
1Supplemental Table S1. 
Stress  References Plant species Tissue of interest Analytical approach 

heat 

Kaplan et al., 2004 Arabidopsis thaliana aerial tissues GC-MS 
Luengwilai et al., 2012 Solanum lycopersicum fruit pericarp GC-MS 
Sun et al., 2016 Zea mays leaf NMR 
Paupière et al., 2017 S. lycopersicum pollen LC–QTOF–MS 
Das et al., 2017 Glycine max leaf UPLC-MS/MS 
Sang et al., 2017 Lycopersicon esculentum  seedling MALDI-TOF/TOF 
Thomason et al., 2018 Triticum aestivum leaf LC/HRMS 
Wang et al., 2018 T. aestivum grain LC-MS/MS 
Paupière et al., 2020 S. lycopersicum leaf LC-QTOF-MS 

cold  

Kaplan et al., 2007 A. thaliana aerial tissues GC-MS 
Welti et al., 2002 A. thaliana rosettes LC-MS/MS 
Kaplan et al., 2004 A. thaliana aerial tissues GC-MS 
Gray and Heath, 2005 A. thaliana seedlings LC-MS  
Caldana et al., 2011 A. thaliana rosettes GC-MS 

Guevara et al., 2012 Thellungiella salsuginea leaf  GC-MS 

Benina et al., 2013 
Haberlea rhodopensis, 
Thellungiella halophyla, and A. 
thaliana  

leaf GC-MS 

Zhao et al., 2019 T. aestivum seedlings LC-MS  

freezing  Hannah, 2006 A. thaliana leaf GC/TOFMS 
Korn et al., 2010 A. thaliana leaf GC-MS 

water-deficit  

Urano et al., 2009 A. thaliana aerial tissues GC/TOFMS, 
CE-MS 

Yang et al., 2007 Oryza sativa leaf HPLC 
Antonio et al., 2008 Lupinus albus stem  PGC-LCESI-MS 
Skirycz et al., 2010 A. thaliana leaf GC/TOFMS 



Bowne et al., 2012 T. aestivum leaf GC-MS 
Erxleben et al., 2012 Physcomitrium patens Multiple tissues GC-MS 
Witt et al., 2012 Z. mays Multiple tissues GC-TOFMS 
Sicher and Barnaby, 2012 Z. mays leaf UPLC-GC/MS 
Gechev et al., 2013 H. rhodopensis leaf GC-MS, LC-MS 
Wang et al., 2021 Poa crymophila Keng seeds LC-MS  

high light 
exposure   

Wulff-Zottele et al., 2010 A. thaliana leaf GC-MS 
Caldana et al., 2011 A. thaliana rosettes GC-MS 
Küstner et al., 2019 A. thaliana rosettes LC-MS/MS 

1Supplemental Table S1 summarizes previous metabolomics studies of plant responses to stress caused by heat, cold, freezing, 
water-deficit, and high light exposure. The table provides a reference to each report, the plant species, tissue studied, and the 
analytical approach used for the analysis. 
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