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Text S1. Effects of biochars from different feedstocks on soil phosphorus activation ratio after biochar application
	Numerous short-term studies have indicated that changes in total phosphorus (TP) and available P in soil are often closely associated with the phosphorus content of the applied biochar. Notably, the P content varies significantly among biochars derived from different feedstocks. We conducted a statistical analysis of TP and Olsen-P concentrations in crop-, manure-, and wood-derived biochars (Fig. S2). The results showed that manure-derived biochars exhibited substantially higher TP and Olsen-P levels than those derived from crop or wood sources, consistent with previous findings that manure biochars are typically rich in P (Novak et al., 2018). Considering that manure-derived biochar typically contains excessively high phosphorus levels, which may bias the model results, and that its pyrolysis requires substantial energy input, we excluded manure-derived data and retrained the Random Forest models using the remaining dataset to more accurately assess the effects of different biochar types on soil P availability. The results of the new model are presented in Figure S6, with an R2 of 0.8875 on the test set and a generally normal distribution of prediction errors, indicating strong fitting performance and predictive ability (Fig. S6a–c). Further feature importance analysis (Fig. S6d–e) showed that the key influencing factors remained largely consistent, with soil total P content, biochar application rate, and pyrolysis temperature continuing to be the dominant variables. Notably, compared to the original model, the importance of pyrolysis duration increased significantly, suggesting that after removing manure-derived biochar data, the contribution of pyrolysis time to regulating soil P availability became more pronounced. This shift implies that in scenarios involving crop- and wood-derived biochars, pyrolysis process parameters may play a more critical role in determining application outcomes and thus warrant further attention.
Text S2. Selection of machine learning models
Machine learning, as one of the most commonly used artificial intelligence methods, has been extensively employed in agriculture and environmental fields, such as for crop yield prediction (Cedric et al., 2022), crop disease detection (Aurangzeb et al., 2020), and heavy metal adsorption in water bodies (Zhu et al., 2019). RF is an ensemble machine learning algorithm that combines a series of decision trees, with each tree casting a vote for the most popular class, and then combining these results to obtain the final ranking (Liu et al., 2012). SVM is one of the emerging and most practical models in the field of machine learning algorithms (Huang et al., 2020). Its derivative, Support Vector Regression (SVR), is a supervised machine learning technique used for handling regression problems, which predicts regression by finding the maximum margin in the training data and the support vectors falling within the margin. It can be employed to analyze the relationship between dependent variables and one or more predictor variables and exhibits excellent performance in handling high-dimensional data (Zhang and O'Donnell, 2020). Contrary to traditional machine learning algorithms, Artificial Neural Network (ANN) draw inspiration from the composition and functioning of the human brain's neural system (Huang et al., 2020). Its primary structural components, referred to as neurons, are organized to perform various highly complex tasks such as prediction and recognition (Montesinos López et al., 2022).


Text S3. Hyperparameter selection for three machine learning models
In the optimization of RF models, the most critical hyperparameters are the number of trees (n_estimators) and the depth of the trees (max_depth). Based on the findings of various studies, it has been observed that increasing the number of trees generally leads to better performance and improved accuracy in variable importance. However, as more trees are added, the marginal improvement obtained through the addition of more trees tends to diminish (Probst et al., 2019). Insufficient tree quantities may result in underfitting of the model. The max_depth parameter is utilized to control the variability of features used in modeling, where higher values of max_depth lead to the generation of more complex trees. The impact of max_depth on the performance outcomes of RF models is also dependent on the dataset, with its influence being less pronounced when the dataset complexity is lower (Wibowo et al., 2020).
The most significant hyperparameters in SVM models are the kernel, the complexity constant (C), and the convergence epsilon (ε). The kernel function is utilized to measure the similarity between two data points, rendering the kernel type an essential hyperparameter that requires adjustment. The choice of kernel function determines the complexity of structural problems and the capability to model nonlinearity (Du et al., 2021). Common kernel types in SVM include linear kernel, radial basis function (RBF), and quadratic polynomial kernel, among others (Yang and Shami, 2020). C is the penalty parameter for errors in SVM, representing the trade-off between minimizing error observations and maximizing the margin. It controls the degree of penalty imposed on error samples. A larger C value leads to a stricter boundary, where more error samples are penalized, potentially resulting in overfitting. Conversely, a smaller C value results in a more relaxed boundary, where more error samples are tolerated, possibly leading to underfitting (Pannakkong et al., 2022). The parameter ε is utilized to denote the distance errors in the loss function of the SVR model. It defines a threshold, whereby discrepancies between predicted and actual values that are less than or equal to ε are deemed acceptable, and the model refrains from penalizing these errors (Arvanitidis et al., 2022; Yang and Shami, 2020). This is particularly advantageous for handling datasets containing noise or measurement errors, as it enables the model to learn and predict more robustly without being unduly influenced by minor discrepancies. 
The hyperparameters to be adjusted in the ANN model include the learning rate and the number of neurons in the hidden layers. As a global hyperparameter, the learning rate dictates the pace at which the model adjusts its weights and biases during each iteration. A smaller learning rate can decelerate training progress, which is preferable when the loss function exhibits deterioration or oscillation, yet excessively low values may lead to sluggish convergence. Conversely, a higher learning rate can expedite training, particularly advantageous when the loss consistently diminishes across successive iterations (Wu et al., 2019). Nevertheless, overly large values may hinder model convergence. The number of neurons in the hidden layers determines the representation and learning capacity of that layer and should be selected based on the specific dataset and the complexity of different models.
Text S4. The basic code for constructing an RF prediction model.
import numpy as np
import pandas as pd
from keras.losses import mean_absolute_error
from sklearn.ensemble import RandomForestRegressor, RandomForestClassifier
import matplotlib.pyplot as plt
from sklearn.preprocessing import MinMaxScaler
from sympy.physics.control.control_plots import matplotlib

df = pd.read_excel('data.xlsx')
if df.isnull().values.any():
    df = df.fillna(df.mean())
X = df.iloc[:, :-1]
y = df.iloc[:, -1]
scaler = MinMaxScaler()
X_normalized = scaler.fit_transform(X)
X_normalized_df = pd.DataFrame(X_normalized, columns=X.columns)
combined_df = pd.concat([X_normalized_df, y], axis=1)

rf = RandomForestRegressor(n_estimators=200, random_state=42, max_depth=20, max_features="auto")
rf.fit(X_normalized, y)

importances = pd.Series(rf.feature_importances_, index=X.columns)
print(importances)
importances_df = pd.DataFrame({'Feature Importance': importances})
importances_df.index.name = 'Features'
importances.to_excel('importances.xlsx')
cmap = plt.get_cmap('cool')
colors = [cmap(i) for i in np.linspace(0, 1, len(importances))]
importances.sort_values().plot(kind='barh', color=colors)
plt.title('Feature Importance')
plt.xlabel('Importance')
plt.ylabel('Features')
plt.show()

from sklearn.model_selection import train_test_split
from sklearn.metrics import r2_score, mean_squared_error
X_train, X_test, y_train, y_test = train_test_split(X_normalized_df, y, test_size=0.2, random_state=42)
y_train_pred = rf.predict(X_train)
y_test_pred = rf.predict(X_test)
train_errors = y_train - y_train_pred
test_errors = y_test - y_test_pred
train_mse = mean_squared_error(y_train, y_train_pred)
train_mae = mean_absolute_error(y_train, y_train_pred)
test_mse = mean_squared_error(y_test, y_test_pred)
test_mae = mean_absolute_error(y_test, y_test_pred)

plt.figure(figsize=(8, 6))
plt.plot(y_train.values, marker='o', linestyle='-', markersize=5, label='Observed', color='#2ca02c')
plt.plot(y_train_pred, marker='*', linestyle='--', markersize=5, label='Predicted', color='#d62728')
plt.xlabel(fontsize=12)
plt.ylabel(fontsize=12)
plt.grid(True)
plt.xticks(fontsize=10)
plt.yticks(fontsize=10)
plt.legend(fontsize=10)
plt.tight_layout()
plt.show()

plt.figure(figsize=(8, 6))
plt.plot(y_test.values, marker='o', linestyle='-', markersize=5, label='Observed', color='#2ca02c')
plt.plot(y_test_pred, marker='*', linestyle='--', markersize=5, label='Predicted', color='#d62728')
plt.xlabel(fontsize=12)
plt.ylabel(fontsize=12)
plt.grid(True)
plt.xticks(fontsize=10)
plt.yticks(fontsize=10)
plt.legend(fontsize=10)
plt.tight_layout()
plt.show()

train_r2 = r2_score(y_train, y_train_pred)
test_r2 = r2_score(y_test, y_test_pred)
def rmse(y_true, y_pred):
    return np.sqrt(mean_squared_error(y_true, y_pred))
train_rmse = rmse(y_train, y_train_pred)
test_rmse = rmse(y_test, y_test_pred)

print(f"train set R^2: {train_r2:.4f}")
print(f"train set RMSE: {train_rmse:.4f}")
print(f"test set R^2: {test_r2:.4f}")
print(f"test set RMSE: {test_rmse:.4f}")

import shap
explainer = shap.TreeExplainer(rf)
shap_values = explainer.shap_values(X_normalized)
shap.summary_plot(shap_values, X_normalized, feature_names=X.columns)


Text S5. The basic code for constructing an SVR prediction model.
import pandas as pd
import matplotlib.pyplot as plt
from sklearn.model_selection import train_test_split
from sklearn.preprocessing import MinMaxScaler
from sklearn.svm import SVR
from sklearn.metrics import mean_squared_error, r2_score, mean_absolute_error
import numpy as np

file_path = 'boston_housing_data.xlsx'
data = pd.read_excel(file_path)
X = data.iloc[:, :-1]
y = data.iloc[:, -1]
X_train, X_test, y_train, y_test = train_test_split(X, y, test_size=0.2, random_state=42)

scaler = MinMaxScaler()
X_train_normalized = scaler.fit_transform(X_train)
X_test_normalized = scaler.transform(X_test)

svr = SVR(C=100, gamma=0.2)
svr.fit(X_train_normalized, y_train)
print("SVR：", svr.get_params())

y_train_pred = svr.predict(X_train_normalized)
y_test_pred = svr.predict(X_test_normalized)
train_errors = y_train - y_train_pred
test_errors = y_test - y_test_pred
train_mse = mean_squared_error(y_train, y_train_pred)
train_mae = mean_absolute_error(y_train, y_train_pred)
test_mse = mean_squared_error(y_test, y_test_pred)
test_mae = mean_absolute_error(y_test, y_test_pred)

plt.figure(figsize=(8, 6))
plt.plot(y_train.values, marker='o', linestyle='-', markersize=5, label='Observed', color='#2ca02c')
plt.plot(y_train_pred, marker='*', linestyle='--', markersize=5, label='Predicted', color='#d62728')
plt.xlabel(fontsize=12)
plt.ylabel(fontsize=12)
plt.grid(True)
plt.xticks(fontsize=10)
plt.yticks(fontsize=10)
plt.legend(fontsize=10)
plt.tight_layout()
plt.show()

plt.figure(figsize=(8, 6))
plt.plot(y_test.values, marker='o', linestyle='-', markersize=5, label='Observed', color='#2ca02c')
plt.plot(y_test_pred, marker='*', linestyle='--', markersize=5, label='Predicted', color='#d62728')
plt.xlabel(fontsize=12)
plt.ylabel(fontsize=12)
plt.grid(True)
plt.xticks(fontsize=10)
plt.yticks(fontsize=10)
plt.legend(fontsize=10)
plt.tight_layout()
plt.show()

train_r2 = r2_score(y_train, y_train_pred)
test_r2 = r2_score(y_test, y_test_pred)
def rmse(y_true, y_pred):
    return np.sqrt(mean_squared_error(y_true, y_pred))
train_rmse = rmse(y_train, y_train_pred)
test_rmse = rmse(y_test, y_test_pred)
print(f"train set R^2: {train_r2:.4f}")
print(f"train set RMSE: {train_rmse:.4f}")
print(f"test set R^2: {test_r2:.4f}")
print(f"test set RMSE: {test_rmse:.4f}")


Text S6 The basic code for constructing an ANN prediction model.
import torch
import torch.nn as nn
import torch.optim as optim
from pandas import DataFrame
from torch.utils.data import DataLoader, TensorDataset
from sklearn.preprocessing import MinMaxScaler
import pandas as pd
import numpy as np
import matplotlib.pyplot as plt
from sklearn.model_selection import train_test_split
from sklearn.metrics import r2_score
from sklearn.metrics import mean_squared_error
from sklearn.model_selection import cross_val_score
from sympy.physics.control.control_plots import matplotlib

epoch = 300
batch_size = 128
lr = 0.001
test_size = 0.3
n = 22
datafra = pd.read_excel('C:/Users/dell/Desktop/data.xlsx')
datanum = np.array(datafra)
data_x = datanum[:, 0:-1]
data_y = datanum[:, -1].reshape(-1, 1)
x_train, x_test, y_train, y_test = train_test_split(data_x, data_y, test_size=test_size, random_state=42)
print(x_train.shape)
preprocessor = MinMaxScaler(feature_range=(0, 1))
preprocessor.fit(x_train)
train_x_mm = preprocessor.transform(x_train)
test_x_mm = preprocessor.transform(x_test)

preprocessor.fit(y_train)
train_y_mm = preprocessor.transform(y_train)
test_y_mm = preprocessor.transform(y_test)
print(train_x_mm)

class ANNModel(nn.Module):
    def __init__(self):
        super(ANNModel, self).__init__()
        self.fc1 = nn.Sequential(
            nn.Linear(n, 128),
            nn.ReLU(),
        )
        self.fc2 = nn.Sequential(
            nn.Linear(128, 1),
            nn.ReLU(),
        )
    def forward(self, x):
        x = self.fc1(x)
        x = self.fc2(x)
        return x
net = ANNModel()
train_data = TensorDataset(torch.from_numpy(train_x_mm).float(), torch.from_numpy(train_y_mm).float())
train_loader = DataLoader(train_data, batch_size=batch_size, shuffle=False)

criterion = nn.MSELoss()
optimizer = torch.optim.Adam(net.parameters(), lr=lr, weight_decay=1e-3, betas=(0.9, 0.999), eps=1e-08)

epoch_losses = []
for epoch in range(epoch):
    epoch_loss = 0
    for i, (datax, datay) in enumerate(train_loader):
        net.train()
        loss = criterion(net(datax), datay)
        optimizer.zero_grad()
        loss.backward()
        optimizer.step()
        epoch_loss += loss.detach().item()
    epoch_loss /= (i + 1)
    print('Epoch {}, loss {}'.format(epoch, epoch_loss))
    epoch_losses.append(epoch_loss)

net.eval()

train_y = preprocessor.inverse_transform(train_y_mm)
predict_train = net(torch.from_numpy(train_x_mm).float()).detach().numpy()
predict_train = preprocessor.inverse_transform(predict_train)

plt.figure()
plt.title("Train", fontsize=15, loc='center', color='black')
plt.plot(train_y,  label='real')
plt.plot(predict_train, label='predict')
plt.legend()
plt.show()

predict = net(torch.from_numpy(test_x_mm).float()).detach().numpy()
predict_y = preprocessor.inverse_transform(predict)

plt.figure()
plt.title("Test", fontsize=15, loc='center', color='black')
plt.plot(y_test,  label='real')
plt.plot(predict_y, label='predict')
plt.legend()
plt.show()

train_rmse = mean_squared_error(y_train, predict_train, squared=False)
print('train set RMSE:', train_rmse)
test_rmse = mean_squared_error(y_test, predict_y, squared=False)
print('test set RMSE:', test_rmse)

train_r2 = r2_score(y_train, predict_train)
print('train set R2:', train_r2)
test_r2 = r2_score(y_test, predict_y)
print('test set R2:', test_r2)
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Figure S1. Random Forest, support vector machine, and artificial neural network model diagram.
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Figure S2. Boxplots of total phosphorus and Olsen-P contents in biochars derived from different feedstocks.
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Figure S3. Predictive performance of three models (a, d, g) RF, (b, e, h) SVR, (c, f, i) ANN on the training dataset.
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Figure S4. Predictive performance of three models (a) RF, (b) SVR, (c) ANN on the test dataset.
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Figure S5. The loss function plot of the ANN model.
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Figure S6. Machine learning model performance (a–c) and feature importance analysis (d–e) for the effects of crop- and wood-derived biochar on soil P availability.
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Figure S8. GUI developed based on the RF model from this study.
[bookmark: _Hlk172127407]Table S1. The properties of the biochar used in the actual prediction.
	ID
	Raw materials
	Incubation time (d)
	T (℃)
	Time (h)
	Add (%)
	pHBC
	Ash (%)
	CBC (%)
	CEC (cmol/kg)
	NBC (%)
	PBC (%)
	OPBC (mg/kg)
	SSA (m2/g)
	Reference

	1
	wood residue
	90
	450
	2
	2
	9.8
	
	
	36.19
	
	0.339
	199.97
	
	[1]

	2
	crop residue
	90
	450
	2
	2
	10.1
	
	
	29.13
	
	0.152
	211.91
	
	[1]

	3
	crop residue
	90
	450
	2
	2
	10.5
	
	
	46.38
	
	0.441
	345.91
	
	[1]

	4
	crop residue
	90
	450
	2
	2
	8.6
	
	
	40.72
	
	0.586
	641.7
	
	[1]

	5
	crop residue
	90
	450
	2
	2
	10.2
	
	
	63.69
	
	1.881
	1448.8
	
	[1]

	6
	wood residue
	90
	450
	2
	2
	9.8
	
	
	36.19
	
	0.339
	199.97
	
	[1]

	7
	crop residue
	90
	450
	2
	2
	10.1
	
	
	29.13
	
	0.152
	211.91
	
	[1]

	8
	crop residue
	90
	450
	2
	2
	10.5
	
	
	46.38
	
	0.441
	345.91
	
	[1]

	9
	crop residue
	90
	450
	2
	2
	8.6
	
	
	40.72
	
	0.586
	641.7
	
	[1]

	10
	crop residue
	90
	450
	2
	2
	10.2
	
	
	63.69
	
	1.881
	1448.8
	
	[1]

	11
	wood residue
	90
	450
	2
	1
	9.8
	
	
	36.19
	
	0.339
	199.97
	
	[1]

	12
	crop residue
	90
	450
	2
	1
	10.1
	
	
	29.13
	
	0.152
	211.91
	
	[1]

	13
	crop residue
	90
	450
	2
	1
	10.5
	
	
	46.38
	
	0.441
	345.91
	
	[1]

	14
	crop residue
	90
	450
	2
	1
	8.6
	
	
	40.72
	
	0.586
	641.7
	
	[1]

	15
	crop residue
	90
	450
	2
	1
	10.2
	
	
	63.69
	
	1.881
	1448.8
	
	[1]

	16
	wood residue
	90
	450
	2
	1
	9.8
	
	
	36.19
	
	0.339
	199.97
	
	[1]

	17
	crop residue
	90
	450
	2
	1
	10.1
	
	
	29.13
	
	0.152
	211.91
	
	[1]

	18
	crop residue
	90
	450
	2
	1
	10.5
	
	
	46.38
	
	0.441
	345.91
	
	[1]

	19
	crop residue
	90
	450
	2
	1
	8.6
	
	
	40.72
	
	0.586
	641.7
	
	[1]

	20
	crop residue
	90
	450
	2
	1
	10.2
	
	
	63.69
	
	1.881
	1448.8
	
	[1]

	21
	crop residue
	120
	
	3
	1.33
	8.79
	
	63.27
	108.75
	0.67
	0.067
	28.6
	
	[2]

	22
	crop residue
	120
	
	3
	1.33
	8.79
	
	63.27
	108.75
	0.67
	0.067
	28.6
	
	[2]

	23
	crop residue
	120
	
	3
	0.66
	8.79
	
	63.27
	108.75
	0.67
	0.067
	28.6
	
	[2]

	24
	crop residue
	120
	
	3
	0.66
	8.79
	
	63.27
	108.75
	0.67
	0.067
	28.6
	
	[2]

	25
	crop residue
	120
	
	3
	0.66
	8.79
	
	63.27
	108.75
	0.67
	0.067
	28.6
	
	[2]

	26
	crop residue
	120
	
	3
	1.33
	8.79
	
	63.27
	108.75
	0.67
	0.067
	28.6
	
	[2]

	27
	crop residue
	60
	
	3
	1.33
	8.79
	
	63.27
	108.75
	0.67
	0.067
	28.6
	
	[2]

	28
	crop residue
	60
	
	3
	1.33
	8.79
	
	63.27
	108.75
	0.67
	0.067
	28.6
	
	[2]

	29
	crop residue
	60
	
	3
	1.33
	8.79
	
	63.27
	108.75
	0.67
	0.067
	28.6
	
	[2]

	30
	crop residue
	60
	
	3
	0.66
	8.79
	
	63.27
	108.75
	0.67
	0.067
	28.6
	
	[2]

	31
	crop residue
	60
	
	3
	0.66
	8.79
	
	63.27
	108.75
	0.67
	0.067
	28.6
	
	[2]

	32
	crop residue
	60
	
	3
	0.66
	8.79
	
	63.27
	108.75
	0.67
	0.067
	28.6
	
	[2]

	33
	crop residue
	14
	
	3
	1.33
	8.79
	
	63.27
	108.75
	0.67
	0.067
	28.6
	
	[2]

	34
	crop residue
	14
	
	3
	1.33
	8.79
	
	63.27
	108.75
	0.67
	0.067
	28.6
	
	[2]

	35
	crop residue
	14
	
	3
	1.33
	8.79
	
	63.27
	108.75
	0.67
	0.067
	28.6
	
	[2]

	36
	crop residue
	14
	
	3
	0.66
	8.79
	
	63.27
	108.75
	0.67
	0.067
	28.6
	
	[2]

	37
	crop residue
	14
	
	3
	0.66
	8.79
	
	63.27
	108.75
	0.67
	0.067
	28.6
	
	[2]

	38
	crop residue
	14
	
	3
	0.66
	8.79
	
	63.27
	108.75
	0.67
	0.067
	28.6
	
	[2]

	39
	wood residue
	70
	500
	
	2
	9.7
	
	31.4
	20
	0.108
	0.0569
	297
	
	[3]

	40
	wood residue
	70
	500
	
	2
	9.7
	
	31.4
	20
	0.108
	0.0569
	297
	
	[3]

	41
	wood residue
	70
	500
	
	2
	9.7
	
	31.4
	20
	0.108
	0.0569
	297
	
	[3]

	42
	wood residue
	70
	500
	
	2
	9.7
	
	31.4
	20
	0.108
	0.0569
	297
	
	[3]

	43
	wood residue
	70
	500
	
	1
	9.7
	
	31.4
	20
	0.108
	0.0569
	297
	
	[3]

	44
	wood residue
	70
	500
	
	1
	9.7
	
	31.4
	20
	0.108
	0.0569
	297
	
	[3]

	45
	wood residue
	70
	500
	
	1
	9.7
	
	31.4
	20
	0.108
	0.0569
	297
	
	[3]

	46
	wood residue
	70
	500
	
	1
	9.7
	
	31.4
	20
	0.108
	0.0569
	297
	
	[3]

	47
	wood residue
	56
	500
	
	2
	9.7
	
	31.4
	20
	0.108
	0.0569
	297
	
	[3]

	48
	wood residue
	56
	500
	
	2
	9.7
	
	31.4
	20
	0.108
	0.0569
	297
	
	[3]

	49
	wood residue
	56
	500
	
	2
	9.7
	
	31.4
	20
	0.108
	0.0569
	297
	
	[3]

	50
	wood residue
	56
	500
	
	2
	9.7
	
	31.4
	20
	0.108
	0.0569
	297
	
	[3]

	51
	wood residue
	56
	500
	
	1
	9.7
	
	31.4
	20
	0.108
	0.0569
	297
	
	[3]

	52
	wood residue
	56
	500
	
	1
	9.7
	
	31.4
	20
	0.108
	0.0569
	297
	
	[3]

	53
	wood residue
	56
	500
	
	1
	9.7
	
	31.4
	20
	0.108
	0.0569
	297
	
	[3]

	54
	wood residue
	56
	500
	
	1
	9.7
	
	31.4
	20
	0.108
	0.0569
	297
	
	[3]

	55
	wood residue
	42
	500
	
	2
	9.7
	
	31.4
	20
	0.108
	0.0569
	297
	
	[3]

	56
	wood residue
	42
	500
	
	2
	9.7
	
	31.4
	20
	0.108
	0.0569
	297
	
	[3]

	57
	wood residue
	42
	500
	
	2
	9.7
	
	31.4
	20
	0.108
	0.0569
	297
	
	[3]

	58
	wood residue
	42
	500
	
	2
	9.7
	
	31.4
	20
	0.108
	0.0569
	297
	
	[3]

	59
	wood residue
	42
	500
	
	1
	9.7
	
	31.4
	20
	0.108
	0.0569
	297
	
	[3]

	60
	wood residue
	42
	500
	
	1
	9.7
	
	31.4
	20
	0.108
	0.0569
	297
	
	[3]

	61
	wood residue
	42
	500
	
	1
	9.7
	
	31.4
	20
	0.108
	0.0569
	297
	
	[3]

	62
	wood residue
	42
	500
	
	1
	9.7
	
	31.4
	20
	0.108
	0.0569
	297
	
	[3]

	63
	wood residue
	28
	500
	
	2
	9.7
	
	31.4
	20
	0.108
	0.0569
	297
	
	[3]

	64
	wood residue
	28
	500
	
	2
	9.7
	
	31.4
	20
	0.108
	0.0569
	297
	
	[3]

	65
	wood residue
	28
	500
	
	2
	9.7
	
	31.4
	20
	0.108
	0.0569
	297
	
	[3]

	66
	wood residue
	28
	500
	
	2
	9.7
	
	31.4
	20
	0.108
	0.0569
	297
	
	[3]

	67
	wood residue
	28
	500
	
	1
	9.7
	
	31.4
	20
	0.108
	0.0569
	297
	
	[3]

	68
	wood residue
	28
	500
	
	1
	9.7
	
	31.4
	20
	0.108
	0.0569
	297
	
	[3]

	69
	wood residue
	28
	500
	
	1
	9.7
	
	31.4
	20
	0.108
	0.0569
	297
	
	[3]

	70
	wood residue
	28
	500
	
	1
	9.7
	
	31.4
	20
	0.108
	0.0569
	297
	
	[3]

	71
	wood residue
	14
	500
	
	2
	9.7
	
	31.4
	20
	0.108
	0.0569
	297
	
	[3]

	72
	wood residue
	14
	500
	
	2
	9.7
	
	31.4
	20
	0.108
	0.0569
	297
	
	[3]

	73
	wood residue
	14
	500
	
	1
	9.7
	
	31.4
	20
	0.108
	0.0569
	297
	
	[3]

	74
	wood residue
	14
	500
	
	1
	9.7
	
	31.4
	20
	0.108
	0.0569
	297
	
	[3]

	75
	wood residue
	14
	500
	
	1
	9.7
	
	31.4
	20
	0.108
	0.0569
	297
	
	[3]

	76
	wood residue
	14
	500
	
	2
	9.7
	
	31.4
	20
	0.108
	0.0569
	297
	
	[3]

	77
	wood residue
	14
	500
	
	2
	9.7
	
	31.4
	20
	0.108
	0.0569
	297
	
	[3]

	78
	wood residue
	14
	500
	
	1
	9.7
	
	31.4
	20
	0.108
	0.0569
	297
	
	[3]

	79
	wood residue
	80
	300
	4
	3
	7.33
	9.9
	56.3
	
	1.57
	0.082
	2570
	
	[4]

	80
	wood residue
	80
	600
	4
	3
	10.4
	22.2
	59.2
	
	1.28
	0.151
	360
	
	[4]

	81
	wood residue
	80
	600
	4
	3
	7.96
	2.7
	67.7
	
	0.35
	0.014
	620
	
	[4]

	82
	wood residue
	80
	600
	4
	1
	10.4
	22.2
	59.2
	
	1.28
	0.151
	360
	
	[4]

	83
	wood residue
	80
	300
	4
	1
	4.05
	1
	59.2
	
	0.39
	0.012
	230
	
	[4]

	84
	wood residue
	80
	600
	4
	1
	7.96
	2.7
	67.7
	
	0.35
	0.014
	620
	
	[4]

	85
	wood residue
	40
	300
	4
	3
	7.33
	9.9
	56.3
	
	1.57
	0.082
	2570
	
	[4]

	86
	wood residue
	40
	600
	4
	3
	10.4
	22.2
	59.2
	
	1.28
	0.151
	360
	
	[4]

	87
	wood residue
	40
	300
	4
	3
	4.05
	1
	59.2
	
	0.39
	0.012
	230
	
	[4]

	88
	wood residue
	40
	600
	4
	3
	7.96
	2.7
	67.7
	
	0.35
	0.014
	620
	
	[4]

	89
	wood residue
	40
	300
	4
	1
	7.33
	9.9
	56.3
	
	1.57
	0.082
	2570
	
	[4]

	90
	wood residue
	40
	600
	4
	1
	10.4
	22.2
	59.2
	
	1.28
	0.151
	360
	
	[4]

	91
	wood residue
	40
	300
	4
	1
	4.05
	1
	59.2
	
	0.39
	0.012
	230
	
	[4]

	92
	wood residue
	40
	600
	4
	1
	7.96
	2.7
	67.7
	
	0.35
	0.014
	620
	
	[4]

	93
	wood residue
	7
	300
	4
	3
	7.33
	9.9
	56.3
	
	1.57
	0.082
	2570
	
	[4]

	94
	wood residue
	7
	600
	4
	3
	10.4
	22.2
	59.2
	
	1.28
	0.151
	360
	
	[4]

	95
	wood residue
	7
	300
	4
	3
	4.05
	1
	59.2
	
	0.39
	0.012
	230
	
	[4]

	96
	wood residue
	7
	600
	4
	3
	7.96
	2.7
	67.7
	
	0.35
	0.014
	620
	
	[4]

	97
	wood residue
	7
	300
	4
	1
	7.33
	9.9
	56.3
	
	1.57
	0.082
	2570
	
	[4]

	98
	wood residue
	7
	600
	4
	1
	10.4
	22.2
	59.2
	
	1.28
	0.151
	360
	
	[4]

	99
	wood residue
	7
	300
	4
	1
	4.05
	1
	59.2
	
	0.39
	0.012
	230
	
	[4]

	100
	wood residue
	7
	600
	4
	1
	7.96
	2.7
	67.7
	
	0.35
	0.014
	620
	
	[4]

	101
	crop residue
	345
	500
	2
	0.45
	8.09
	
	
	30.31
	1.4
	0.92
	
	
	[5]

	102
	crop residue
	345
	500
	2
	0.45
	8.09
	
	
	30.31
	1.4
	0.92
	
	
	[5]

	103
	crop residue
	345
	500
	2
	0.45
	8.09
	
	
	30.31
	1.4
	0.92
	
	
	[5]

	104
	crop residue
	345
	500
	2
	0.45
	8.09
	
	
	30.31
	1.4
	0.92
	
	
	[5]

	105
	crop residue
	120
	400
	2
	1
	8.8
	
	
	40.2
	0.46
	0.0689
	26.8
	
	[6]

	106
	crop residue
	120
	400
	2
	1
	8.8
	
	
	40.2
	0.46
	0.0689
	26.8
	
	[6]

	107
	crop residue
	7
	400
	2
	1
	8.8
	
	
	40.2
	0.46
	0.0689
	26.8
	
	[6]

	108
	crop residue
	7
	400
	2
	1
	8.8
	
	
	40.2
	0.46
	0.0689
	26.8
	
	[6]

	109
	crop residue
	0
	400
	2
	1
	8.8
	
	
	40.2
	0.46
	0.0689
	26.8
	
	[6]

	110
	crop residue
	0
	400
	2
	1
	8.8
	
	
	40.2
	0.46
	0.0689
	26.8
	
	[6]

	111
	crop residue
	85
	
	
	
	8.5
	
	63.7
	
	2.8
	2.6
	
	
	[7]

	112
	crop residue
	75
	
	
	
	8.5
	
	63.7
	
	2.8
	2.6
	
	
	[7]

	113
	manure residue
	90
	300
	1
	6
	6.6
	22.6
	47.73
	128.7
	0.68
	0.11
	400
	18.72
	[8]

	114
	manure residue
	90
	600
	1
	6
	9.7
	35.6
	53.62
	75
	0.67
	0.21
	700
	98.72
	[8]

	115
	manure residue
	90
	300
	1
	6
	6.6
	22.6
	47.73
	128.7
	0.68
	0.11
	400
	18.72
	[8]

	116
	manure residue
	90
	600
	1
	6
	9.7
	35.6
	53.62
	75
	0.67
	0.21
	700
	98.72
	[8]

	117
	manure residue
	90
	300
	1
	6
	6.6
	22.6
	47.73
	128.7
	0.68
	0.11
	400
	18.72
	[8]

	118
	manure residue
	90
	600
	1
	6
	9.7
	35.6
	53.62
	75
	0.67
	0.21
	700
	98.72
	[8]

	119
	manure residue
	90
	300
	1
	6
	6.6
	22.6
	47.73
	128.7
	0.68
	0.11
	400
	18.72
	[8]

	120
	manure residue
	90
	600
	1
	6
	9.7
	35.6
	53.62
	75
	0.67
	0.21
	700
	98.72
	[8]

	121
	manure residue
	90
	300
	1
	3
	6.6
	22.6
	47.73
	128.7
	0.68
	0.11
	400
	18.72
	[8]

	122
	manure residue
	90
	600
	1
	3
	9.7
	35.6
	53.62
	75
	0.67
	0.21
	700
	98.72
	[8]

	123
	manure residue
	90
	300
	1
	3
	6.6
	22.6
	47.73
	128.7
	0.68
	0.11
	400
	18.72
	[8]

	124
	manure residue
	90
	600
	1
	3
	9.7
	35.6
	53.62
	75
	0.67
	0.21
	700
	98.72
	[8]

	125
	manure residue
	90
	300
	1
	3
	6.6
	22.6
	47.73
	128.7
	0.68
	0.11
	400
	18.72
	[8]

	126
	manure residue
	90
	600
	1
	3
	9.7
	35.6
	53.62
	75
	0.67
	0.21
	700
	98.72
	[8]

	127
	manure residue
	90
	300
	1
	3
	6.6
	22.6
	47.73
	128.7
	0.68
	0.11
	400
	18.72
	[8]

	128
	manure residue
	90
	600
	1
	3
	9.7
	35.6
	53.62
	75
	0.67
	0.21
	700
	98.72
	[8]

	129
	manure residue
	60
	
	4
	1.5
	9.89
	
	
	
	2.38
	
	
	
	[9]

	130
	manure residue
	60
	
	4
	1
	9.89
	
	
	
	2.38
	
	
	
	[9]

	131
	manure residue
	60
	
	4
	0.5
	9.89
	
	
	
	2.38
	
	
	
	[9]

	132
	manure residue
	180
	500
	6
	0.45
	9.12
	38.2
	31
	
	0.67
	0.21
	
	
	[10]

	133
	manure residue
	180
	300
	6
	0.45
	10.46
	58.8
	27.57
	
	0.62
	0.31
	
	
	[10]

	134
	crop residue
	180
	500
	6
	0.45
	8.34
	26.3
	38.1
	
	0.153
	0.36
	
	
	[10]

	135
	crop residue
	180
	300
	6
	0.45
	8.93
	62.5
	25.2
	
	0.12
	0.37
	
	
	[10]

	136
	manure residue
	180
	500
	3
	0.45
	8.77
	34
	36.2
	
	0.68
	0.19
	
	
	[10]

	137
	manure residue
	180
	300
	3
	0.45
	9.97
	42.6
	30.6
	
	0.66
	0.26
	
	
	[10]

	138
	crop residue
	180
	500
	3
	0.45
	7.58
	20.6
	43.4
	
	0.183
	0.34
	
	
	[10]

	139
	crop residue
	180
	300
	3
	0.45
	8.82
	48.4
	30.4
	
	0.15
	0.37
	
	
	[10]

	140
	manure residue
	180
	500
	1
	0.45
	8.59
	33.1
	41
	
	0.71
	0.19
	
	
	[10]

	141
	manure residue
	180
	300
	1
	0.45
	9.11
	31.2
	36.9
	
	0.72
	0.21
	
	
	[10]

	142
	crop residue
	180
	500
	1
	0.45
	7.15
	17.5
	52.1
	
	0.2
	0.27
	
	
	[10]

	143
	crop residue
	180
	300
	1
	0.45
	7.64
	33.2
	36.3
	
	0.183
	0.33
	
	
	[10]

	144
	manure residue
	120
	500
	6
	0.45
	9.12
	38.2
	31
	
	0.67
	0.21
	
	
	[10]

	145
	manure residue
	120
	300
	6
	0.45
	10.46
	58.8
	27.57
	
	0.62
	0.31
	
	
	[10]

	146
	crop residue
	120
	500
	6
	0.45
	8.34
	26.3
	38.1
	
	0.153
	0.36
	
	
	[10]

	147
	crop residue
	120
	300
	6
	0.45
	8.93
	62.5
	25.2
	
	0.12
	0.37
	
	
	[10]

	148
	manure residue
	120
	500
	3
	0.45
	8.77
	34
	36.2
	
	0.68
	0.19
	
	
	[10]

	149
	manure residue
	120
	300
	3
	0.45
	9.97
	42.6
	30.6
	
	0.66
	0.26
	
	
	[10]

	150
	crop residue
	120
	500
	3
	0.45
	7.58
	20.6
	43.4
	
	0.183
	0.34
	
	
	[10]

	151
	crop residue
	120
	300
	3
	0.45
	8.82
	48.4
	30.4
	
	0.15
	0.37
	
	
	[10]

	152
	manure residue
	120
	500
	1
	0.45
	8.59
	33.1
	41
	
	0.71
	0.19
	
	
	[10]

	153
	manure residue
	120
	300
	1
	0.45
	9.11
	31.2
	36.9
	
	0.72
	0.21
	
	
	[10]

	154
	crop residue
	120
	500
	1
	0.45
	7.15
	17.5
	52.1
	
	0.2
	0.27
	
	
	[10]

	155
	crop residue
	120
	300
	1
	0.45
	7.64
	33.2
	36.3
	
	0.183
	0.33
	
	
	[10]

	156
	manure residue
	60
	500
	6
	0.45
	9.12
	38.2
	31
	
	0.67
	0.21
	
	
	[10]

	157
	manure residue
	60
	300
	6
	0.45
	10.46
	58.8
	27.57
	
	0.62
	0.31
	
	
	[10]

	158
	crop residue
	60
	500
	6
	0.45
	8.34
	26.3
	38.1
	
	0.153
	0.36
	
	
	[10]

	159
	crop residue
	60
	300
	6
	0.45
	8.93
	62.5
	25.2
	
	0.12
	0.37
	
	
	[10]

	160
	manure residue
	60
	500
	3
	0.45
	8.77
	34
	36.2
	
	0.68
	0.19
	
	
	[10]

	161
	manure residue
	60
	300
	3
	0.45
	9.97
	42.6
	30.6
	
	0.66
	0.26
	
	
	[10]

	162
	crop residue
	60
	500
	3
	0.45
	7.58
	20.6
	43.4
	
	0.183
	0.34
	
	
	[10]

	163
	crop residue
	60
	300
	3
	0.45
	8.82
	48.4
	30.4
	
	0.15
	0.37
	
	
	[10]

	164
	manure residue
	60
	500
	1
	0.45
	8.59
	33.1
	41
	
	0.71
	0.19
	
	
	[10]

	165
	manure residue
	60
	300
	1
	0.45
	9.11
	31.2
	36.9
	
	0.72
	0.21
	
	
	[10]

	166
	crop residue
	60
	500
	1
	0.45
	7.15
	17.5
	52.1
	
	0.2
	0.27
	
	
	[10]

	167
	crop residue
	60
	300
	1
	0.45
	7.64
	33.2
	36.3
	
	0.183
	0.33
	
	
	[10]

	168
	wood residue
	345
	
	
	
	7.35
	
	
	
	0.952
	1.089
	
	
	[11]

	169
	wood residue
	345
	
	
	
	7.35
	
	
	
	0.952
	1.089
	
	
	[11]

	170
	wood residue
	345
	
	
	
	7.35
	
	
	
	0.952
	1.089
	
	
	[11]

	171
	wood residue
	345
	
	
	
	7.35
	
	
	
	0.952
	1.089
	
	
	[11]

	172
	crop residue
	60
	400
	
	5
	9.2
	33
	46
	41
	0.11
	0.7
	
	13.8
	[12]

	173
	crop residue
	60
	400
	
	5
	9.2
	33
	46
	41
	0.11
	0.7
	
	13.8
	[12]

	174
	crop residue
	60
	400
	
	5
	9.2
	33
	46
	41
	0.11
	0.7
	
	13.8
	[12]

	175
	crop residue
	60
	400
	
	2.5
	9.2
	33
	46
	41
	0.11
	0.7
	
	13.8
	[12]

	176
	crop residue
	60
	400
	
	2.5
	9.2
	33
	46
	41
	0.11
	0.7
	
	13.8
	[12]

	177
	crop residue
	60
	400
	
	2.5
	9.2
	33
	46
	41
	0.11
	0.7
	
	13.8
	[12]

	178
	crop residue
	90
	400
	
	4
	9.2
	33
	46
	41
	0.11
	0.7
	
	13.8
	[13]

	179
	crop residue
	90
	400
	
	4
	9.2
	33
	46
	41
	0.11
	0.7
	
	13.8
	[13]

	180
	crop residue
	90
	400
	
	4
	9.2
	33
	46
	41
	0.11
	0.7
	
	13.8
	[13]

	181
	crop residue
	90
	400
	
	2
	9.2
	33
	46
	41
	0.11
	0.7
	
	13.8
	[13]

	182
	crop residue
	90
	400
	
	2
	9.2
	33
	46
	41
	0.11
	0.7
	
	13.8
	[13]

	183
	crop residue
	90
	400
	
	2
	9.2
	33
	46
	41
	0.11
	0.7
	
	13.8
	[13]

	184
	crop residue
	90
	400
	
	2
	9.2
	33
	46
	41
	0.11
	0.7
	
	13.8
	[13]

	185
	crop residue
	90
	400
	
	2
	9.2
	33
	46
	41
	0.11
	0.7
	
	13.8
	[13]

	186
	crop residue
	90
	400
	
	2
	9.2
	33
	46
	41
	0.11
	0.7
	
	13.8
	[13]

	187
	crop residue
	90
	400
	
	1
	9.2
	33
	46
	41
	0.11
	0.7
	
	13.8
	[13]

	188
	crop residue
	90
	400
	
	1
	9.2
	33
	46
	41
	0.11
	0.7
	
	13.8
	[13]

	189
	crop residue
	90
	400
	
	1
	9.2
	33
	46
	41
	0.11
	0.7
	
	13.8
	[13]

	190
	crop residue
	90
	400
	
	1
	9.2
	33
	46
	41
	0.11
	0.7
	
	13.8
	[13]

	191
	crop residue
	90
	400
	
	1
	9.2
	33
	46
	41
	0.11
	0.7
	
	13.8
	[13]

	192
	crop residue
	90
	400
	
	1
	9.2
	33
	46
	41
	0.11
	0.7
	
	13.8
	[13]

	193
	crop residue
	370
	450
	5
	3
	9.88
	
	57.7
	45.8
	
	0.3014
	195
	
	[14]

	194
	crop residue
	370
	450
	5
	3
	9.88
	
	57.7
	45.8
	
	0.3014
	195
	
	[14]

	195
	crop residue
	70
	500
	2
	1
	10.2
	
	
	15.2
	
	0.1164
	714
	
	[15]

	196
	crop residue
	70
	500
	2
	1
	10.2
	
	
	15.2
	
	0.1164
	714
	
	[15]

	197
	crop residue
	56
	
	
	8
	10.31
	
	53.71
	
	
	0.68
	
	49.48
	[16]

	198
	crop residue
	56
	
	
	5
	10.31
	
	53.71
	
	
	0.68
	
	49.48
	[16]

	199
	crop residue
	56
	
	
	3
	10.31
	
	53.71
	
	
	0.68
	
	49.48
	[16]

	200
	crop residue
	56
	
	
	1
	10.31
	
	53.71
	
	
	0.68
	
	49.48
	[16]

	201
	crop residue
	28
	
	
	8
	10.31
	
	53.71
	
	
	0.68
	
	49.48
	[16]

	202
	crop residue
	28
	
	
	5
	10.31
	
	53.71
	
	
	0.68
	
	49.48
	[16]

	203
	crop residue
	28
	
	
	3
	10.31
	
	53.71
	
	
	0.68
	
	49.48
	[16]

	204
	crop residue
	28
	
	
	1
	10.31
	
	53.71
	
	
	0.68
	
	49.48
	[16]

	205
	crop residue
	14
	
	
	8
	10.31
	
	53.71
	
	
	0.68
	
	49.48
	[16]

	206
	crop residue
	14
	
	
	5
	10.31
	
	53.71
	
	
	0.68
	
	49.48
	[16]

	207
	crop residue
	14
	
	
	3
	10.31
	
	53.71
	
	
	0.68
	
	49.48
	[16]

	208
	crop residue
	14
	
	
	1
	10.31
	
	53.71
	
	
	0.68
	
	49.48
	[16]

	209
	crop residue
	7
	
	
	8
	10.31
	
	53.71
	
	
	0.68
	
	49.48
	[16]

	210
	crop residue
	7
	
	
	5
	10.31
	
	53.71
	
	
	0.68
	
	49.48
	[16]

	211
	crop residue
	7
	
	
	3
	10.31
	
	53.71
	
	
	0.68
	
	49.48
	[16]

	212
	crop residue
	7
	
	
	1
	10.31
	
	53.71
	
	
	0.68
	
	49.48
	[16]

	213
	crop residue
	42
	400
	1.5
	8
	10.7
	
	
	
	
	0.331
	
	
	[17]

	214
	crop residue
	42
	400
	1.5
	8
	10.7
	
	
	
	
	0.331
	
	
	[17]

	215
	crop residue
	42
	400
	1.5
	4
	10.7
	
	
	
	
	0.331
	
	
	[17]

	216
	crop residue
	42
	400
	1.5
	4
	10.7
	
	
	
	
	0.331
	
	
	[17]

	217
	crop residue
	42
	400
	1.5
	4
	10.7
	
	
	
	
	0.331
	
	
	[17]

	218
	crop residue
	42
	400
	1.5
	2
	10.7
	
	
	
	
	0.331
	
	
	[17]

	219
	crop residue
	42
	400
	1.5
	2
	10.7
	
	
	
	
	0.331
	
	
	[17]

	220
	crop residue
	42
	400
	1.5
	2
	10.7
	
	
	
	
	0.331
	
	
	[17]

	221
	crop residue
	28
	400
	1.5
	8
	10.7
	
	
	
	
	0.331
	
	
	[17]

	222
	crop residue
	28
	400
	1.5
	4
	10.7
	
	
	
	
	0.331
	
	
	[17]

	223
	crop residue
	28
	400
	1.5
	4
	10.7
	
	
	
	
	0.331
	
	
	[17]

	224
	crop residue
	28
	400
	1.5
	2
	10.7
	
	
	
	
	0.331
	
	
	[17]

	225
	crop residue
	28
	400
	1.5
	2
	10.7
	
	
	
	
	0.331
	
	
	[17]

	226
	crop residue
	28
	400
	1.5
	2
	10.7
	
	
	
	
	0.331
	
	
	[17]

	227
	crop residue
	21
	400
	1.5
	8
	10.7
	
	
	
	
	0.331
	
	
	[17]

	228
	crop residue
	21
	400
	1.5
	4
	10.7
	
	
	
	
	0.331
	
	
	[17]

	229
	crop residue
	21
	400
	1.5
	4
	10.7
	
	
	
	
	0.331
	
	
	[17]

	230
	crop residue
	21
	400
	1.5
	2
	10.7
	
	
	
	
	0.331
	
	
	[17]

	231
	crop residue
	21
	400
	1.5
	2
	10.7
	
	
	
	
	0.331
	
	
	[17]

	232
	crop residue
	21
	400
	1.5
	2
	10.7
	
	
	
	
	0.331
	
	
	[17]

	233
	crop residue
	21
	400
	1.5
	2
	10.7
	
	
	
	
	0.331
	
	
	[17]

	234
	crop residue
	14
	400
	1.5
	8
	10.7
	
	
	
	
	0.331
	
	
	[17]

	235
	crop residue
	14
	400
	1.5
	4
	10.7
	
	
	
	
	0.331
	
	
	[17]

	236
	crop residue
	14
	400
	1.5
	4
	10.7
	
	
	
	
	0.331
	
	
	[17]

	237
	crop residue
	14
	400
	1.5
	4
	10.7
	
	
	
	
	0.331
	
	
	[17]

	238
	crop residue
	14
	400
	1.5
	4
	10.7
	
	
	
	
	0.331
	
	
	[17]

	239
	crop residue
	14
	400
	1.5
	2
	10.7
	
	
	
	
	0.331
	
	
	[17]

	240
	crop residue
	14
	400
	1.5
	2
	10.7
	
	
	
	
	0.331
	
	
	[17]

	241
	crop residue
	14
	400
	1.5
	2
	10.7
	
	
	
	
	0.331
	
	
	[17]

	242
	crop residue
	14
	400
	1.5
	2
	10.7
	
	
	
	
	0.331
	
	
	[17]

	243
	crop residue
	7
	400
	1.5
	8
	10.7
	
	
	
	
	0.331
	
	
	[17]

	244
	crop residue
	7
	400
	1.5
	8
	10.7
	
	
	
	
	0.331
	
	
	[17]

	245
	crop residue
	7
	400
	1.5
	4
	10.7
	
	
	
	
	0.331
	
	
	[17]

	246
	crop residue
	7
	400
	1.5
	4
	10.7
	
	
	
	
	0.331
	
	
	[17]

	247
	crop residue
	7
	400
	1.5
	4
	10.7
	
	
	
	
	0.331
	
	
	[17]

	248
	crop residue
	7
	400
	1.5
	2
	10.7
	
	
	
	
	0.331
	
	
	[17]

	249
	crop residue
	7
	400
	1.5
	2
	10.7
	
	
	
	
	0.331
	
	
	[17]

	250
	crop residue
	7
	400
	1.5
	2
	10.7
	
	
	
	
	0.331
	
	
	[17]

	251
	crop residue
	7
	400
	1.5
	2
	10.7
	
	
	
	
	0.331
	
	
	[17]

	252
	crop residue
	390
	500
	0.5
	15
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[18]

	253
	crop residue
	390
	500
	0.5
	15
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[18]

	254
	crop residue
	390
	500
	0.5
	15
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[18]

	255
	crop residue
	240
	500
	0.5
	15
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[18]

	256
	crop residue
	240
	500
	0.5
	15
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[18]

	257
	crop residue
	240
	500
	0.5
	15
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[18]

	258
	crop residue
	150
	500
	0.5
	15
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[18]

	259
	crop residue
	150
	500
	0.5
	15
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[18]

	260
	crop residue
	60
	500
	0.5
	15
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[18]

	261
	crop residue
	60
	500
	0.5
	15
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[18]

	262
	crop residue
	150
	500
	0.5
	15
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[18]

	263
	crop residue
	90
	500
	0.5
	15
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[18]

	264
	crop residue
	30
	500
	0.5
	15
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[18]

	265
	crop residue
	30
	500
	0.5
	15
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[18]

	266
	crop residue
	90
	500
	0.5
	15
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[18]

	267
	crop residue
	90
	500
	0.5
	15
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[18]

	268
	crop residue
	60
	500
	0.5
	15
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[18]

	269
	crop residue
	30
	500
	0.5
	15
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[18]

	270
	wood residue
	45
	450
	4
	1.5
	9
	
	
	
	
	0.127
	104
	267
	[19]

	271
	crop residue
	45
	600
	4
	1.5
	10.3
	
	
	
	
	0.484
	1418
	91
	[19]

	272
	crop residue
	45
	450
	4
	1.5
	10.1
	
	
	
	
	0.463
	1442
	22
	[19]

	273
	crop residue
	45
	300
	4
	1.5
	9.7
	
	
	
	
	0.456
	1463
	3
	[19]

	274
	crop residue
	30
	600
	4
	1.5
	10.3
	
	
	
	
	0.484
	1418
	91
	[19]

	275
	crop residue
	30
	450
	4
	1.5
	10.1
	
	
	
	
	0.463
	1442
	22
	[19]

	276
	crop residue
	30
	300
	4
	1.5
	9.7
	
	
	
	
	0.456
	1463
	3
	[19]

	277
	wood residue
	20
	450
	4
	1.5
	9
	
	
	
	
	0.127
	104
	267
	[19]

	278
	crop residue
	20
	600
	4
	1.5
	10.3
	
	
	
	
	0.484
	1418
	91
	[19]

	279
	crop residue
	20
	450
	4
	1.5
	10.1
	
	
	
	
	0.463
	1442
	22
	[19]

	280
	crop residue
	20
	300
	4
	1.5
	9.7
	
	
	
	
	0.456
	1463
	3
	[19]

	281
	crop residue
	15
	600
	4
	1.5
	10.3
	
	
	
	
	0.484
	1418
	91
	[19]

	282
	crop residue
	15
	450
	4
	1.5
	10.1
	
	
	
	
	0.463
	1442
	22
	[19]

	283
	crop residue
	15
	300
	4
	1.5
	9.7
	
	
	
	
	0.456
	1463
	3
	[19]

	284
	wood residue
	15
	450
	4
	1.5
	9
	
	
	
	
	0.127
	104
	267
	[19]

	285
	wood residue
	10
	450
	4
	1.5
	9
	
	
	
	
	0.127
	104
	267
	[19]

	286
	wood residue
	6
	450
	4
	1.5
	9
	
	
	
	
	0.127
	104
	267
	[19]

	287
	crop residue
	10
	600
	4
	1.5
	10.3
	
	
	
	
	0.484
	1418
	91
	[19]

	288
	crop residue
	10
	450
	4
	1.5
	10.1
	
	
	
	
	0.463
	1442
	22
	[19]

	289
	crop residue
	10
	300
	4
	1.5
	9.7
	
	
	
	
	0.456
	1463
	3
	[19]

	290
	crop residue
	6
	600
	4
	1.5
	10.3
	
	
	
	
	0.484
	1418
	91
	[19]

	291
	crop residue
	6
	450
	4
	1.5
	10.1
	
	
	
	
	0.463
	1442
	22
	[19]

	292
	crop residue
	6
	300
	4
	1.5
	9.7
	
	
	
	
	0.456
	1463
	3
	[19]

	293
	crop residue
	3
	600
	4
	1.5
	10.3
	
	
	
	
	0.484
	1418
	91
	[19]

	294
	crop residue
	3
	450
	4
	1.5
	10.1
	
	
	
	
	0.463
	1442
	22
	[19]

	295
	crop residue
	3
	300
	4
	1.5
	9.7
	
	
	
	
	0.456
	1463
	3
	[19]

	296
	wood residue
	1
	450
	4
	1.5
	9
	
	
	
	
	0.127
	104
	267
	[19]

	297
	wood residue
	3
	450
	4
	1.5
	9
	
	
	
	
	0.127
	104
	267
	[19]

	298
	wood residue
	30
	450
	4
	1.5
	9
	
	
	
	
	0.127
	104
	267
	[19]

	299
	crop residue
	1
	600
	4
	1.5
	10.3
	
	
	
	
	0.484
	1418
	91
	[19]

	300
	crop residue
	1
	450
	4
	1.5
	10.1
	
	
	
	
	0.463
	1442
	22
	[19]

	301
	crop residue
	1
	300
	4
	1.5
	9.7
	
	
	
	
	0.456
	1463
	3
	[19]

	302
	manure residue
	30
	400
	2
	2
	9.56
	38
	45.77
	
	3.26
	0.424
	
	
	[20]

	303
	manure residue
	30
	400
	2
	2
	11.56
	17.61
	55.45
	
	3.55
	1.687
	
	
	[20]

	304
	manure residue
	30
	400
	2
	2
	11.56
	17.61
	55.45
	
	3.55
	1.687
	
	
	[20]

	305
	manure residue
	30
	400
	2
	2
	9.56
	38
	45.77
	
	3.26
	0.424
	
	
	[20]

	306
	manure residue
	30
	400
	2
	2
	11.56
	17.61
	55.45
	
	3.55
	1.687
	
	
	[20]

	307
	manure residue
	30
	400
	2
	1
	10.24
	45.1
	36.7
	
	3.22
	2.524
	
	
	[20]

	308
	manure residue
	30
	400
	2
	1
	9.56
	38
	45.77
	
	3.26
	0.424
	
	
	[20]

	309
	manure residue
	30
	400
	2
	1
	11.56
	17.61
	55.45
	
	3.55
	1.687
	
	
	[20]

	310
	manure residue
	30
	400
	2
	1
	10.24
	45.1
	36.7
	
	3.22
	2.524
	
	
	[20]

	311
	manure residue
	30
	400
	2
	1
	9.56
	38
	45.77
	
	3.26
	0.424
	
	
	[20]

	312
	manure residue
	30
	400
	2
	2
	9.56
	38
	45.77
	
	3.26
	0.424
	
	
	[20]

	313
	manure residue
	30
	400
	2
	1
	11.56
	17.61
	55.45
	
	3.55
	1.687
	
	
	[20]

	314
	manure residue
	30
	400
	2
	1
	10.24
	45.1
	36.7
	
	3.22
	2.524
	
	
	[20]

	315
	manure residue
	30
	400
	2
	1
	9.56
	38
	45.77
	
	3.26
	0.424
	
	
	[20]

	316
	manure residue
	30
	400
	2
	1
	11.56
	17.61
	55.45
	
	3.55
	1.687
	
	
	[20]

	317
	manure residue
	15
	400
	2
	2
	9.56
	38
	45.77
	
	3.26
	0.424
	
	
	[20]

	318
	manure residue
	15
	400
	2
	2
	11.56
	17.61
	55.45
	
	3.55
	1.687
	
	
	[20]

	319
	manure residue
	15
	400
	2
	2
	9.56
	38
	45.77
	
	3.26
	0.424
	
	
	[20]

	320
	manure residue
	15
	400
	2
	2
	11.56
	17.61
	55.45
	
	3.55
	1.687
	
	
	[20]

	321
	manure residue
	15
	400
	2
	2
	9.56
	38
	45.77
	
	3.26
	0.424
	
	
	[20]

	322
	manure residue
	15
	400
	2
	2
	11.56
	17.61
	55.45
	
	3.55
	1.687
	
	
	[20]

	323
	manure residue
	15
	400
	2
	1
	10.24
	45.1
	36.7
	
	3.22
	2.524
	
	
	[20]

	324
	manure residue
	15
	400
	2
	1
	9.56
	38
	45.77
	
	3.26
	0.424
	
	
	[20]

	325
	manure residue
	15
	400
	2
	1
	11.56
	17.61
	55.45
	
	3.55
	1.687
	
	
	[20]

	326
	manure residue
	15
	400
	2
	2
	9.56
	38
	45.77
	
	3.26
	0.424
	
	
	[20]

	327
	manure residue
	15
	400
	2
	1
	10.24
	45.1
	36.7
	
	3.22
	2.524
	
	
	[20]

	328
	manure residue
	15
	400
	2
	1
	9.56
	38
	45.77
	
	3.26
	0.424
	
	
	[20]

	329
	manure residue
	15
	400
	2
	1
	11.56
	17.61
	55.45
	
	3.55
	1.687
	
	
	[20]

	330
	manure residue
	15
	400
	2
	1
	10.24
	45.1
	36.7
	
	3.22
	2.524
	
	
	[20]

	331
	manure residue
	15
	400
	2
	1
	9.56
	38
	45.77
	
	3.26
	0.424
	
	
	[20]

	332
	manure residue
	15
	400
	2
	1
	11.56
	17.61
	55.45
	
	3.55
	1.687
	
	
	[20]

	333
	manure residue
	7
	400
	2
	2
	10.24
	45.1
	36.7
	
	3.22
	2.524
	
	
	[20]

	334
	manure residue
	7
	400
	2
	2
	9.56
	38
	45.77
	
	3.26
	0.424
	
	
	[20]

	335
	manure residue
	7
	400
	2
	2
	11.56
	17.61
	55.45
	
	3.55
	1.687
	
	
	[20]

	336
	manure residue
	7
	400
	2
	2
	10.24
	45.1
	36.7
	
	3.22
	2.524
	
	
	[20]

	337
	manure residue
	7
	400
	2
	2
	9.56
	38
	45.77
	
	3.26
	0.424
	
	
	[20]

	338
	manure residue
	7
	400
	2
	1
	11.56
	17.61
	55.45
	
	3.55
	1.687
	
	
	[20]

	339
	manure residue
	7
	400
	2
	2
	11.56
	17.61
	55.45
	
	3.55
	1.687
	
	
	[20]

	340
	manure residue
	7
	400
	2
	2
	10.24
	45.1
	36.7
	
	3.22
	2.524
	
	
	[20]

	341
	manure residue
	7
	400
	2
	2
	9.56
	38
	45.77
	
	3.26
	0.424
	
	
	[20]

	342
	manure residue
	7
	400
	2
	2
	11.56
	17.61
	55.45
	
	3.55
	1.687
	
	
	[20]

	343
	manure residue
	7
	400
	2
	1
	10.24
	45.1
	36.7
	
	3.22
	2.524
	
	
	[20]

	344
	manure residue
	7
	400
	2
	1
	9.56
	38
	45.77
	
	3.26
	0.424
	
	
	[20]

	345
	manure residue
	7
	400
	2
	1
	10.24
	45.1
	36.7
	
	3.22
	2.524
	
	
	[20]

	346
	manure residue
	7
	400
	2
	1
	9.56
	38
	45.77
	
	3.26
	0.424
	
	
	[20]

	347
	manure residue
	7
	400
	2
	1
	11.56
	17.61
	55.45
	
	3.55
	1.687
	
	
	[20]

	348
	manure residue
	7
	400
	2
	1
	10.24
	45.1
	36.7
	
	3.22
	2.524
	
	
	[20]

	349
	manure residue
	7
	400
	2
	1
	9.56
	38
	45.77
	
	3.26
	0.424
	
	
	[20]

	350
	manure residue
	7
	400
	2
	1
	11.56
	17.61
	55.45
	
	3.55
	1.687
	
	
	[20]

	351
	manure residue
	3
	400
	2
	2
	10.24
	45.1
	36.7
	
	3.22
	2.524
	
	
	[20]

	352
	manure residue
	3
	400
	2
	2
	9.56
	38
	45.77
	
	3.26
	0.424
	
	
	[20]

	353
	manure residue
	3
	400
	2
	2
	11.56
	17.61
	55.45
	
	3.55
	1.687
	
	
	[20]

	354
	manure residue
	3
	400
	2
	2
	11.56
	17.61
	55.45
	
	3.55
	1.687
	
	
	[20]

	355
	manure residue
	3
	400
	2
	2
	10.24
	45.1
	36.7
	
	3.22
	2.524
	
	
	[20]

	356
	manure residue
	3
	400
	2
	2
	9.56
	38
	45.77
	
	3.26
	0.424
	
	
	[20]

	357
	manure residue
	3
	400
	2
	2
	11.56
	17.61
	55.45
	
	3.55
	1.687
	
	
	[20]

	358
	manure residue
	3
	400
	2
	1
	10.24
	45.1
	36.7
	
	3.22
	2.524
	
	
	[20]

	359
	manure residue
	3
	400
	2
	1
	9.56
	38
	45.77
	
	3.26
	0.424
	
	
	[20]

	360
	manure residue
	3
	400
	2
	1
	11.56
	17.61
	55.45
	
	3.55
	1.687
	
	
	[20]

	361
	manure residue
	3
	400
	2
	1
	10.24
	45.1
	36.7
	
	3.22
	2.524
	
	
	[20]

	362
	manure residue
	3
	400
	2
	2
	10.24
	45.1
	36.7
	
	3.22
	2.524
	
	
	[20]

	363
	manure residue
	3
	400
	2
	2
	9.56
	38
	45.77
	
	3.26
	0.424
	
	
	[20]

	364
	manure residue
	3
	400
	2
	1
	9.56
	38
	45.77
	
	3.26
	0.424
	
	
	[20]

	365
	manure residue
	3
	400
	2
	1
	11.56
	17.61
	55.45
	
	3.55
	1.687
	
	
	[20]

	366
	manure residue
	3
	400
	2
	1
	10.24
	45.1
	36.7
	
	3.22
	2.524
	
	
	[20]

	367
	manure residue
	3
	400
	2
	1
	9.56
	38
	45.77
	
	3.26
	0.424
	
	
	[20]

	368
	manure residue
	3
	400
	2
	1
	11.56
	17.61
	55.45
	
	3.55
	1.687
	
	
	[20]

	369
	manure residue
	1
	400
	2
	2
	10.24
	45.1
	36.7
	
	3.22
	2.524
	
	
	[20]

	370
	manure residue
	1
	400
	2
	2
	9.56
	38
	45.77
	
	3.26
	0.424
	
	
	[20]

	371
	manure residue
	1
	400
	2
	2
	11.56
	17.61
	55.45
	
	3.55
	1.687
	
	
	[20]

	372
	manure residue
	1
	400
	2
	2
	11.56
	17.61
	55.45
	
	3.55
	1.687
	
	
	[20]

	373
	manure residue
	1
	400
	2
	2
	10.24
	45.1
	36.7
	
	3.22
	2.524
	
	
	[20]

	374
	manure residue
	1
	400
	2
	2
	9.56
	38
	45.77
	
	3.26
	0.424
	
	
	[20]

	375
	manure residue
	1
	400
	2
	2
	11.56
	17.61
	55.45
	
	3.55
	1.687
	
	
	[20]

	376
	manure residue
	1
	400
	2
	1
	10.24
	45.1
	36.7
	
	3.22
	2.524
	
	
	[20]

	377
	manure residue
	1
	400
	2
	1
	10.24
	45.1
	36.7
	
	3.22
	2.524
	
	
	[20]

	378
	manure residue
	1
	400
	2
	1
	11.56
	17.61
	55.45
	
	3.55
	1.687
	
	
	[20]

	379
	manure residue
	1
	400
	2
	1
	10.24
	45.1
	36.7
	
	3.22
	2.524
	
	
	[20]

	380
	manure residue
	1
	400
	2
	1
	9.56
	38
	45.77
	
	3.26
	0.424
	
	
	[20]

	381
	manure residue
	1
	400
	2
	1
	11.56
	17.61
	55.45
	
	3.55
	1.687
	
	
	[20]

	382
	manure residue
	1
	400
	2
	1
	9.56
	38
	45.77
	
	3.26
	0.424
	
	
	[20]

	383
	manure residue
	1
	400
	2
	2
	10.24
	45.1
	36.7
	
	3.22
	2.524
	
	
	[20]

	384
	manure residue
	1
	400
	2
	2
	9.56
	38
	45.77
	
	3.26
	0.424
	
	
	[20]

	385
	manure residue
	1
	400
	2
	1
	11.56
	17.61
	55.45
	
	3.55
	1.687
	
	
	[20]

	386
	crop residue
	70
	
	
	8
	10.08
	37.3
	51.8
	
	1.11
	
	
	282
	[21]

	387
	crop residue
	70
	
	
	6
	10.08
	37.3
	51.8
	
	1.11
	
	
	282
	[21]

	388
	crop residue
	70
	
	
	4
	10.08
	37.3
	51.8
	
	1.11
	
	
	282
	[21]

	389
	crop residue
	70
	
	
	2
	10.08
	37.3
	51.8
	
	1.11
	
	
	282
	[21]

	390
	crop residue
	70
	
	
	0.5
	10.08
	37.3
	51.8
	
	1.11
	
	
	282
	[21]

	391
	crop residue
	60
	700
	2
	4
	7.4717
	
	
	
	
	0.152
	44.95
	
	[22]

	392
	crop residue
	60
	600
	2
	4
	7.3594
	
	
	
	
	0.142
	47.45
	
	[22]

	393
	crop residue
	60
	500
	2
	4
	7.3494
	
	
	
	
	0.137
	56.8
	
	[22]

	394
	crop residue
	60
	700
	2
	4
	8.8858
	
	
	
	
	0.166
	64.56
	
	[22]

	395
	crop residue
	60
	400
	2
	4
	7.2053
	
	
	
	
	0.119
	70.07
	
	[22]

	396
	crop residue
	60
	700
	2
	4
	8.4331
	
	
	
	
	0.188
	74.03
	
	[22]

	397
	crop residue
	60
	300
	2
	4
	7.0098
	
	
	
	
	0.108
	77.13
	
	[22]

	398
	crop residue
	60
	500
	2
	4
	8.4436
	
	
	
	
	0.147
	78.96
	
	[22]

	399
	crop residue
	60
	600
	2
	4
	8.0398
	
	
	
	
	0.18
	82.28
	
	[22]

	400
	crop residue
	60
	600
	2
	4
	8.5707
	
	
	
	
	0.172
	82.75
	
	[22]

	401
	crop residue
	60
	400
	2
	4
	8.2701
	
	
	
	
	0.134
	83.59
	
	[22]

	402
	crop residue
	60
	300
	2
	4
	8.0965
	
	
	
	
	0.12
	89
	
	[22]

	403
	crop residue
	60
	500
	2
	4
	7.8712
	
	
	
	
	0.173
	91.1
	
	[22]

	404
	crop residue
	60
	400
	2
	4
	7.8538
	
	
	
	
	0.146
	100.76
	
	[22]

	405
	crop residue
	60
	200
	2
	4
	7.3799
	
	
	
	
	0.122
	117.05
	
	[22]

	406
	crop residue
	60
	300
	2
	4
	7.5169
	
	
	
	
	0.134
	123.25
	
	[22]

	407
	crop residue
	60
	200
	2
	4
	6.8754
	
	
	
	
	0.105
	81.02
	
	[22]

	408
	crop residue
	60
	200
	2
	4
	7.4884
	
	
	
	
	0.111
	95.9
	
	[22]

	409
	crop residue
	160
	400
	2
	4
	9.88
	43
	60.2
	43
	
	1.88
	1448
	
	[23]

	410
	crop residue
	160
	400
	2
	4
	9.88
	43
	60.2
	43
	
	1.88
	1448
	
	[23]

	411
	crop residue
	90
	400
	2
	4
	9.88
	43
	60.2
	43
	
	1.88
	1448
	
	[23]

	412
	crop residue
	90
	400
	2
	4
	9.88
	43
	60.2
	43
	
	1.88
	1448
	
	[23]

	413
	crop residue
	90
	400
	2
	2
	9.58
	42
	62.7
	36.2
	
	0.34
	199
	
	[23]

	414
	crop residue
	90
	400
	2
	2
	8.75
	40.8
	51.2
	30.3
	
	0.15
	211
	
	[23]

	415
	crop residue
	90
	400
	2
	2
	10.44
	26.2
	73.6
	26.3
	
	0.441
	345
	
	[23]

	416
	crop residue
	90
	400
	2
	2
	10.14
	24
	73.5
	24.3
	
	0.586
	641
	
	[23]

	417
	crop residue
	90
	400
	2
	2
	8.75
	40.8
	51.2
	30.3
	
	0.15
	211
	
	[23]

	418
	crop residue
	90
	400
	2
	2
	9.58
	42
	62.7
	36.2
	
	0.34
	199
	
	[23]

	419
	crop residue
	90
	400
	2
	2
	10.44
	26.2
	73.6
	26.3
	
	0.441
	345
	
	[23]

	420
	crop residue
	90
	400
	2
	2
	10.14
	24
	73.5
	24.3
	
	0.586
	641
	
	[23]

	421
	crop residue
	90
	400
	2
	2
	9.88
	43
	60.2
	43
	
	1.88
	1448
	
	[23]

	422
	crop residue
	90
	400
	2
	1
	9.58
	42
	62.7
	36.2
	
	0.34
	199
	
	[23]

	423
	crop residue
	90
	400
	2
	1
	8.75
	40.8
	51.2
	30.3
	
	0.15
	211
	
	[23]

	424
	crop residue
	90
	400
	2
	1
	10.44
	26.2
	73.6
	26.3
	
	0.441
	345
	
	[23]

	425
	crop residue
	90
	400
	2
	1
	10.14
	24
	73.5
	24.3
	
	0.586
	641
	
	[23]

	426
	crop residue
	90
	400
	2
	1
	9.88
	43
	60.2
	43
	
	1.88
	1448
	
	[23]

	427
	crop residue
	90
	400
	2
	1
	9.58
	42
	62.7
	36.2
	
	0.34
	199
	
	[23]

	428
	crop residue
	90
	400
	2
	1
	10.44
	26.2
	73.6
	26.3
	
	0.441
	345
	
	[23]

	429
	crop residue
	90
	400
	2
	1
	10.14
	24
	73.5
	24.3
	
	0.586
	641
	
	[23]

	430
	crop residue
	90
	400
	2
	1
	9.88
	43
	60.2
	43
	
	1.88
	1448
	
	[23]

	431
	crop residue
	90
	400
	2
	0.1
	9.88
	43
	60.2
	43
	
	1.88
	1448
	
	[23]

	432
	crop residue
	90
	400
	2
	0.1
	8.75
	40.8
	51.2
	30.3
	
	0.15
	211
	
	[23]

	433
	crop residue
	60
	400
	2
	4
	9.88
	43
	60.2
	43
	
	1.88
	1448
	
	[23]

	434
	crop residue
	60
	400
	2
	4
	9.88
	43
	60.2
	43
	
	1.88
	1448
	
	[23]

	435
	crop residue
	345
	450
	4
	0.2
	
	
	
	
	0.685
	0.08
	
	
	[24]

	436
	crop residue
	345
	450
	4
	0.2
	
	
	
	
	0.685
	0.08
	
	
	[24]

	437
	crop residue
	345
	450
	4
	0.2
	
	
	
	
	0.559
	0.26
	
	
	[24]

	438
	crop residue
	345
	450
	4
	0.2
	
	
	
	
	0.559
	0.26
	
	
	[24]

	439
	manure residue
	345
	450
	4
	0.2
	
	
	
	
	1.68
	0.43
	
	
	[24]

	440
	manure residue
	345
	450
	4
	0.2
	
	
	
	
	1.68
	0.43
	
	
	[24]

	441
	crop residue
	130
	
	
	
	
	
	45.8
	
	0.54
	0.059
	
	
	[25]

	442
	crop residue
	130
	
	
	
	
	
	45.8
	
	0.54
	0.059
	
	
	[25]

	443
	crop residue
	63
	500
	0.5
	1.7778
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[26]

	444
	crop residue
	63
	500
	0.5
	1.7778
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[26]

	445
	crop residue
	63
	500
	0.5
	1.7778
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[26]

	446
	crop residue
	63
	500
	0.5
	0.8889
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[26]

	447
	crop residue
	63
	500
	0.5
	0.8889
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[26]

	448
	crop residue
	63
	500
	0.5
	0.8889
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[26]

	449
	crop residue
	63
	500
	0.5
	0.4444
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[26]

	450
	crop residue
	63
	500
	0.5
	0.4444
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[26]

	451
	crop residue
	63
	500
	0.5
	0.4444
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[26]

	452
	crop residue
	49
	500
	0.5
	1.7778
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[26]

	453
	crop residue
	49
	500
	0.5
	1.7778
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[26]

	454
	crop residue
	49
	500
	0.5
	1.7778
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[26]

	455
	crop residue
	49
	500
	0.5
	0.8889
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[26]

	456
	crop residue
	49
	500
	0.5
	0.8889
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[26]

	457
	crop residue
	49
	500
	0.5
	0.8889
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[26]

	458
	crop residue
	49
	500
	0.5
	0.4444
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[26]

	459
	crop residue
	49
	500
	0.5
	0.4444
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[26]

	460
	crop residue
	49
	500
	0.5
	0.4444
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[26]

	461
	crop residue
	35
	500
	0.5
	1.7778
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[26]

	462
	crop residue
	35
	500
	0.5
	1.7778
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[26]

	463
	crop residue
	35
	500
	0.5
	1.7778
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[26]

	464
	crop residue
	35
	500
	0.5
	0.8889
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[26]

	465
	crop residue
	35
	500
	0.5
	0.8889
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[26]

	466
	crop residue
	35
	500
	0.5
	0.8889
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[26]

	467
	crop residue
	35
	500
	0.5
	0.4444
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[26]

	468
	crop residue
	35
	500
	0.5
	0.4444
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[26]

	469
	crop residue
	35
	500
	0.5
	0.4444
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[26]

	470
	crop residue
	21
	500
	0.5
	1.7778
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[26]

	471
	crop residue
	21
	500
	0.5
	1.7778
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[26]

	472
	crop residue
	21
	500
	0.5
	1.7778
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[26]

	473
	crop residue
	21
	500
	0.5
	0.8889
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[26]

	474
	crop residue
	21
	500
	0.5
	0.8889
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[26]

	475
	crop residue
	21
	500
	0.5
	0.8889
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[26]

	476
	crop residue
	21
	500
	0.5
	0.4444
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[26]

	477
	crop residue
	21
	500
	0.5
	0.4444
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[26]

	478
	crop residue
	21
	500
	0.5
	0.4444
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[26]

	479
	crop residue
	14
	500
	0.5
	1.7778
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[26]

	480
	crop residue
	14
	500
	0.5
	1.7778
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[26]

	481
	crop residue
	14
	500
	0.5
	1.7778
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[26]

	482
	crop residue
	14
	500
	0.5
	0.8889
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[26]

	483
	crop residue
	14
	500
	0.5
	0.8889
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[26]

	484
	crop residue
	14
	500
	0.5
	0.8889
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[26]

	485
	crop residue
	14
	500
	0.5
	0.4444
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[26]

	486
	crop residue
	14
	500
	0.5
	0.4444
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[26]

	487
	crop residue
	14
	500
	0.5
	0.4444
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[26]

	488
	crop residue
	7
	500
	0.5
	1.7778
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[26]

	489
	crop residue
	7
	500
	0.5
	1.7778
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[26]

	490
	crop residue
	7
	500
	0.5
	1.7778
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[26]

	491
	crop residue
	7
	500
	0.5
	0.8889
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[26]

	492
	crop residue
	7
	500
	0.5
	0.8889
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[26]

	493
	crop residue
	7
	500
	0.5
	0.8889
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[26]

	494
	crop residue
	7
	500
	0.5
	0.4444
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[26]

	495
	crop residue
	7
	500
	0.5
	0.4444
	7.86
	
	
	
	0.49
	0.038
	287.12
	
	[26]

	496
	crop residue
	95
	
	
	1
	
	
	33.2
	
	0.26
	0.58
	
	
	[27]

	497
	crop residue
	95
	
	
	0.6
	
	
	33.2
	
	0.26
	0.58
	
	
	[27]

	498
	crop residue
	95
	
	
	0.2
	
	
	33.2
	
	0.26
	0.58
	
	
	[27]

	499
	crop residue
	45
	
	
	1
	
	
	33.2
	
	0.26
	0.58
	
	
	[27]

	500
	crop residue
	45
	
	
	0.2
	
	
	33.2
	
	0.26
	0.58
	
	
	[27]

	501
	crop residue
	30
	
	
	1
	
	
	33.2
	
	0.26
	0.58
	
	
	[27]

	502
	crop residue
	30
	
	
	0.2
	
	
	33.2
	
	0.26
	0.58
	
	
	[27]

	503
	crop residue
	45
	
	
	0.6
	
	
	33.2
	
	0.26
	0.58
	
	
	[27]

	504
	crop residue
	30
	
	
	0.6
	
	
	33.2
	
	0.26
	0.58
	
	
	[27]

	505
	crop residue
	80
	700
	
	6
	10.22
	
	
	59.42
	0.656
	0.6119
	690
	
	[28]

	506
	crop residue
	80
	700
	
	3
	10.22
	
	
	59.42
	0.656
	0.6119
	690
	
	[28]

	507
	crop residue
	80
	700
	
	1
	10.22
	
	
	59.42
	0.656
	0.6119
	690
	
	[28]

	508
	crop residue
	80
	700
	
	0.5
	10.22
	
	
	59.42
	0.656
	0.6119
	690
	
	[28]

	509
	crop residue
	5
	700
	
	6
	10.22
	
	
	59.42
	0.656
	0.6119
	690
	
	[28]

	510
	crop residue
	5
	700
	
	3
	10.22
	
	
	59.42
	0.656
	0.6119
	690
	
	[28]

	511
	crop residue
	5
	700
	
	3
	10.22
	
	
	59.42
	0.656
	0.6119
	690
	
	[28]

	512
	crop residue
	5
	700
	
	1
	10.22
	
	
	59.42
	0.656
	0.6119
	690
	
	[28]

	513
	crop residue
	5
	700
	
	1
	10.22
	
	
	59.42
	0.656
	0.6119
	690
	
	[28]

	514
	crop residue
	5
	700
	
	0.5
	10.22
	
	
	59.42
	0.656
	0.6119
	690
	
	[28]

	515
	crop residue
	5
	700
	
	0.5
	10.22
	
	
	59.42
	0.656
	0.6119
	690
	
	[28]

	516
	crop residue
	5
	700
	
	6
	10.22
	
	
	59.42
	0.656
	0.6119
	690
	
	[28]

	517
	crop residue
	120
	
	
	0.333
	
	
	
	
	0.26
	0.58
	
	
	[29]

	518
	crop residue
	120
	
	
	0.333
	
	
	
	
	0.26
	0.58
	
	
	[29]

	519
	crop residue
	120
	
	
	0.333
	
	
	
	
	0.26
	0.58
	
	
	[29]

	520
	crop residue
	168
	600
	
	12
	10.35
	6.36
	49.9
	
	0.532
	
	
	
	[30]

	521
	crop residue
	168
	600
	
	8
	10.35
	6.36
	49.9
	
	0.532
	
	
	
	[30]

	522
	crop residue
	168
	600
	
	4
	10.35
	6.36
	49.9
	
	0.532
	
	
	
	[30]

	523
	crop residue
	168
	600
	
	1
	10.35
	6.36
	49.9
	
	0.532
	
	
	
	[30]

	524
	crop residue
	120
	600
	1
	4
	
	
	
	27.25
	0.0386
	0.0581
	
	71.22
	[31]

	525
	crop residue
	120
	600
	1
	4
	
	
	
	27.25
	0.0386
	0.0581
	
	71.22
	[31]

	526
	crop residue
	120
	600
	1
	4
	
	
	
	29.12
	0.0297
	0.0622
	
	70.4
	[31]

	527
	crop residue
	120
	600
	1
	4
	
	
	
	29.12
	0.0297
	0.0622
	
	70.4
	[31]

	528
	crop residue
	120
	600
	1
	4
	
	
	
	28.25
	0.0266
	0.0781
	
	65.22
	[31]

	529
	crop residue
	120
	600
	1
	4
	
	
	
	28.25
	0.0266
	0.0781
	
	65.22
	[31]

	530
	crop residue
	120
	600
	1
	4
	
	
	
	30.5
	0.036
	0.0875
	
	78.35
	[31]

	531
	crop residue
	120
	600
	1
	4
	
	
	
	30.5
	0.036
	0.0875
	
	78.35
	[31]

	532
	crop residue
	150
	500
	6
	4
	10.4
	
	
	
	
	1.06
	
	
	[32]

	533
	crop residue
	150
	500
	6
	2
	10.4
	
	
	
	
	1.06
	
	
	[32]

	534
	crop residue
	150
	500
	6
	0.8
	10.4
	
	
	
	
	1.06
	
	
	[32]



Table S2. The properties of the soils and experimental conditions used in the actual prediction, and the P growth rate.
	id
	Experimental methods
	pHsoil
	TP (g/kg)
	OPsoil (mg/kg)
	AN (mg/kg)
	TC (%)
	OC (g/kg)
	Fertilizer type
	Soil texture
	ECsoil (µS/cm)
	P growth rate
	Reference

	1
	incubation
	5.4
	0.31
	8.68
	
	
	8.92
	NO
	medium
	
	0.007427393
	[1]

	2
	incubation
	5.4
	0.31
	8.68
	
	
	8.92
	NO
	medium
	
	0.000838632
	[1]

	3
	incubation
	5.4
	0.31
	8.68
	
	
	8.92
	NO
	medium
	
	-0.214064272
	[1]

	4
	incubation
	5.4
	0.31
	8.68
	
	
	8.92
	NO
	medium
	
	0.215344561
	[1]

	5
	incubation
	5.4
	0.31
	8.68
	
	
	8.92
	NO
	medium
	
	0.483423269
	[1]

	6
	incubation
	6.2
	0.36
	5.09
	
	
	6.52
	NO
	medium
	
	0.008668444
	[1]

	7
	incubation
	6.2
	0.36
	5.09
	
	
	6.52
	NO
	medium
	
	0.004333617
	[1]

	8
	incubation
	6.2
	0.36
	5.09
	
	
	6.52
	NO
	medium
	
	-0.043343429
	[1]

	9
	incubation
	6.2
	0.36
	5.09
	
	
	6.52
	NO
	medium
	
	0.0824
	[1]

	10
	incubation
	6.2
	0.36
	5.09
	
	
	6.52
	NO
	medium
	
	0.394425684
	[1]

	11
	incubation
	5.4
	0.31
	8.68
	
	
	8.92
	NO
	medium
	
	0.007185083
	[1]

	12
	incubation
	5.4
	0.31
	8.68
	
	
	8.92
	NO
	medium
	
	0.000598041
	[1]

	13
	incubation
	5.4
	0.31
	8.68
	
	
	8.92
	NO
	medium
	
	-0.169797216
	[1]

	14
	incubation
	5.4
	0.31
	8.68
	
	
	8.92
	NO
	medium
	
	0.081505413
	[1]

	15
	incubation
	5.4
	0.31
	8.68
	
	
	8.92
	NO
	medium
	
	0.305131466
	[1]

	16
	incubation
	6.2
	0.36
	5.09
	
	
	6.52
	NO
	medium
	
	0
	[1]

	17
	incubation
	6.2
	0.36
	5.09
	
	
	6.52
	NO
	medium
	
	0
	[1]

	18
	incubation
	6.2
	0.36
	5.09
	
	
	6.52
	NO
	medium
	
	-0.026006541
	[1]

	19
	incubation
	6.2
	0.36
	5.09
	
	
	6.52
	NO
	medium
	
	0.030340158
	[1]

	20
	incubation
	6.2
	0.36
	5.09
	
	
	6.52
	NO
	medium
	
	0.173374924
	[1]

	21
	incubation
	7.28
	0.8
	8.13
	
	
	8
	NO
	loam
	510
	1.150127226
	[2]

	22
	incubation
	7.72
	1.031
	4.42
	
	
	7.5
	NO
	medium
	1890
	0.083129584
	[2]

	23
	incubation
	7.07
	0.979
	17.21
	
	
	9
	NO
	coarse
	540
	0.107798165
	[2]

	24
	incubation
	7.28
	0.8
	8.13
	
	
	8
	NO
	loam
	510
	0.755725191
	[2]

	25
	incubation
	7.72
	1.031
	4.42
	
	
	7.5
	NO
	medium
	1890
	0.041564792
	[2]

	26
	incubation
	7.07
	
	17.21
	
	
	9
	NO
	coarse
	540
	-0.048738532
	[2]

	27
	incubation
	7.07
	
	17.21
	
	
	9
	NO
	coarse
	540
	-0.133333333
	[2]

	28
	incubation
	7.28
	0.8
	8.13
	
	
	8
	NO
	loam
	510
	0.180952381
	[2]

	29
	incubation
	7.72
	1.031
	4.42
	
	
	7.5
	NO
	medium
	1890
	1.038860104
	[2]

	30
	incubation
	7.07
	
	17.21
	
	
	9
	NO
	coarse
	540
	-0.133333333
	[2]

	31
	incubation
	7.28
	
	8.13
	
	
	8
	NO
	loam
	510
	-0.224761905
	[2]

	32
	incubation
	7.72
	1.031
	4.42
	
	
	7.5
	NO
	medium
	1890
	0.64507772
	[2]

	33
	incubation
	7.07
	0.979
	17.21
	
	
	9
	NO
	coarse
	540
	0.044334975
	[2]

	34
	incubation
	7.28
	
	8.13
	
	
	8
	NO
	loam
	510
	-0.023485785
	[2]

	35
	incubation
	7.72
	
	4.42
	
	
	7.5
	NO
	medium
	1890
	-0.062992126
	[2]

	36
	incubation
	7.07
	0.979
	17.21
	
	
	9
	NO
	coarse
	540
	0.002955665
	[2]

	37
	incubation
	7.28
	0.8
	8.13
	
	
	8
	NO
	loam
	510
	0.29789864
	[2]

	38
	incubation
	7.72
	1.031
	4.42
	
	
	7.5
	NO
	medium
	1890
	0.217847769
	[2]

	39
	incubation
	7.6
	0.354
	5.5
	53
	
	33.4
	phosphorus
	medium
	410
	0.390804598
	[3]

	40
	incubation
	7.6
	0.354
	5.5
	53
	
	33.4
	phosphorus
	medium
	410
	0.264367816
	[3]

	41
	incubation
	8
	0.185
	3.5
	11
	
	9.3
	NO
	coarse
	180
	0.402714932
	[3]

	42
	incubation
	8
	0.185
	3.5
	11
	
	9.3
	NO
	coarse
	180
	-0.00678733
	[3]

	43
	incubation
	7.6
	0.354
	5.5
	53
	
	33.4
	phosphorus
	medium
	410
	0.517241379
	[3]

	44
	incubation
	7.6
	0.354
	5.5
	53
	
	33.4
	phosphorus
	medium
	410
	0.183908046
	[3]

	45
	incubation
	8
	0.185
	3.5
	11
	
	9.3
	NO
	coarse
	180
	0.233031674
	[3]

	46
	incubation
	8
	0.185
	3.5
	11
	
	9.3
	NO
	coarse
	180
	-0.121040724
	[3]

	47
	incubation
	7.6
	0.354
	5.5
	53
	
	33.4
	phosphorus
	medium
	410
	0.211211211
	[3]

	48
	incubation
	7.6
	0.354
	5.5
	53
	
	33.4
	phosphorus
	medium
	410
	0.121121121
	[3]

	49
	incubation
	8
	0.185
	3.5
	11
	
	9.3
	NO
	coarse
	180
	0.494117647
	[3]

	50
	incubation
	8
	0.185
	3.5
	11
	
	9.3
	NO
	coarse
	180
	-0.032941176
	[3]

	51
	incubation
	7.6
	0.354
	5.5
	53
	
	33.4
	phosphorus
	medium
	410
	0.061061061
	[3]

	52
	incubation
	7.6
	0.354
	5.5
	53
	
	33.4
	phosphorus
	medium
	410
	0.041041041
	[3]

	53
	incubation
	8
	0.185
	3.5
	11
	
	9.3
	NO
	coarse
	180
	0.258823529
	[3]

	54
	incubation
	8
	0.185
	3.5
	11
	
	9.3
	NO
	coarse
	180
	-0.104705882
	[3]

	55
	incubation
	7.6
	0.354
	5.5
	53
	
	33.4
	phosphorus
	medium
	410
	0.142476698
	[3]

	56
	incubation
	7.6
	0.354
	5.5
	53
	
	33.4
	phosphorus
	medium
	410
	0.062583222
	[3]

	57
	incubation
	8
	
	3.5
	11
	
	9.3
	NO
	coarse
	180
	0.75900277
	[3]

	58
	incubation
	8
	0.185
	3.5
	11
	
	9.3
	NO
	coarse
	180
	-0.077562327
	[3]

	59
	incubation
	7.6
	0.354
	5.5
	53
	
	33.4
	phosphorus
	medium
	410
	0.517976032
	[3]

	60
	incubation
	7.6
	0.354
	5.5
	53
	
	33.4
	phosphorus
	medium
	410
	0.283621838
	[3]

	61
	incubation
	8
	0.185
	3.5
	11
	
	9.3
	NO
	coarse
	180
	0.620498615
	[3]

	62
	incubation
	8
	0.185
	3.5
	11
	
	9.3
	NO
	coarse
	180
	-0.225761773
	[3]

	63
	incubation
	7.6
	0.354
	5.5
	53
	
	33.4
	phosphorus
	medium
	410
	-0.005268704
	[3]

	64
	incubation
	7.6
	0.354
	5.5
	53
	
	33.4
	phosphorus
	medium
	410
	-0.111696523
	[3]

	65
	incubation
	8
	0.185
	3.5
	11
	
	9.3
	NO
	coarse
	180
	0.447963801
	[3]

	66
	incubation
	8
	0.185
	3.5
	11
	
	9.3
	NO
	coarse
	180
	0.056561086
	[3]

	67
	incubation
	7.6
	0.354
	5.5
	53
	
	33.4
	phosphorus
	medium
	410
	-0.144362487
	[3]

	68
	incubation
	7.6
	0.354
	5.5
	53
	
	33.4
	phosphorus
	medium
	410
	-0.318229715
	[3]

	69
	incubation
	8
	0.185
	3.5
	11
	
	9.3
	NO
	coarse
	180
	0.142533937
	[3]

	70
	incubation
	8
	0.185
	3.5
	11
	
	9.3
	NO
	coarse
	180
	-0.260180995
	[3]

	71
	incubation
	7.6
	0.354
	5.5
	53
	
	33.4
	phosphorus
	medium
	410
	-0.032887975
	[3]

	72
	incubation
	7.6
	0.354
	5.5
	53
	
	33.4
	phosphorus
	medium
	410
	-0.108941418
	[3]

	73
	incubation
	7.6
	0.354
	5.5
	53
	
	33.4
	phosphorus
	medium
	410
	0
	[3]

	74
	incubation
	7.6
	0.354
	5.5
	53
	
	33.4
	phosphorus
	medium
	410
	-0.246659815
	[3]

	75
	incubation
	8
	0.185
	3.5
	11
	
	9.3
	NO
	coarse
	180
	0.939291737
	[3]

	76
	incubation
	8
	
	3.5
	11
	
	9.3
	NO
	coarse
	180
	1.175379427
	[3]

	77
	incubation
	8
	
	3.5
	11
	
	9.3
	NO
	coarse
	180
	1.074198988
	[3]

	78
	incubation
	8
	0.185
	3.5
	11
	
	9.3
	NO
	coarse
	180
	-0.151770658
	[3]

	79
	incubation
	4.34
	0.32
	14
	
	1.63
	0.51
	NO
	loam
	
	0.457353893
	[4]

	80
	incubation
	4.34
	
	14
	
	1.63
	0.51
	NO
	loam
	
	1.62393327
	[4]

	81
	incubation
	4.34
	0.32
	14
	
	1.63
	0.51
	NO
	loam
	
	-0.381466619
	[4]

	82
	incubation
	4.34
	0.32
	14
	
	1.63
	0.51
	NO
	loam
	
	0.156682276
	[4]

	83
	incubation
	4.34
	0.32
	14
	
	1.63
	0.51
	NO
	loam
	
	-0.237533504
	[4]

	84
	incubation
	4.34
	0.32
	14
	
	1.63
	0.51
	NO
	loam
	
	-0.345957978
	[4]

	85
	incubation
	4.34
	0.32
	14
	
	1.63
	0.51
	NO
	loam
	
	0.985327901
	[4]

	86
	incubation
	4.34
	
	14
	
	1.63
	0.51
	NO
	loam
	
	2.455195126
	[4]

	87
	incubation
	4.34
	0.32
	14
	
	1.63
	0.51
	NO
	loam
	
	-0.19180326
	[4]

	88
	incubation
	4.34
	0.32
	14
	
	1.63
	0.51
	NO
	loam
	
	-0.218188899
	[4]

	89
	incubation
	4.34
	0.32
	14
	
	1.63
	0.51
	NO
	loam
	
	0.300700946
	[4]

	90
	incubation
	4.34
	0.32
	14
	
	1.63
	0.51
	NO
	loam
	
	0.506248269
	[4]

	91
	incubation
	4.34
	0.32
	14
	
	1.63
	0.51
	NO
	loam
	
	0.038568776
	[4]

	92
	incubation
	4.34
	0.32
	14
	
	1.63
	0.51
	NO
	loam
	
	-0.155503356
	[4]

	93
	incubation
	4.34
	0.32
	14
	
	1.63
	0.51
	NO
	loam
	
	0.954070582
	[4]

	94
	incubation
	4.34
	
	14
	
	1.63
	0.51
	NO
	loam
	
	1.81743605
	[4]

	95
	incubation
	4.34
	0.32
	14
	
	1.63
	0.51
	NO
	loam
	
	-0.030131227
	[4]

	96
	incubation
	4.34
	0.32
	14
	
	1.63
	0.51
	NO
	loam
	
	-0.013674778
	[4]

	97
	incubation
	4.34
	0.32
	14
	
	1.63
	0.51
	NO
	loam
	
	0.128020555
	[4]

	98
	incubation
	4.34
	0.32
	14
	
	1.63
	0.51
	NO
	loam
	
	0.689415495
	[4]

	99
	incubation
	4.34
	0.32
	14
	
	1.63
	0.51
	NO
	loam
	
	-0.090379525
	[4]

	100
	incubation
	4.34
	0.32
	14
	
	1.63
	0.51
	NO
	loam
	
	0.007184213
	[4]

	101
	field
	7.97
	
	6
	40
	
	8
	phosphorus
	fine
	1320
	0.362723214
	[5]

	102
	field
	7.97
	
	6
	40
	
	8
	phosphorus
	fine
	1320
	0.214146658
	[5]

	103
	field
	7.97
	
	6
	40
	
	8
	phosphorus
	fine
	1320
	0.117679406
	[5]

	104
	field
	7.97
	
	6
	40
	
	8
	phosphorus
	fine
	1320
	0.115925059
	[5]

	105
	incubation
	8
	0.339
	20
	
	
	4.5
	NO
	clay
	183
	0.546877762
	[6]

	106
	incubation
	8
	
	20
	
	
	4.5
	phosphorus
	clay
	183
	1.125002455
	[6]

	107
	incubation
	8
	0.339
	20
	
	
	4.5
	NO
	clay
	183
	0.515152381
	[6]

	108
	incubation
	8
	
	20
	
	
	4.5
	phosphorus
	clay
	183
	1.287880952
	[6]

	109
	incubation
	8
	0.339
	20
	
	
	4.5
	NO
	clay
	183
	0.032517043
	[6]

	110
	incubation
	8
	
	20
	
	
	4.5
	phosphorus
	clay
	183
	2.585362987
	[6]

	111
	field
	4.29
	
	4.2
	
	3.35
	
	phosphorus
	clay
	
	0.198428291
	[7]

	112
	field
	4.29
	
	4.2
	
	3.35
	
	phosphorus
	clay
	
	0.92394822
	[7]

	113
	incubation
	4.6
	
	11.5
	
	
	27
	NO
	loam
	160
	2.4957
	[8]

	114
	incubation
	4.6
	
	11.5
	
	
	27
	NO
	loam
	160
	4.087
	[8]

	115
	incubation
	6
	
	10.4
	
	
	48
	NO
	silt
	190
	2.5096
	[8]

	116
	incubation
	6
	
	10.4
	
	
	48
	NO
	silt
	190
	3.7885
	[8]

	117
	incubation
	7.4
	
	7.7
	
	
	12
	NO
	loam
	220
	3.7662
	[8]

	118
	incubation
	7.4
	
	7.7
	
	
	12
	NO
	loam
	220
	5.6494
	[8]

	119
	incubation
	8.3
	
	5.9
	
	
	13
	NO
	silt
	360
	4.0847
	[8]

	120
	incubation
	8.3
	
	5.9
	
	
	13
	NO
	silt
	360
	6.5254
	[8]

	121
	incubation
	4.6
	
	11.5
	
	
	27
	NO
	loam
	160
	1.6261
	[8]

	122
	incubation
	4.6
	
	11.5
	
	
	27
	NO
	loam
	160
	2.3217
	[8]

	123
	incubation
	6
	
	10.4
	
	
	48
	NO
	silt
	190
	1.4038
	[8]

	124
	incubation
	6
	
	10.4
	
	
	48
	NO
	silt
	190
	2.2885
	[8]

	125
	incubation
	7.4
	
	7.7
	
	
	12
	NO
	loam
	220
	2.2078
	[8]

	126
	incubation
	7.4
	
	7.7
	
	
	12
	NO
	loam
	220
	3.2208
	[8]

	127
	incubation
	8.3
	
	5.9
	
	
	13
	NO
	silt
	360
	2.4237
	[8]

	128
	incubation
	8.3
	
	5.9
	
	
	13
	NO
	silt
	360
	3.6271
	[8]

	129
	incubation
	5.45
	
	2.93
	
	
	
	NO
	medium
	
	6.887323944
	[9]

	130
	incubation
	5.45
	
	2.93
	
	
	
	NO
	clay
	
	5.244131455
	[9]

	131
	incubation
	5.45
	
	2.93
	
	
	
	NO
	medium
	
	1.924882629
	[9]

	132
	incubation
	8.5
	
	12.87
	
	
	3.4
	NO
	coarse
	770
	0.183448276
	[10]

	133
	incubation
	8.5
	
	12.87
	
	
	3.4
	NO
	coarse
	770
	0.255862069
	[10]

	134
	incubation
	8.5
	
	12.87
	
	
	3.4
	NO
	coarse
	770
	0.006896552
	[10]

	135
	incubation
	8.5
	
	12.87
	
	
	3.4
	NO
	coarse
	770
	0.351724138
	[10]

	136
	incubation
	8.5
	
	12.87
	
	
	3.4
	NO
	coarse
	770
	0.144827586
	[10]

	137
	incubation
	8.5
	
	12.87
	
	
	3.4
	NO
	coarse
	770
	0.222068966
	[10]

	138
	incubation
	8.5
	
	12.87
	
	
	3.4
	NO
	coarse
	770
	0.186206897
	[10]

	139
	incubation
	8.5
	
	12.87
	
	
	3.4
	NO
	coarse
	770
	0.144827586
	[10]

	140
	incubation
	8.5
	
	12.87
	
	
	3.4
	NO
	coarse
	770
	0.24137931
	[10]

	141
	incubation
	8.5
	
	12.87
	
	
	3.4
	NO
	coarse
	770
	0.294482759
	[10]

	142
	incubation
	8.5
	
	12.87
	
	
	3.4
	NO
	coarse
	770
	0.593103448
	[10]

	143
	incubation
	8.5
	
	12.87
	
	
	3.4
	NO
	coarse
	770
	0.275862069
	[10]

	144
	incubation
	8.5
	
	12.87
	
	
	3.4
	NO
	coarse
	770
	0.286713287
	[10]

	145
	incubation
	8.5
	
	12.87
	
	
	3.4
	NO
	coarse
	770
	0.251748252
	[10]

	146
	incubation
	8.5
	
	12.87
	
	
	3.4
	NO
	coarse
	770
	0.202797203
	[10]

	147
	incubation
	8.5
	
	12.87
	
	
	3.4
	NO
	coarse
	770
	1.118881119
	[10]

	148
	incubation
	8.5
	
	12.87
	
	
	3.4
	NO
	coarse
	770
	0.286713287
	[10]

	149
	incubation
	8.5
	
	12.87
	
	
	3.4
	NO
	coarse
	770
	0.594405594
	[10]

	150
	incubation
	8.5
	
	12.87
	
	
	3.4
	NO
	coarse
	770
	0.244755245
	[10]

	151
	incubation
	8.5
	
	12.87
	
	
	3.4
	NO
	coarse
	770
	0.454545455
	[10]

	152
	incubation
	8.5
	
	12.87
	
	
	3.4
	NO
	coarse
	770
	0.20979021
	[10]

	153
	incubation
	8.5
	
	12.87
	
	
	3.4
	NO
	coarse
	770
	0.272727273
	[10]

	154
	incubation
	8.5
	
	12.87
	
	
	3.4
	NO
	coarse
	770
	0.293706294
	[10]

	155
	incubation
	8.5
	
	12.87
	
	
	3.4
	NO
	coarse
	770
	0.125874126
	[10]

	156
	incubation
	8.5
	
	12.87
	
	
	3.4
	NO
	coarse
	770
	1.400932401
	[10]

	157
	incubation
	8.5
	
	12.87
	
	
	3.4
	NO
	coarse
	770
	1.078477078
	[10]

	158
	incubation
	8.5
	
	12.87
	
	
	3.4
	NO
	coarse
	770
	1.111888112
	[10]

	159
	incubation
	8.5
	
	12.87
	
	
	3.4
	NO
	coarse
	770
	1.856254856
	[10]

	160
	incubation
	8.5
	
	12.87
	
	
	3.4
	NO
	coarse
	770
	1.307692308
	[10]

	161
	incubation
	8.5
	
	12.87
	
	
	3.4
	NO
	coarse
	770
	1.351981352
	[10]

	162
	incubation
	8.5
	
	12.87
	
	
	3.4
	NO
	coarse
	770
	1.64024864
	[10]

	163
	incubation
	8.5
	
	12.87
	
	
	3.4
	NO
	coarse
	770
	1.895104895
	[10]

	164
	incubation
	8.5
	
	12.87
	
	
	3.4
	NO
	coarse
	770
	1.400932401
	[10]

	165
	incubation
	8.5
	
	12.87
	
	
	3.4
	NO
	coarse
	770
	1.602175602
	[10]

	166
	incubation
	8.5
	
	12.87
	
	
	3.4
	NO
	coarse
	770
	0.212121212
	[10]

	167
	incubation
	8.5
	
	12.87
	
	
	3.4
	NO
	coarse
	770
	1.294483294
	[10]

	168
	field
	8.24
	
	2.48
	18.94
	
	12.71
	phosphorus
	silt
	160
	0.475757576
	[11]

	169
	field
	8.24
	
	2.48
	18.94
	
	12.71
	OR
	silt
	160
	0.337719298
	[11]

	170
	field
	8.24
	
	2.48
	18.94
	
	12.71
	OR-IN
	silt
	160
	0.394117647
	[11]

	171
	field
	8.24
	
	2.48
	18.94
	
	12.71
	OR-IN
	silt
	160
	0.306151645
	[11]

	172
	incubation
	4.5
	
	3
	
	
	2.7
	phosphorus
	medium
	110
	2.127231026
	[12]

	173
	incubation
	7.3
	
	8
	
	
	5
	phosphorus
	coarse
	250
	1.732166824
	[12]

	174
	incubation
	10
	
	6
	
	
	3.6
	phosphorus
	medium
	400
	2.27034717
	[12]

	175
	incubation
	4.5
	
	3
	
	
	2.7
	phosphorus
	medium
	110
	2.673097544
	[12]

	176
	incubation
	7.3
	
	8
	
	
	5
	phosphorus
	coarse
	250
	4.684948998
	[12]

	177
	incubation
	10
	
	6
	
	
	3.6
	phosphorus
	medium
	400
	4.535286285
	[12]

	178
	incubation
	7.3
	
	8
	
	
	4.2
	phosphorus
	coarse
	300
	4.762539319
	[13]

	179
	incubation
	7.3
	
	15
	
	
	5
	phosphorus
	coarse
	300
	5.50417526
	[13]

	180
	incubation
	7.3
	
	15
	
	
	5
	phosphorus
	coarse
	300
	2.886148708
	[13]

	181
	incubation
	7.3
	
	8
	
	
	4.2
	NO
	coarse
	300
	7.065402407
	[13]

	182
	incubation
	7.3
	
	8
	
	
	4.2
	phosphorus
	coarse
	300
	5.602796943
	[13]

	183
	incubation
	7.3
	
	8
	
	
	4.2
	phosphorus
	coarse
	300
	2.633506864
	[13]

	184
	incubation
	7.3
	
	15
	
	
	5
	NO
	coarse
	300
	5.357216785
	[13]

	185
	incubation
	7.3
	
	15
	
	
	5
	phosphorus
	coarse
	300
	3.091033647
	[13]

	186
	incubation
	7.3
	
	15
	
	
	5
	phosphorus
	coarse
	300
	1.651037486
	[13]

	187
	incubation
	7.3
	
	8
	
	
	4.2
	NO
	coarse
	300
	4.209736818
	[13]

	188
	incubation
	7.3
	
	8
	
	
	4.2
	phosphorus
	coarse
	300
	3.243394388
	[13]

	189
	incubation
	7.3
	
	8
	
	
	4.2
	phosphorus
	coarse
	300
	0.949269708
	[13]

	190
	incubation
	7.3
	
	15
	
	
	5
	NO
	coarse
	300
	3.23763129
	[13]

	191
	incubation
	7.3
	
	15
	
	
	5
	phosphorus
	coarse
	300
	1.624396066
	[13]

	192
	incubation
	7.3
	
	15
	
	
	5
	phosphorus
	coarse
	300
	0.658307731
	[13]

	193
	field
	7.8
	0.626
	3.98
	15.34
	0.136
	6.71
	NO
	coarse
	2.36
	2.32
	[14]

	194
	field
	7.8
	0.626
	3.98
	15.34
	0.136
	6.71
	NO
	coarse
	2.36
	2.05
	[14]

	195
	pot
	6.27
	0.652
	62.8
	
	
	29.1
	NO
	medium
	
	1.188709677
	[15]

	196
	pot
	6.27
	0.652
	62.8
	
	
	29.1
	phosphorus
	medium
	
	1.088709677
	[15]

	197
	pot
	4.83
	
	28.43
	69.88
	
	
	phosphorus
	fine
	
	-0.02633326
	[16]

	198
	pot
	4.83
	
	28.43
	69.88
	
	
	phosphorus
	fine
	
	0.040053109
	[16]

	199
	pot
	4.83
	
	28.43
	69.88
	
	
	phosphorus
	fine
	
	0.059526444
	[16]

	200
	pot
	4.83
	
	28.43
	69.88
	
	
	phosphorus
	fine
	
	0.043815003
	[16]

	201
	pot
	4.83
	
	28.43
	69.88
	
	
	phosphorus
	fine
	
	-0.003878343
	[16]

	202
	pot
	4.83
	
	28.43
	69.88
	
	
	phosphorus
	fine
	
	0.119412125
	[16]

	203
	pot
	4.83
	
	28.43
	69.88
	
	
	phosphorus
	fine
	
	0.138803838
	[16]

	204
	pot
	4.83
	
	28.43
	69.88
	
	
	phosphorus
	fine
	
	0.075729741
	[16]

	205
	pot
	4.83
	
	28.43
	69.88
	
	
	phosphorus
	fine
	
	0.008439422
	[16]

	206
	pot
	4.83
	
	28.43
	69.88
	
	
	phosphorus
	fine
	
	0.022743527
	[16]

	207
	pot
	4.83
	
	28.43
	69.88
	
	
	phosphorus
	fine
	
	-0.020168788
	[16]

	208
	pot
	4.83
	
	28.43
	69.88
	
	
	phosphorus
	fine
	
	-0.027320841
	[16]

	209
	pot
	4.83
	
	28.43
	69.88
	
	
	phosphorus
	fine
	
	-0.01875
	[16]

	210
	pot
	4.83
	
	28.43
	69.88
	
	
	phosphorus
	fine
	
	0.05
	[16]

	211
	pot
	4.83
	
	28.43
	69.88
	
	
	phosphorus
	fine
	
	0.1
	[16]

	212
	pot
	4.83
	
	28.43
	69.88
	
	
	phosphorus
	fine
	
	0.025
	[16]

	213
	incubation
	5.83
	0.63
	28.79
	
	
	
	NO
	medium
	
	2.883613634
	[17]

	214
	incubation
	8.26
	0.87
	16.03
	
	
	
	NO
	fine
	
	8.963433681
	[17]

	215
	incubation
	5.83
	0.63
	28.79
	
	
	
	NO
	medium
	
	1.665576459
	[17]

	216
	incubation
	8.26
	0.87
	16.03
	
	
	
	NO
	fine
	
	6.043020941
	[17]

	217
	incubation
	8.27
	0.84
	12.62
	
	
	
	NO
	fine
	
	9.032779542
	[17]

	218
	incubation
	5.83
	0.63
	28.79
	
	
	
	NO
	medium
	
	0.863886584
	[17]

	219
	incubation
	8.26
	0.87
	16.03
	
	
	
	NO
	fine
	
	3.071526385
	[17]

	220
	incubation
	8.27
	0.84
	12.62
	
	
	
	NO
	fine
	
	4.901632161
	[17]

	221
	incubation
	5.83
	0.63
	28.79
	
	
	
	NO
	medium
	
	2.552964606
	[17]

	222
	incubation
	5.83
	0.63
	28.79
	
	
	
	NO
	medium
	
	1.215150889
	[17]

	223
	incubation
	8.27
	0.84
	12.62
	
	
	
	NO
	fine
	
	9.363633705
	[17]

	224
	incubation
	5.83
	0.63
	28.79
	
	
	
	NO
	medium
	
	0.683947999
	[17]

	225
	incubation
	6.38
	0.84
	3.01
	
	
	
	NO
	fine
	
	6.386833159
	[17]

	226
	incubation
	8.27
	0.84
	12.62
	
	
	
	NO
	fine
	
	4.371210579
	[17]

	227
	incubation
	5.83
	0.63
	28.79
	
	
	
	NO
	medium
	
	4.134391671
	[17]

	228
	incubation
	5.83
	0.63
	28.79
	
	
	
	NO
	medium
	
	2.119950827
	[17]

	229
	incubation
	8.26
	0.87
	16.03
	
	
	
	NO
	fine
	
	7.412218921
	[17]

	230
	incubation
	5.83
	0.63
	28.79
	
	
	
	NO
	medium
	
	0.917266788
	[17]

	231
	incubation
	6.38
	0.84
	3.01
	
	
	
	NO
	fine
	
	4.86502791
	[17]

	232
	incubation
	8.26
	0.87
	16.03
	
	
	
	NO
	fine
	
	3.584164398
	[17]

	233
	incubation
	8.27
	0.84
	12.62
	
	
	
	NO
	fine
	
	6.438770299
	[17]

	234
	incubation
	5.83
	0.63
	28.79
	
	
	
	NO
	medium
	
	3.218139133
	[17]

	235
	incubation
	5.83
	0.63
	28.79
	
	
	
	NO
	medium
	
	1.923969263
	[17]

	236
	incubation
	6.38
	0.84
	3.01
	
	
	
	NO
	fine
	
	8.03342113
	[17]

	237
	incubation
	8.26
	0.87
	16.03
	
	
	
	NO
	fine
	
	6.605170038
	[17]

	238
	incubation
	8.27
	0.84
	12.62
	
	
	
	NO
	fine
	
	7.94444088
	[17]

	239
	incubation
	5.83
	0.63
	28.79
	
	
	
	NO
	medium
	
	0.883768952
	[17]

	240
	incubation
	6.38
	0.84
	3.01
	
	
	
	NO
	fine
	
	3.717822651
	[17]

	241
	incubation
	8.26
	0.87
	16.03
	
	
	
	NO
	fine
	
	3.215197229
	[17]

	242
	incubation
	8.27
	0.84
	12.62
	
	
	
	NO
	fine
	
	3.777772685
	[17]

	243
	incubation
	5.83
	0.63
	28.79
	
	
	
	NO
	medium
	
	3.271696087
	[17]

	244
	incubation
	8.26
	0.87
	16.03
	
	
	
	NO
	fine
	
	9.444447366
	[17]

	245
	incubation
	5.83
	0.63
	28.79
	
	
	
	NO
	medium
	
	2.023782871
	[17]

	246
	incubation
	8.26
	0.87
	16.03
	
	
	
	NO
	fine
	
	6.195222947
	[17]

	247
	incubation
	8.27
	0.84
	12.62
	
	
	
	NO
	fine
	
	7.005170583
	[17]

	248
	incubation
	5.83
	0.63
	28.79
	
	
	
	NO
	medium
	
	0.990543146
	[17]

	249
	incubation
	6.38
	0.84
	3.01
	
	
	
	NO
	fine
	
	5.849910975
	[17]

	250
	incubation
	8.26
	0.87
	16.03
	
	
	
	NO
	fine
	
	3.139768903
	[17]

	251
	incubation
	8.27
	0.84
	12.62
	
	
	
	NO
	fine
	
	3.533693428
	[17]

	252
	incubation
	5.39
	0.246
	2.82
	95.67
	
	
	NO
	loam
	
	1.396745899
	[18]

	253
	incubation
	7.94
	0.223
	7.79
	79.33
	
	
	NO
	coarse
	
	-0.01563404
	[18]

	254
	incubation
	8.35
	0.309
	15.25
	67.67
	
	
	NO
	coarse
	
	0.154715214
	[18]

	255
	incubation
	7.94
	0.223
	7.79
	79.33
	
	
	NO
	coarse
	
	0.001209573
	[18]

	256
	incubation
	8.35
	0.309
	15.25
	67.67
	
	
	NO
	coarse
	
	0.055477101
	[18]

	257
	incubation
	5.39
	
	2.82
	95.67
	
	
	NO
	loam
	
	2.550349963
	[18]

	258
	incubation
	5.39
	
	2.82
	95.67
	
	
	NO
	loam
	
	3.373681527
	[18]

	259
	incubation
	7.94
	0.223
	7.79
	79.33
	
	
	NO
	coarse
	
	-0.020283393
	[18]

	260
	incubation
	7.94
	0.223
	7.79
	79.33
	
	
	NO
	coarse
	
	0.099258333
	[18]

	261
	incubation
	8.35
	0.309
	15.25
	67.67
	
	
	NO
	coarse
	
	0.012542412
	[18]

	262
	incubation
	8.35
	0.309
	15.25
	67.67
	
	
	NO
	coarse
	
	-0.222252334
	[18]

	263
	incubation
	5.39
	
	2.82
	95.67
	
	
	NO
	loam
	
	2.459955965
	[18]

	264
	incubation
	7.94
	0.223
	7.79
	79.33
	
	
	NO
	coarse
	
	0.318912695
	[18]

	265
	incubation
	8.35
	0.309
	15.25
	67.67
	
	
	NO
	coarse
	
	0.560720345
	[18]

	266
	incubation
	7.94
	0.223
	7.79
	79.33
	
	
	NO
	coarse
	
	-0.043128643
	[18]

	267
	incubation
	8.35
	0.309
	15.25
	67.67
	
	
	NO
	coarse
	
	-0.230963561
	[18]

	268
	incubation
	5.39
	
	2.82
	95.67
	
	
	NO
	loam
	
	1.668016127
	[18]

	269
	incubation
	5.39
	
	2.82
	95.67
	
	
	NO
	loam
	
	1.944320071
	[18]

	270
	incubation
	6.83
	1.13
	41
	
	
	
	NO
	loam
	
	0.036735427
	[19]

	271
	incubation
	6.83
	1.13
	41
	
	
	
	NO
	loam
	
	0.325468698
	[19]

	272
	incubation
	6.83
	1.13
	41
	
	
	
	NO
	loam
	
	0.176007217
	[19]

	273
	incubation
	6.83
	1.13
	41
	
	
	
	NO
	loam
	
	0.212390084
	[19]

	274
	incubation
	6.83
	1.13
	41
	
	
	
	NO
	loam
	
	0.321579535
	[19]

	275
	incubation
	6.83
	1.13
	41
	
	
	
	NO
	loam
	
	0.267862343
	[19]

	276
	incubation
	6.83
	1.13
	41
	
	
	
	NO
	loam
	
	0.215225284
	[19]

	277
	incubation
	6.83
	1.13
	41
	
	
	
	NO
	loam
	
	0.040533788
	[19]

	278
	incubation
	6.83
	1.13
	41
	
	
	
	NO
	loam
	
	0.370367375
	[19]

	279
	incubation
	6.83
	1.13
	41
	
	
	
	NO
	loam
	
	0.278169634
	[19]

	280
	incubation
	6.83
	1.13
	41
	
	
	
	NO
	loam
	
	0.252779845
	[19]

	281
	incubation
	6.83
	1.13
	41
	
	
	
	NO
	loam
	
	0.294092004
	[19]

	282
	incubation
	6.83
	1.13
	41
	
	
	
	NO
	loam
	
	0.13891175
	[19]

	283
	incubation
	6.83
	1.13
	41
	
	
	
	NO
	loam
	
	0.225226139
	[19]

	284
	incubation
	6.83
	
	41
	
	
	
	NO
	loam
	
	-0.018765713
	[19]

	285
	incubation
	6.83
	
	41
	
	
	
	NO
	loam
	
	-0.016583006
	[19]

	286
	incubation
	6.83
	
	41
	
	
	
	NO
	loam
	
	-0.089540412
	[19]

	287
	incubation
	6.83
	1.13
	41
	
	
	
	NO
	loam
	
	0.321333275
	[19]

	288
	incubation
	6.83
	1.13
	41
	
	
	
	NO
	loam
	
	0.153128812
	[19]

	289
	incubation
	6.83
	1.13
	41
	
	
	
	NO
	loam
	
	0.230728212
	[19]

	290
	incubation
	6.83
	1.13
	41
	
	
	
	NO
	loam
	
	0.418142557
	[19]

	291
	incubation
	6.83
	1.13
	41
	
	
	
	NO
	loam
	
	0.103754831
	[19]

	292
	incubation
	6.83
	1.13
	41
	
	
	
	NO
	loam
	
	0.175531274
	[19]

	293
	incubation
	6.83
	1.13
	41
	
	
	
	NO
	loam
	
	0.462538673
	[19]

	294
	incubation
	6.83
	1.13
	41
	
	
	
	NO
	loam
	
	0.21726471
	[19]

	295
	incubation
	6.83
	1.13
	41
	
	
	
	NO
	loam
	
	0.269587972
	[19]

	296
	incubation
	6.83
	
	41
	
	
	
	NO
	loam
	
	-0.081017709
	[19]

	297
	incubation
	6.83
	
	41
	
	
	
	NO
	loam
	
	-0.056796299
	[19]

	298
	incubation
	6.83
	
	41
	
	
	
	NO
	loam
	
	-0.013626969
	[19]

	299
	incubation
	6.83
	1.13
	41
	
	
	
	NO
	loam
	
	0.367662857
	[19]

	300
	incubation
	6.83
	1.13
	41
	
	
	
	NO
	loam
	
	0.367210005
	[19]

	301
	incubation
	6.83
	1.13
	41
	
	
	
	NO
	loam
	
	0.25573801
	[19]

	302
	incubation
	6.45
	0.88
	153.52
	
	1.203
	
	NO
	medium
	
	0.5408
	[20]

	303
	incubation
	6.45
	0.88
	153.52
	
	1.203
	
	NO
	medium
	
	0.22527541
	[20]

	304
	incubation
	6.6
	0.38
	38.04
	
	1.834
	
	NO
	medium
	
	0.904832064
	[20]

	305
	incubation
	7.06
	0.63
	45.38
	
	0.709
	
	NO
	medium
	
	7.948625464
	[20]

	306
	incubation
	7.06
	0.63
	45.38
	
	0.709
	
	NO
	medium
	
	2.094856354
	[20]

	307
	incubation
	6.45
	0.88
	153.52
	
	1.203
	
	NO
	medium
	
	0.28657109
	[20]

	308
	incubation
	6.45
	0.88
	153.52
	
	1.203
	
	NO
	medium
	
	0.26711266
	[20]

	309
	incubation
	6.45
	0.88
	153.52
	
	1.203
	
	NO
	medium
	
	0.093328
	[20]

	310
	incubation
	6.6
	
	38.04
	
	1.834
	
	NO
	medium
	
	5.546020121
	[20]

	311
	incubation
	6.6
	
	38.04
	
	1.834
	
	NO
	medium
	
	3.109401517
	[20]

	312
	incubation
	6.6
	
	38.04
	
	1.834
	
	NO
	medium
	
	5.610503742
	[20]

	313
	incubation
	6.6
	0.38
	38.04
	
	1.834
	
	NO
	medium
	
	0.341512513
	[20]

	314
	incubation
	7.06
	0.63
	45.38
	
	0.709
	
	NO
	medium
	
	6.110677173
	[20]

	315
	incubation
	7.06
	0.63
	45.38
	
	0.709
	
	NO
	medium
	
	4.229251486
	[20]

	316
	incubation
	7.06
	0.63
	45.38
	
	0.709
	
	NO
	medium
	
	1.118578736
	[20]

	317
	incubation
	6.45
	0.88
	153.52
	
	1.203
	
	NO
	medium
	
	0.72990377
	[20]

	318
	incubation
	6.45
	0.88
	153.52
	
	1.203
	
	NO
	medium
	
	0.51425
	[20]

	319
	incubation
	6.45
	0.88
	153.52
	
	1.203
	
	NO
	medium
	
	0.21233595
	[20]

	320
	incubation
	6.6
	0.38
	38.04
	
	1.834
	
	NO
	medium
	
	0.81051933
	[20]

	321
	incubation
	7.06
	0.63
	45.38
	
	0.709
	
	NO
	medium
	
	9.008242846
	[20]

	322
	incubation
	7.06
	0.63
	45.38
	
	0.709
	
	NO
	medium
	
	2.082317944
	[20]

	323
	incubation
	6.45
	0.88
	153.52
	
	1.203
	
	NO
	medium
	
	0.354997
	[20]

	324
	incubation
	6.45
	0.88
	153.52
	
	1.203
	
	NO
	medium
	
	0.2886397
	[20]

	325
	incubation
	6.45
	0.88
	153.52
	
	1.203
	
	NO
	medium
	
	0.09636
	[20]

	326
	incubation
	6.6
	
	38.04
	
	1.834
	
	NO
	medium
	
	5.097706511
	[20]

	327
	incubation
	6.6
	
	38.04
	
	1.834
	
	NO
	medium
	
	3.932720251
	[20]

	328
	incubation
	6.6
	
	38.04
	
	1.834
	
	NO
	medium
	
	2.690574933
	[20]

	329
	incubation
	6.6
	0.38
	38.04
	
	1.834
	
	NO
	medium
	
	0.340579008
	[20]

	330
	incubation
	7.06
	0.63
	45.38
	
	0.709
	
	NO
	medium
	
	6.399174794
	[20]

	331
	incubation
	7.06
	0.63
	45.38
	
	0.709
	
	NO
	medium
	
	4.18106632
	[20]

	332
	incubation
	7.06
	0.38
	45.38
	
	0.709
	
	NO
	medium
	
	1.185187743
	[20]

	333
	incubation
	6.45
	0.88
	153.52
	
	1.203
	
	NO
	medium
	
	0.9106195
	[20]

	334
	incubation
	6.45
	0.88
	153.52
	
	1.203
	
	NO
	medium
	
	0.50509
	[20]

	335
	incubation
	6.45
	0.88
	153.52
	
	1.203
	
	NO
	medium
	
	0.217069
	[20]

	336
	incubation
	6.6
	
	38.04
	
	1.834
	
	NO
	medium
	
	6.885125648
	[20]

	337
	incubation
	6.6
	
	38.04
	
	1.834
	
	NO
	medium
	
	4.342765404
	[20]

	338
	incubation
	6.45
	
	153.52
	
	1.203
	
	NO
	medium
	
	-0.0425
	[20]

	339
	incubation
	6.6
	0.38
	38.04
	
	1.834
	
	NO
	medium
	
	0.745028864
	[20]

	340
	incubation
	7.06
	0.63
	45.38
	
	0.709
	
	NO
	medium
	
	7.259845763
	[20]

	341
	incubation
	7.06
	0.63
	45.38
	
	0.709
	
	NO
	medium
	
	7.732270578
	[20]

	342
	incubation
	7.06
	0.63
	45.38
	
	0.709
	
	NO
	medium
	
	1.724411149
	[20]

	343
	incubation
	6.45
	0.88
	153.52
	
	1.203
	
	NO
	medium
	
	0.30952125
	[20]

	344
	incubation
	6.45
	0.88
	153.52
	
	1.203
	
	NO
	medium
	
	0.13528371
	[20]

	345
	incubation
	6.6
	0.38
	38.04
	
	1.834
	
	NO
	medium
	
	4.507595633
	[20]

	346
	incubation
	6.6
	0.38
	38.04
	
	1.834
	
	NO
	medium
	
	2.397917606
	[20]

	347
	incubation
	6.6
	0.38
	38.04
	
	1.834
	
	NO
	medium
	
	0.213647023
	[20]

	348
	incubation
	7.06
	0.63
	45.38
	
	0.709
	
	NO
	medium
	
	4.673216925
	[20]

	349
	incubation
	7.06
	0.63
	45.38
	
	0.709
	
	NO
	medium
	
	4.051181007
	[20]

	350
	incubation
	7.06
	0.63
	45.38
	
	0.709
	
	NO
	medium
	
	1.129920679
	[20]

	351
	incubation
	6.45
	0.88
	153.52
	
	1.203
	
	NO
	medium
	
	0.86072526
	[20]

	352
	incubation
	6.45
	0.88
	153.52
	
	1.203
	
	NO
	medium
	
	0.55586683
	[20]

	353
	incubation
	6.45
	0.88
	153.52
	
	1.203
	
	NO
	medium
	
	0.2353994
	[20]

	354
	incubation
	6.6
	0.38
	38.04
	
	1.834
	
	NO
	medium
	
	0.875580885
	[20]

	355
	incubation
	7.06
	0.63
	45.38
	
	0.709
	
	NO
	medium
	
	5.662746509
	[20]

	356
	incubation
	7.06
	0.63
	45.38
	
	0.709
	
	NO
	medium
	
	4.003927471
	[20]

	357
	incubation
	7.06
	0.63
	45.38
	
	0.709
	
	NO
	medium
	
	1.494119764
	[20]

	358
	incubation
	6.45
	0.88
	153.52
	
	1.203
	
	NO
	medium
	
	0.23943297
	[20]

	359
	incubation
	6.45
	0.88
	153.52
	
	1.203
	
	NO
	medium
	
	0.13927474
	[20]

	360
	incubation
	6.45
	0.88
	153.52
	
	1.203
	
	NO
	medium
	
	0.00385848
	[20]

	361
	incubation
	6.6
	
	38.04
	
	1.834
	
	NO
	medium
	
	3.865754813
	[20]

	362
	incubation
	6.6
	
	38.04
	
	1.834
	
	NO
	medium
	
	6.41343752
	[20]

	363
	incubation
	6.6
	
	38.04
	
	1.834
	
	NO
	medium
	
	4.414307833
	[20]

	364
	incubation
	6.6
	0.38
	38.04
	
	1.834
	
	NO
	medium
	
	1.987409757
	[20]

	365
	incubation
	6.6
	0.38
	38.04
	
	1.834
	
	NO
	medium
	
	0.171904723
	[20]

	366
	incubation
	7.06
	0.63
	45.38
	
	0.709
	
	NO
	medium
	
	3.258826937
	[20]

	367
	incubation
	7.06
	0.63
	45.38
	
	0.709
	
	NO
	medium
	
	2.474517513
	[20]

	368
	incubation
	7.06
	0.63
	45.38
	
	0.709
	
	NO
	medium
	
	0.803922644
	[20]

	369
	incubation
	6.45
	0.88
	153.52
	
	1.203
	
	NO
	medium
	
	0.7605251
	[20]

	370
	incubation
	6.45
	0.88
	153.52
	
	1.203
	
	NO
	medium
	
	0.5364933
	[20]

	371
	incubation
	6.45
	0.88
	153.52
	
	1.203
	
	NO
	medium
	
	0.18947457
	[20]

	372
	incubation
	6.6
	0.38
	38.04
	
	1.834
	
	NO
	medium
	
	0.905677396
	[20]

	373
	incubation
	7.06
	0.63
	45.38
	
	0.709
	
	NO
	medium
	
	5.368216062
	[20]

	374
	incubation
	7.06
	0.63
	45.38
	
	0.709
	
	NO
	medium
	
	3.872095696
	[20]

	375
	incubation
	7.06
	0.63
	45.38
	
	0.709
	
	NO
	medium
	
	1.29069712
	[20]

	376
	incubation
	6.45
	0.88
	153.52
	
	1.203
	
	NO
	medium
	
	0.17
	[20]

	377
	incubation
	6.6
	0.38
	38.04
	
	1.834
	
	NO
	medium
	
	2.870643244
	[20]

	378
	incubation
	6.6
	0.38
	38.04
	
	1.834
	
	NO
	medium
	
	0.240747713
	[20]

	379
	incubation
	7.06
	0.63
	45.38
	
	0.709
	
	NO
	medium
	
	3.124035513
	[20]

	380
	incubation
	7.06
	0.63
	45.38
	
	0.709
	
	NO
	medium
	
	2.306211318
	[20]

	381
	incubation
	7.06
	0.63
	45.38
	
	0.709
	
	NO
	medium
	
	0.705425415
	[20]

	382
	incubation
	6.45
	
	153.52
	
	1.203
	
	NO
	medium
	
	0.127196
	[20]

	383
	incubation
	6.6
	
	38.04
	
	1.834
	
	NO
	medium
	
	4.811746469
	[20]

	384
	incubation
	6.6
	
	38.04
	
	1.834
	
	NO
	medium
	
	3.776579679
	[20]

	385
	incubation
	6.45
	
	153.52
	
	1.203
	
	NO
	medium
	
	-0.03492076
	[20]

	386
	incubation
	5.18
	0.81
	45.22
	123.6
	
	
	phosphorus
	silt
	
	0.62623403
	[21]

	387
	incubation
	5.18
	0.81
	45.22
	123.6
	
	
	phosphorus
	silt
	
	0.509963101
	[21]

	388
	incubation
	5.18
	0.81
	45.22
	123.6
	
	
	phosphorus
	silt
	
	0.234228995
	[21]

	389
	incubation
	5.18
	0.81
	45.22
	123.6
	
	
	phosphorus
	silt
	
	0.200189755
	[21]

	390
	incubation
	5.18
	0.81
	45.22
	123.6
	
	
	phosphorus
	silt
	
	0.058818353
	[21]

	391
	incubation
	5.77
	0.86
	43.05
	120.25
	
	51.03
	NO
	fine
	
	0.135656214
	[22]

	392
	incubation
	5.77
	0.86
	43.05
	120.25
	
	51.03
	NO
	fine
	
	0.337049942
	[22]

	393
	incubation
	5.77
	0.86
	43.05
	120.25
	
	51.03
	NO
	fine
	
	0.090824623
	[22]

	394
	incubation
	5.77
	0.86
	43.05
	120.25
	
	51.03
	NO
	fine
	
	0.319396051
	[22]

	395
	incubation
	5.77
	0.86
	43.05
	120.25
	
	51.03
	NO
	fine
	
	0.09941928
	[22]

	396
	incubation
	5.77
	0.86
	43.05
	120.25
	
	51.03
	NO
	fine
	
	0.484320557
	[22]

	397
	incubation
	5.77
	0.86
	43.05
	120.25
	
	51.03
	NO
	fine
	
	0.044134727
	[22]

	398
	incubation
	5.77
	0.86
	43.05
	120.25
	
	51.03
	NO
	fine
	
	0.265969803
	[22]

	399
	incubation
	5.77
	0.86
	43.05
	120.25
	
	51.03
	NO
	fine
	
	0.653890825
	[22]

	400
	incubation
	5.77
	0.86
	43.05
	120.25
	
	51.03
	NO
	fine
	
	0.837398374
	[22]

	401
	incubation
	5.77
	0.86
	43.05
	120.25
	
	51.03
	NO
	fine
	
	0.409988386
	[22]

	402
	incubation
	5.77
	0.86
	43.05
	120.25
	
	51.03
	NO
	fine
	
	0.333333333
	[22]

	403
	incubation
	5.77
	0.86
	43.05
	120.25
	
	51.03
	NO
	fine
	
	0.691056911
	[22]

	404
	incubation
	5.77
	0.86
	43.05
	120.25
	
	51.03
	NO
	fine
	
	0.767711963
	[22]

	405
	incubation
	5.77
	0.86
	43.05
	120.25
	
	51.03
	NO
	fine
	
	0.442740999
	[22]

	406
	incubation
	5.77
	0.86
	43.05
	120.25
	
	51.03
	NO
	fine
	
	0.558420441
	[22]

	407
	incubation
	5.77
	
	43.05
	120.25
	
	51.03
	NO
	fine
	
	-0.03786295
	[22]

	408
	incubation
	5.77
	
	43.05
	120.25
	
	51.03
	NO
	fine
	
	-0.008130081
	[22]

	409
	pot
	5.01
	
	
	
	
	
	phosphorus
	silt
	
	0.907049091
	[23]

	410
	pot
	5.37
	
	
	
	
	
	phosphorus
	silt
	
	0.114128462
	[23]

	411
	pot
	5.01
	
	
	
	
	
	phosphorus
	silt
	
	0.299311077
	[23]

	412
	pot
	5.37
	
	
	
	
	
	phosphorus
	silt
	
	0.011441297
	[23]

	413
	incubation
	5.43
	0.31
	8.68
	
	
	13.93
	NO
	fine
	
	-0.001685784
	[23]

	414
	incubation
	5.43
	0.31
	8.68
	
	
	13.93
	NO
	fine
	
	-0.000747906
	[23]

	415
	incubation
	5.43
	0.31
	8.68
	
	
	13.93
	NO
	fine
	
	-0.226151724
	[23]

	416
	incubation
	5.43
	0.31
	8.68
	
	
	13.93
	NO
	fine
	
	0.215172737
	[23]

	417
	incubation
	6.2
	0.36
	5.09
	
	
	3.98
	NO
	coarse
	
	-0.008747755
	[23]

	418
	incubation
	6.2
	0.36
	5.09
	
	
	3.98
	NO
	coarse
	
	0.028437798
	[23]

	419
	incubation
	6.2
	0.36
	5.09
	
	
	3.98
	NO
	coarse
	
	-0.031433106
	[23]

	420
	incubation
	6.2
	0.36
	5.09
	
	
	3.98
	NO
	coarse
	
	0.080141782
	[23]

	421
	pot
	6.2
	0.36
	5.09
	
	
	3.98
	NO
	coarse
	
	0.382981309
	[23]

	422
	incubation
	5.43
	0.31
	8.68
	
	
	13.93
	NO
	fine
	
	-0.001415374
	[23]

	423
	incubation
	5.43
	0.31
	8.68
	
	
	13.93
	NO
	fine
	
	-0.000510014
	[23]

	424
	incubation
	5.43
	0.31
	8.68
	
	
	13.93
	NO
	fine
	
	-0.186141318
	[23]

	425
	incubation
	5.43
	0.31
	8.68
	
	
	13.93
	NO
	fine
	
	0.0712941
	[23]

	426
	incubation
	5.43
	0.31
	8.68
	
	
	13.93
	NO
	fine
	
	0.447774937
	[23]

	427
	incubation
	6.2
	0.36
	5.09
	
	
	3.98
	NO
	coarse
	
	-0.002341565
	[23]

	428
	incubation
	6.2
	0.36
	5.09
	
	
	3.98
	NO
	coarse
	
	-0.03106978
	[23]

	429
	incubation
	6.2
	0.36
	5.09
	
	
	3.98
	NO
	coarse
	
	0.018093356
	[23]

	430
	pot
	6.2
	0.36
	5.09
	
	
	3.98
	NO
	coarse
	
	0.168760344
	[23]

	431
	incubation
	5.43
	0.31
	8.68
	
	
	13.93
	NO
	fine
	
	0.298972442
	[23]

	432
	incubation
	6.2
	0.36
	5.09
	
	
	3.98
	NO
	coarse
	
	-0.005226295
	[23]

	433
	pot
	5.01
	
	
	
	
	
	phosphorus
	silt
	
	0.309293108
	[23]

	434
	pot
	5.37
	
	
	
	
	
	phosphorus
	silt
	
	0.112765403
	[23]

	435
	field
	7.89
	
	27.4
	8.59
	
	9.47
	phosphorus
	loam
	
	0.539145907
	[24]

	436
	field
	7.89
	
	27.4
	8.59
	
	9.47
	phosphorus
	loam
	
	0.527363184
	[24]

	437
	field
	7.89
	
	27.4
	8.59
	
	9.47
	phosphorus
	loam
	
	0.449419569
	[24]

	438
	field
	7.89
	
	27.4
	8.59
	
	9.47
	phosphorus
	loam
	
	0.391459075
	[24]

	439
	field
	7.89
	
	27.4
	8.59
	
	9.47
	phosphorus
	loam
	
	0.549822064
	[24]

	440
	field
	7.89
	
	27.4
	8.59
	
	9.47
	phosphorus
	loam
	
	0.43946932
	[24]

	441
	incubation
	6.77
	
	15.41
	39.53
	1.16
	
	OR
	medium
	
	1.215686275
	[25]

	442
	incubation
	6.77
	
	15.41
	39.53
	1.16
	
	OR
	medium
	
	0.575163399
	[25]

	443
	incubation
	5.39
	0.246
	2.82
	95.67
	
	
	NO
	clay
	
	0.772277228
	[26]

	444
	incubation
	7.94
	0.223
	7.79
	79.33
	
	
	NO
	loam
	
	0.478899083
	[26]

	445
	incubation
	8.35
	0.38
	15.25
	67.67
	
	
	NO
	fine
	
	0.51572327
	[26]

	446
	incubation
	5.39
	0.246
	2.82
	95.67
	
	
	NO
	clay
	
	0.356435644
	[26]

	447
	incubation
	7.94
	0.223
	7.79
	79.33
	
	
	NO
	loam
	
	0.28440367
	[26]

	448
	incubation
	8.35
	0.38
	15.25
	67.67
	
	
	NO
	fine
	
	0.237421384
	[26]

	449
	incubation
	5.39
	0.246
	2.82
	95.67
	
	
	NO
	clay
	
	0.04950495
	[26]

	450
	incubation
	7.94
	0.223
	7.79
	79.33
	
	
	NO
	loam
	
	0.130275229
	[26]

	451
	incubation
	8.35
	0.38
	15.25
	67.67
	
	
	NO
	fine
	
	0.147798742
	[26]

	452
	incubation
	5.39
	0.246
	2.82
	95.67
	
	
	NO
	clay
	
	0.977142857
	[26]

	453
	incubation
	7.94
	0.223
	7.79
	79.33
	
	
	NO
	loam
	
	0.571678322
	[26]

	454
	incubation
	8.35
	0.38
	15.25
	67.67
	
	
	NO
	fine
	
	0.324570273
	[26]

	455
	incubation
	5.39
	0.246
	2.82
	95.67
	
	
	NO
	clay
	
	0.588571429
	[26]

	456
	incubation
	7.94
	0.223
	7.79
	79.33
	
	
	NO
	loam
	
	0.63986014
	[26]

	457
	incubation
	8.35
	0.38
	15.25
	67.67
	
	
	NO
	fine
	
	0.122345804
	[26]

	458
	incubation
	5.39
	0.246
	2.82
	95.67
	
	
	NO
	clay
	
	0.108571429
	[26]

	459
	incubation
	7.94
	0.223
	7.79
	79.33
	
	
	NO
	loam
	
	0.246503497
	[26]

	460
	incubation
	8.35
	0.38
	15.25
	67.67
	
	
	NO
	fine
	
	0.061678463
	[26]

	461
	incubation
	5.39
	0.246
	2.82
	95.67
	
	
	NO
	clay
	
	0.718446602
	[26]

	462
	incubation
	7.94
	0.223
	7.79
	79.33
	
	
	NO
	loam
	
	0.329192547
	[26]

	463
	incubation
	8.35
	0.38
	15.25
	67.67
	
	
	NO
	fine
	
	0.315384615
	[26]

	464
	incubation
	5.39
	0.246
	2.82
	95.67
	
	
	NO
	clay
	
	0.247572816
	[26]

	465
	incubation
	7.94
	0.223
	7.79
	79.33
	
	
	NO
	loam
	
	0.391304348
	[26]

	466
	incubation
	8.35
	0.38
	15.25
	67.67
	
	
	NO
	fine
	
	0.2
	[26]

	467
	incubation
	5.39
	0.246
	2.82
	95.67
	
	
	NO
	clay
	
	0.169902913
	[26]

	468
	incubation
	7.94
	0.223
	7.79
	79.33
	
	
	NO
	loam
	
	0.131677019
	[26]

	469
	incubation
	8.35
	0.38
	15.25
	67.67
	
	
	NO
	fine
	
	0.084615385
	[26]

	470
	incubation
	5.39
	0.246
	2.82
	95.67
	
	
	NO
	clay
	
	0.490506329
	[26]

	471
	incubation
	7.94
	0.223
	7.79
	79.33
	
	
	NO
	loam
	
	0.257545272
	[26]

	472
	incubation
	8.35
	0.38
	15.25
	67.67
	
	
	NO
	fine
	
	0.325153374
	[26]

	473
	incubation
	5.39
	0.246
	2.82
	95.67
	
	
	NO
	clay
	
	0.17721519
	[26]

	474
	incubation
	7.94
	0.223
	7.79
	79.33
	
	
	NO
	loam
	
	0.29778672
	[26]

	475
	incubation
	8.35
	0.38
	15.25
	67.67
	
	
	NO
	fine
	
	0.147239264
	[26]

	476
	incubation
	5.39
	0.246
	2.82
	95.67
	
	
	NO
	clay
	
	0.079113924
	[26]

	477
	incubation
	7.94
	0.223
	7.79
	79.33
	
	
	NO
	loam
	
	0.116700201
	[26]

	478
	incubation
	8.35
	0.38
	15.25
	67.67
	
	
	NO
	fine
	
	0.049079755
	[26]

	479
	incubation
	5.39
	0.246
	2.82
	95.67
	
	
	NO
	clay
	
	0.632286996
	[26]

	480
	incubation
	7.94
	0.223
	7.79
	79.33
	
	
	NO
	loam
	
	0.341127923
	[26]

	481
	incubation
	8.35
	0.38
	15.25
	67.67
	
	
	NO
	fine
	
	0.25
	[26]

	482
	incubation
	5.39
	0.246
	2.82
	95.67
	
	
	NO
	clay
	
	0.170403587
	[26]

	483
	incubation
	7.94
	0.223
	7.79
	79.33
	
	
	NO
	loam
	
	0.389270977
	[26]

	484
	incubation
	8.35
	0.38
	15.25
	67.67
	
	
	NO
	fine
	
	0.1
	[26]

	485
	incubation
	5.39
	0.246
	2.82
	95.67
	
	
	NO
	clay
	
	0.098654709
	[26]

	486
	incubation
	7.94
	0.223
	7.79
	79.33
	
	
	NO
	loam
	
	0.116918845
	[26]

	487
	incubation
	8.35
	0.38
	15.25
	67.67
	
	
	NO
	fine
	
	0.05
	[26]

	488
	incubation
	5.39
	0.246
	2.82
	95.67
	
	
	NO
	clay
	
	0.708695652
	[26]

	489
	incubation
	8.35
	0.38
	15.25
	67.67
	
	
	NO
	fine
	
	0.307692308
	[26]

	490
	incubation
	7.94
	0.223
	7.79
	79.33
	
	
	NO
	loam
	
	0.573729864
	[26]

	491
	incubation
	5.39
	0.246
	2.82
	95.67
	
	
	NO
	clay
	
	0.147826087
	[26]

	492
	incubation
	8.35
	0.38
	15.25
	67.67
	
	
	NO
	fine
	
	0.06993007
	[26]

	493
	incubation
	7.94
	0.223
	7.79
	79.33
	
	
	NO
	loam
	
	0.425030979
	[26]

	494
	incubation
	7.94
	0.223
	7.79
	79.33
	
	
	NO
	loam
	
	0.083023544
	[26]

	495
	incubation
	8.35
	0.38
	15.25
	67.67
	
	
	NO
	fine
	
	0.020979021
	[26]

	496
	field
	8.36
	0.26
	4.38
	6.85
	
	
	OR
	medium
	
	0.126126126
	[27]

	497
	field
	8.36
	0.26
	4.38
	6.85
	
	
	OR
	medium
	
	0.816816817
	[27]

	498
	field
	8.36
	0.26
	4.38
	6.85
	
	
	OR
	medium
	
	0.36036036
	[27]

	499
	field
	8.36
	0.26
	4.38
	6.85
	
	
	OR
	medium
	
	0.158878505
	[27]

	500
	field
	8.36
	0.26
	4.38
	6.85
	
	
	OR
	medium
	
	0.588785047
	[27]

	501
	field
	8.36
	0.26
	4.38
	6.85
	
	
	OR
	medium
	
	0.885913853
	[27]

	502
	field
	8.36
	0.26
	4.38
	6.85
	
	
	OR
	medium
	
	0.920838184
	[27]

	503
	field
	8.36
	
	4.38
	6.85
	
	
	OR
	medium
	
	1.289719626
	[27]

	504
	field
	8.36
	
	4.38
	6.85
	
	
	OR
	medium
	
	1.142025611
	[27]

	505
	incubation
	8.98
	0.979
	11.04
	
	
	3.68
	NO
	silt
	220
	1.115347298
	[28]

	506
	incubation
	8.98
	0.979
	11.04
	
	
	3.68
	NO
	silt
	220
	0.963422464
	[28]

	507
	incubation
	8.98
	0.979
	11.04
	
	
	3.68
	NO
	silt
	220
	0.668683294
	[28]

	508
	incubation
	8.98
	0.979
	11.04
	
	
	3.68
	NO
	silt
	220
	0.405627533
	[28]

	509
	incubation
	8.98
	0.979
	11.04
	
	
	3.68
	NO
	silt
	220
	1.461809062
	[28]

	510
	incubation
	8.98
	0.979
	11.04
	
	
	3.68
	NO
	silt
	220
	0.860905216
	[28]

	511
	incubation
	8.98
	0.979
	11.04
	
	
	3.68
	phosphorus
	silt
	220
	1.939440444
	[28]

	512
	incubation
	8.98
	0.979
	11.04
	
	
	3.68
	NO
	silt
	220
	0.393181779
	[28]

	513
	incubation
	8.98
	0.979
	11.04
	
	
	3.68
	phosphorus
	silt
	220
	2.305394877
	[28]

	514
	incubation
	8.98
	0.979
	11.04
	
	
	3.68
	NO
	silt
	220
	0.277479158
	[28]

	515
	incubation
	8.98
	0.979
	11.04
	
	
	3.68
	phosphorus
	silt
	220
	2.588714437
	[28]

	516
	incubation
	8.98
	
	11.04
	
	
	3.68
	phosphorus
	silt
	220
	-0.008381537
	[28]

	517
	incubation
	
	0.45
	4.58
	30.28
	
	5.69
	phosphorus
	fine
	
	3.256926952
	[29]

	518
	incubation
	
	0.45
	4.58
	30.28
	
	5.69
	phosphorus
	fine
	
	3.093198992
	[29]

	519
	incubation
	
	0.45
	4.58
	30.28
	
	5.69
	phosphorus
	fine
	
	2.513853904
	[29]

	520
	incubation
	5.96
	0.344
	8.34
	15.79
	
	
	phosphorus
	clay
	
	0.503311258
	[30]

	521
	incubation
	5.96
	0.344
	8.34
	15.79
	
	
	phosphorus
	clay
	
	0.225165563
	[30]

	522
	incubation
	5.96
	0.344
	8.34
	15.79
	
	
	phosphorus
	clay
	
	0.112582781
	[30]

	523
	incubation
	5.96
	0.344
	8.34
	15.79
	
	
	phosphorus
	clay
	
	0.17218543
	[30]

	524
	pot
	6.8
	
	6.89
	
	0.5383
	
	phosphorus
	medium
	
	0.894994722
	[31]

	525
	pot
	6.8
	
	6.89
	
	0.5383
	
	phosphorus
	medium
	
	0.607763904
	[31]

	526
	pot
	6.8
	
	6.89
	
	0.5383
	
	phosphorus
	medium
	
	0.397250568
	[31]

	527
	pot
	6.8
	
	6.89
	
	0.5383
	
	phosphorus
	medium
	
	0.218248881
	[31]

	528
	pot
	6.8
	
	6.89
	
	0.5383
	
	phosphorus
	medium
	
	0.941147975
	[31]

	529
	pot
	6.8
	
	6.89
	
	0.5383
	
	phosphorus
	medium
	
	0.737527362
	[31]

	530
	pot
	6.8
	
	6.89
	
	0.5383
	
	phosphorus
	medium
	
	0.912094321
	[31]

	531
	pot
	6.8
	
	6.89
	
	0.5383
	
	phosphorus
	medium
	
	0.477902162
	[31]

	532
	pot
	5.52
	0.63
	30.88
	70.43
	
	
	NO
	medium
	
	2.740284974
	[32]

	533
	pot
	5.52
	0.63
	30.88
	70.43
	
	
	NO
	medium
	
	1.372733161
	[32]

	534
	pot
	5.52
	0.63
	30.88
	70.43
	
	
	NO
	medium
	
	0.464702073
	[32]


NO: No fertilization; phosphorus: Inorganic fertilization; OR: Organic fertilization; OR-IN: Compound fertilization.
Appendix S1
A list of 32 published papers, from which data on soil, soil phosphorus content and biochar, were extracted for machine learning models.
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[2]	Gerdelidani Arzhang Fathi, Hosseini Hossein Mirseyed. (2018). Effects of sugar cane bagasse biochar and spent mushroom compost on phosphorus fractionation in calcareous soils. Soil Research, 56, 136-144. https://doi.org/10.1071/SR17091
[3]	J.A. SuraniChathurika, DarshaniKumaragamage, FrancisZvomuya, Olalekan O.Akinremi, Donald N.Flaten, Srimathie P.Indraratne, and Warshi S.Dandeniya. (2016). Woodchip biochar with or without synthetic fertilizers affects soil properties and available phosphorus in two alkaline, chernozemic soils. Canadian Journal of Soil Science, 96(4): 472-484. https://doi.org/10.1139/cjss-2015-0094
[4]	Chuifan Zhou, Kate Heal, Mulualem Tigabu, Lidan Xia, Huaying Hu, Danyang Yin, Xiangqing Ma. (2020). Biochar addition to forest plantation soil enhances phosphorus availability and soil bacterial community diversity. Forest Ecology and Management, Volume 455, 2020, 117635, ISSN 0378-1127. https://doi.org/10.1016/j.foreco.2019.117635
[5]	Mahmoud, E., Ibrahim, M., Abd El-Rahman, L., Khader, A. (2018). Effect of biochar with and without phosphorus fertilizers on phosphorus fractions, wheat yield and microbal biomass carbon in alkaline soil. Menoufia Journal of Soil Science, 2018; 3(5): 225-239. https://10.21608/mjss.2018.175654
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