Prenatal androgenization modifies H3K9me3 binding in the promoter of the androgen receptor gene in the arcuate nucleus of the adult female mouse
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Supplemental data[image: ]
Fig. S1. ChIP-qPCR analysis of H3K9me3, H3K27ac or SP1 binding in the ARC of adult or GD18.5 VEH or PNA mice targeting intergenic regions as negative controls. Bar graphs show enrichment of (a) H3K9me3 and IgG in the adult ARC, (b) H3K27ac and IgG in the adult ARC, (c) SP1 and IgG in the adult ARC, (d) H3K9me3 and IgG in the GD18.5 ARC in the selected intergenic regions. Data shown are means ± SEM (n=5-8). Abbreviation: IntReg, intergenic region.
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