
	
	
	
	GCAGGCGGTTCTTTAAGACTGGTGTTTAAACCCGAGGCTCAACTTCGGGT

	
	
	
	
	
	
	
	
	
	CGCACTGGAAACTGGGGAACTTGAGTGCAGAAGAGGAGAGTGGAATTCCA

	
	
	
	
	
	
	
	
	
	CGTGTAGCGGAGAAATGCGTAGATATGTGGAGGAACACCAGTGGCGAAGG

	
	
	
	
	
	
	
	
	
	CGACTCTCTGGGCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAA

	
	
	
	
	
	
	
	
	
	ACAGGATTAGATACCCTGGTAGCCCTCGCCGAAAACGAATGAATGCTAGG

	
	
	
	
	
	
	
	
	
	AGTTAGGGGGTTTCGATACCCTTTGGCGGGCGAAGAAAACACAATAAGGC

	
	
	
	
	
	
	
	
	
	ATTCCGCCTTGGAGGAGTATGAGGCGTAAA


	YC20
	Bacteria
	Firmicutes
	
	Bacilli
	Bacillales
	Paenibacillaceae
	Paenibacillus
	Paenibacillus woosongensis
	GTGCACTACGCGTGCTATACATGCAGTCGAGCGGAGTTATTTTGGAAGCT

	
	
	
	
	
	
	
	
	
	TGCTTCCGAAATAGACTTAGCGGCGGACGGGTGAGTAATACGTAGGCAAC

	
	
	
	
	
	
	
	
	
	CTGCCTGTAAGACTGGGATAACTGCCGGAAACGGTAGCTAATACCGGATA

	
	
	
	
	
	
	
	
	
	AATCATTTCGCCGCATGGCGGGATGCTGAAAGACGGAGCAATCTGTCACT

	
	
	
	
	
	
	
	
	
	TACAGATGGGCCTACGGCGCATTAGCTAGTTGGTGGGGTAAAGGCCTACC

	
	
	
	
	
	
	
	
	
	AAGGCGACGATGCGTAGCCGGCCTGAGAGGGTGAACGGCCACACTGGGAC

	
	
	
	
	
	
	
	
	
	TGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGC

	
	
	
	
	
	
	
	
	
	AATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGTTTTC

	
	
	
	
	
	
	
	
	
	GGATCGTAAAGCTCTGTTGCCAGGGAAGAACGTCTTGGAGAGTAACTGCT

	
	
	
	
	
	
	
	
	
	CTGAGAGTGACGGTACCTGAGAAGAAAGCCCCGGCTAACTACGTGCCAGC

	
	
	
	
	
	
	
	
	
	AGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTA

	
	
	
	
	
	
	
	
	
	AAGCGCGCGCAGGCGGTCATTTAAGTCTGGTGTATAAACTCGGGGCTCAA

	
	
	
	
	
	
	
	
	
	CTCCGAGTCGCACTGGAAACTGGGTGACTTGAGTGCAGAAGAGGAGAGTG

	
	
	
	
	
	
	
	
	
	GAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGT

	
	
	
	
	
	
	
	
	
	GGCGAAGGCGACTCTCTGGGCTGTAACTGACGCTGAGGCGCGAAAGCGTG

	
	
	
	
	
	
	
	
	
	GGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAA

	
	
	
	
	
	
	
	
	
	TGCTAGGTGTTAGGGGTTTCGATACCCTTGGTGCCGAAGTTAACACATT


	YC21
	Bacteria
	Firmicutes
	
	Bacilli
	Bacillales
	 Bacillaceae
	Peribacillus
	Peribacillus 
frigoritolerans
	TGCATGGGCGTGTGCTATACATGCAAGTCGAGCGAATCGATGGGAGCTTG

	
	
	
	
	
	
	
	
	
	CTCCCTGAGATTAGCGGCGGACGGGTGAGTAACACGTGGGCAACCTGCCT

	
	
	
	
	
	
	
	
	
	ATAAGACTGGGATAACTTCGGGAAACCGGAGCTAATACCGGATACGTTCT

	
	
	
	
	
	
	
	
	
	TTTCTCGCATGAGAGAAGATGGAAAGACGGTTTACGCTGTCACTTATAGA

	
	
	
	
	
	
	
	
	
	TGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCG

	
	
	
	
	
	
	
	
	
	ACGATGCGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACTGAGAC

	
	
	
	
	
	
	
	
	
	ACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGA

	
	
	
	
	
	
	
	
	
	CGAAAGTCTGACGGAGCAACGCCGCGTGAACGAAGAAGGCCTTCGGGTCG

	
	
	
	
	
	
	
	
	
	TAAAGTTCTGTTGTTAGGGAAGAACAAGTACCAGAGTAACTGCTGGTACC

	
	
	
	
	
	
	
	
	
	TTGACGGTACCTAACCAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGC

	
	
	
	
	
	
	
	
	
	GGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGC

	
	
	
	
	
	
	
	
	
	GCGCAGGTGGTTCCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGG

	
	
	
	
	
	
	
	
	
	AGGGTCATTGGAAACTGGGGAACTTGAGTGCAGAAGAGGAAAGTGGAATT

	
	
	
	
	
	
	
	
	
	CCAAGTGTAGCGGTGAAATGCGTAGAGATTTGGAGGAACACCAGTGGCGA

	
	
	
	
	
	
	
	
	
	AGGCGACTTTCTGGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAG

	
	
	
	
	
	
	
	
	
	CAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGAGTGCTA

	
	
	
	
	
	
	
	
	
	AGTGTTAGAGGGTTTCCGCCCTTTAGTGCTGCAGCTAACGCATTAAGCAC

	
	
	
	
	
	
	
	
	
	TCCGCCTGG


	YC22
	Bacteria
	Actinomycetota
	
	Actinomycetes
	Micrococcales
	Micrococcaceae
	Agromyces
	Agromyces intestinalis
	CCGTCTGTGAGATAGATCCTGCGCTCACAGATAGATCCTGGCTCAGAGTT

	
	
	
	
	
	
	
	
	
	TGATCCTGGCTCAAGTTTGATCCTGACTCACAAGTTTAATAACCTGCCCT

	
	
	
	
	
	
	
	
	
	GGACTCTGGGATAAGCGTTGGAAACGACGTCTAATACCGGATAGGACCTT

	
	
	
	
	
	
	
	
	
	GCACCGCATGGTGTGGGGTGGAAAGTTTTTTCGGTTTGGGATGGACTCGC

	
	
	
	
	
	
	
	
	
	GGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCAAGGCGTCGACGGGT

	
	
	
	
	
	
	
	
	
	AGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAG

	
	
	
	
	
	
	
	
	
	ACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCT

	
	
	
	
	
	
	
	
	
	GATGCAGCAACGCCGCGTGCGGGATGACGGCCTTCGGGTTGTAAACCGCT

	
	
	
	
	
	
	
	
	
	TTTAGTAAGGAAGAAGGGGAGCTTGCTCCTTGACGGTACTTGCAGAAAAA

	
	
	
	
	
	
	
	
	
	GGACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCGAGC

	
	
	
	
	
	
	
	
	
	GTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGCGTC

	
	
	
	
	
	
	
	
	
	TGCTGTGAAAACTAGAGGCTCAACCTCTAGCCTGCAGTGGGTACGGGCAG

	
	
	
	
	
	
	
	
	
	ACTTGAGTGGTGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGC

	
	
	
	
	
	
	
	
	
	GCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGCACTTA

	
	
	
	
	
	
	
	
	
	CTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTG

	
	
	
	
	
	
	
	
	
	GTAGTCCACGCCGTAAACGTTGGGCGCTAGATGTGGGGGACCTTTCCACG

	
	
	
	
	
	
	
	
	
	GTTTCCGTGTCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGC

	
	
	
	
	
	
	
	
	
	CGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGA

	
	
	
	
	
	
	
	
	
	GCATGCGGATTAATTCGATGCAACGCGAAGAACCTTACCAAGGTTGACAT

	
	
	
	
	
	
	
	
	
	ATACGAGAACGCGCCAGAAATGGTGAACTCTTTGGACACTCGGATACTGG

	
	
	
	
	
	
	
	
	
	TGGTGCATGATGCCTCCG


	YC23
	Bacteria
	Firmicutes
	
	Bacilli
	Bacillales
	 Bacillaceae
	Lysinibacillus
	Lysinibacillus mangiferihumi
	ACCATCTGTCTGTTAGAGTAGATCGTGCGCTCGCAGATTGATCCTGAGCT

	
	
	
	
	
	
	
	
	
	CAGAGTTTGATCCTGTGCTCAGAGTTTGATAGGTGTGAGCAACACGTGGG

	
	
	
	
	
	
	
	
	
	CAACCTACCTTATAGTTTGGGATAACTCCGGGAAACCGGGGCTAATACCG

	
	
	
	
	
	
	
	
	
	AATAATCTATTGTTCCTCATGGGACAATACTGAAAGACGGTTTCGGCTGT

	
	
	
	
	
	
	
	
	
	CGCTATAGGATGGGCCCGCGGCGCATTAGCTAGTTGGTGAGGTAACGGCT

	
	
	
	
	
	
	
	
	
	CACCAAGGCGACGATGCGTAACCGACCTGAGAGGGTGATCGGCCACACTG

	
	
	
	
	
	
	
	
	
	GGACTGAAACACGGCCCAGACTCCTACGGGAGGCAGCAGTAGGGAATCTT

	
	
	
	
	
	
	
	
	
	CCACAATGGGCGAAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGA

	
	
	
	
	
	
	
	
	
	TTTCGGGTCGTAAAACTCTGTTGTAAGGGAAGAACAAGTACAGTAGTAAC

	
	
	
	
	
	
	
	
	
	TGGCTGTACCTTGACGGGACCTTATTAAAAAGCCACGGCTAACTACGTGC

	
	
	
	
	
	
	
	
	
	CAACAGCCGCGGTAATACCTAAGGGGCAAGCGGTGTCCGGAATTATTGGG

	
	
	
	
	
	
	
	
	
	CGGAAAGCGCGCGCAGGTGGTTTCCTAAGTCTGATGTGAAAGCCCACGGC

	
	
	
	
	
	
	
	
	
	TCAACCGTGGAGGGGCATTGGAAACTGGGAGACTTGAGTGCAGAAGAGGA

	
	
	
	
	
	
	
	
	
	TAGTGGAATTCCAAGTGTAGCGGTGAAATGCGTAGAGATTTGGAGGAACA

	
	
	
	
	
	
	
	
	
	CCAGTGGCGAAGGCGACTATCTGGTCTGTAACTGACACTGAGGCTCGAAA

	
	
	
	
	
	
	
	
	
	GCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCTCACGCCGTAAAC

	
	
	
	
	
	
	
	
	
	GATGAGTGCTAAGTGGTAGGGGTTTCCGCCCCTTAGTGCTGCAGCTAACG

	
	
	
	
	
	
	
	
	
	CATTAAGCACTCCGCCTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGA

	
	
	
	
	
	
	
	
	
	ATTGACGGGGGCCCGCACAGCGGTGAGCATGTGCTTATTTCGAAGCAACG

	
	
	
	
	
	
	
	
	
	CGAGAACCTTACCAGTCTTGACATCCGTGACACTGTAAGATATG
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