Table S1 The list of transcription factors (TFs) functionally involved in drought tolerance
	TF family
	Group
	TF name
	Species
	Gene manipulation
	Recipient species
	Effect on drought tolerance
	Reference

	NAC
	TERN
	GhNAC79
	Cotton
	Overexpression/Silence
	Cotton
	Enhanced/Reduced
	(Guo et al. 2017)

	
	ONAC022
	JUNGBRUNNEN1
	Arabidopsis
	Overexpression
	Arabidopsis
	Enhanced
	(Ebrahimian-Motlagh et al. 2017)

	
	
	ONAC022
	Rice
	Overexpression
	Rice
	Enhanced
	(Hong et al. 2016)

	
	
	ONAC066
	Rice
	Overexpression/Silence
	Rice
	Enhanced/Reduced
	(Yuan et al. 2019)

	
	
	ONAC095
	Rice
	Silence
	Rice
	Enhanced
	(Huang et al. 2016b)

	
	
	MusaNAC042
	Banana
	Overexpression
	Banana
	Enhanced
	(Tak et al. 2017)

	
	
	GmNAC81
	Soybean
	Overexpression
	Soybean
	Reduced
	(Ferreira et al. 2020)

	
	
	JUNGBRUNNEN1
	Tomato
	Silence
	Tomato
	Reduced
	(Thirumalaikumar et al. 2018)

	
	
	MlNAC9
	Miscanthus
	Overexpression
	Arabidopsis
	Enhanced
	(Zhao et al. 2016b)

	
	SENU5
	MlNAC10
	Miscanthus
	Overexpression
	Arabidopsis
	Enhanced
	(He et al. 2019)

	
	
	LpNAC13
	Lily
	Overexpression
	Tobacco
	Reduced
	(Wang et al. 2020e)

	
	
	ZmNAC48
	Maize
	Overexpression
	Arabidopsis
	Enhanced
	(Mao et al. 2021)

	
	NAP
	NAC
	Medicago
	Overexpression
	Arabidopsis
	Enhanced
	(Wang 2013)

	
	
	OsNAC10
	Rice
	Overexpression
	Rice
	Enhanced
	(Jeong et al. 2010)

	
	
	OsNAP
	Rice
	Overexpression
	Rice
	Enhanced
	(Chen et al. 2014)

	
	
	OsNAC14
	Rice
	Overexpression
	Rice
	Enhanced
	(Shim et al. 2018)

	
	
	TaNAC69
	Wheat
	Overexpression
	Wheat
	Enhanced
	(Xue et al. 2011)

	
	
	TaNAC29
	Wheat
	Overexpression
	Arabidopsis
	Enhanced
	(Huang et al. 2015)

	
	
	PeSNAC-1
	Moso bamboo
	Overexpression
	Rice
	Enhanced
	(Hou et al. 2020a)

	
	
	SlNAC35
	Tomato
	Overexpression
	Tobacco
	Enhanced
	(Wang et al. 2016c)

	
	
	SlNAP1
	Tomato
	Overexpression
	Tomato
	Enhanced
	(Wang et al. 2020c)

	
	
	ZmNAC111
	Maize
	Overexpression/Silence
	Maize
	Enhanced/Reduced
	(Mao et al. 2015)

	
	AtNAC3
	AmNAC11
	Ammopiptanthus mongolicus
	Overexpression
	Arabidopsis
	Enhanced
	(Pang et al. 2019)

	
	
	CarNAC4
	Chickpea
	Overexpression
	Arabidopsis
	Enhanced
	(Yu et al. 2016b)

	
	
	GmNAC8
	Soybean
	Overexpression/Mutation
	Soybean
	Enhanced/Reduced
	(Yang et al. 2020a)

	
	
	ANAC055
	Arabidopsis
	Overexpression/Mutation
	Arabidopsis
	Enhanced/Reduced
	(Fu et al. 2018)

	
	
	ANAC019
	Arabidopsis
	Overexpression
	Arabidopsis
	Enhanced
	(Tran et al. 2004)

	
	
	ANAC072
	Arabidopsis
	Overexpression
	Arabidopsis
	Enhanced
	(Tran et al. 2004)

	
	
	PwNAC11
	Picea wilsonii
	Overexpression
	Arabidopsis
	Enhanced
	(Yu et al. 2021)

	
	
	PtrNAC72
	Poncirus trifoliata
	Overexpression
	Tobacco
	Reduced
	(Wu et al. 2016)

	
	
	OoNAC72
	Oxytropis ochrocephala
	Overexpression
	Arabidopsis
	Enhanced
	(Guan et al. 2019)

	
	
	AhNAC3
	Peanut
	Overexpression
	Tobacco
	Enhanced
	(Liu et al. 2013c)

	
	
	BoNAC019
	Cabbage
	Overexpression
	Arabidopsis
	Reduced
	(Wang et al. 2018c)

	
	
	CcNAC1
	Jute
	Overexpression
	Jute
	Enhanced
	(Zhang et al. 2021)

	
	
	MuNAC4
	Horsegram
	Overexpression
	Groundnut
	Enhanced
	(Pandurangaiah et al. 2014)

	
	
	RhNAC3
	Rose
	Overexpression
	Arabidopsis
	Enhanced
	(Jiang et al. 2014)

	
	
	PeNAC036
	Poplar
	Overexpression
	Arabidopsis
	Enhanced
	(Lu et al. 2018)

	
	
	VaNAC17
	Grape
	Overexpression
	Arabidopsis
	Enhanced
	(Su et al. 2020)

	
	
	VvNAC17
	Grape
	Overexpression
	Arabidopsis
	Enhanced
	(Ju et al. 2020b)

	
	ATAF
	ATAF1
	Arabidopsis
	Overexpression
	Arabidopsis
	Enhanced
	(Wu et al. 2009b)

	
	
	SlNAC4
	Tomato
	Silence
	Tomato
	Reduced
	(Zhu et al. 2014b)

	
	
	MdNAC143
	Apple
	Overexpression
	Arabidopsis
	Enhanced
	(Ji et al. 2020)

	
	
	GhirNAC2
	Cotton
	Silence
	Cotton
	Reduced
	(Shang et al. 2020)

	
	
	GhNAC2
	Cotton
	Overexpression
	Arabidopsis/Cotton
	Enhanced
	(Gunapati et al. 2016)

	
	
	GmNAC109
	Soybean
	Overexpression
	Arabidopsis
	Enhanced
	(Nguyen et al. 2019; Yang et al. 2019b)

	
	
	HaNAC1
	Haloxylon ammodendron
	Overexpression
	Arabidopsis
	Enhanced
	(Gong et al. 2020)

	
	
	CmNAC1
	Pumpkin
	Overexpression
	Arabidopsis
	Enhanced
	(Cao et al. 2017)

	
	
	EcNAC1
	Finger millet
	Overexpression
	Tobacco
	Enhanced
	(Ramegowda et al. 2012)

	
	
	ZmNAC33
	Maize
	Overexpression
	Arabidopsis
	Enhanced
	(Liu et al. 2019c)

	
	
	OsNAC6
	Rice
	Overexpression/Mutation
	Rice
	Enhanced/Reduced
	(Nakashima et al. 2007; Lee et al. 2017)

	
	
	OsNAC5
	Rice
	Overexpression
	Rice
	Enhanced
	(Chung et al. 2018)

	
	
	MfNACsa
	Medicago
	Overexpression/Mutation
	Medicago
	Enhanced/Reduced
	(Duan et al. 2017)

	
	
	TaNAC2a
	Wheat
	Overexpression
	Tobacco
	Enhanced
	(Tang et al. 2012b)

	
	
	TaNAC67
	Wheat
	Overexpression
	Arabidopsis
	Enhanced
	(Mao et al. 2014)

	
	
	TaNAC47
	Wheat
	Overexpression
	Arabidopsis
	Enhanced
	(Zhang et al. 2015b)

	
	
	CaNAC46
	Pepper
	Overexpression
	Arabidopsis
	Enhanced
	(Ma et al. 2021)

	
	
	PbeNAC1
	Pyrus
	Overexpression
	Tobacco
	Enhanced
	(Jin et al. 2017)

	
	
	MlNAC5
	Miscanthus
	Overexpression
	Arabidopsis
	Enhanced
	(Yang et al. 2015)

	
	
	AaNAC1
	Artemisia annua
	Overexpression
	Artemisia annua
	Enhanced
	(Lv et al. 2016)

	
	
	VvNAC08
	Grape
	Overexpression
	Arabidopsis
	Enhanced
	(Ju et al. 2020a)

	
	
	StNAC053
	Potato
	Overexpression
	Arabidopsis
	Enhanced
	(Wang et al. 2021d)

	
	
	FaNAC2
	Strawberry
	Overexpression
	Tobacco
	Enhanced
	(Liang et al. 2020)

	
	
	LlNAC2
	Lily
	Overexpression
	Arabidopsis
	Enhanced
	(Yong et al. 2019b)

	
	
	PeNAC034
	Poplar
	Overexpression
	Arabidopsis
	Reduced
	(Lu et al. 2018)

	
	
	PeNAC045
	Poplar
	Overexpression
	Poplar
	Reduced
	(Lu et al. 2018)

	
	
	CpNAC68
	Wintersweet
	Overexpression
	Arabidopsis
	Enhanced
	(Lin et al. 2021)

	
	OsNAC3
	MusaSNAC1
	Banana
	Overexpression
	Banana
	Enhanced
	(Negi et al. 2018)

	
	
	OsNAC9(SNAC1)
	Rice
	Overexpression
	Rice, wheat, Cotton
	Enhanced
	(Redillas et al. 2012; Hu et al. 2006; Liu et al. 2014c; Saad et al. 2013)

	
	
	ZmNAC55
	Maize
	Overexpression
	Arabidopsis
	Enhanced
	(Mao et al. 2016)

	
	
	ZmSNAC1
	Maize
	Overexpression
	Arabidopsis
	Enhanced
	(Lu et al. 2012)

	
	
	ZmNAC49
	Maize
	Overexpression
	Maize
	Enhanced
	(Xiang et al. 2021c)

	
	
	ZmNAC080308
	Maize
	Overexpression
	Arabidopsis
	Enhanced
	(Wang et al. 2021c)

	
	
	MlNAC12
	Miscanthus
	Overexpression
	Arabidopsis
	Enhanced
	(Yang et al. 2018a)

	
	
	EcNAC67
	Finger millet
	Overexpression
	Rice
	Enhanced
	(Rahman et al. 2016)

	
	
	TaNAC2D
	Wheat
	Overexpression
	Arabidopsis
	Enhanced or Reduced
	(Huang and Wang 2016)

	
	
	TaSNAC4-3A
	Wheat
	Overexpression
	Arabidopsis
	Enhanced
	(Mei et al. 2021)

	
	
	TaNAC2
	Wheat
	Overexpression
	Arabidopsis
	Enhanced
	(Mao et al. 2012)

	
	NAC2
	NAC016
	Arabidopsis
	Overexpression/Mutation
	Arabidopsis
	Reduced/Enhanced
	(Sakuraba et al. 2015)

	
	
	NTL4
	Arabidopsis
	Overexpression/Mutation
	Arabidopsis
	Reduced/Enhanced
	(Lee et al. 2012)

	
	
	SlNAC7
	Tomato
	Overexpression
	Arabidopsis
	Enhanced
	(Wang et al. 2021b)

	
	
	SlSRN1
	Tomato
	Silence
	Tomato
	Enhanced
	(Liu et al. 2014a)

	
	ANACO11
	ANAC096
	Arabidopsis
	Overexpression/mutation
	Arabidopsis
	Enhanced/Reduced
	(Xu et al. 2013)

	
	
	ANAC069
	Arabidopsis
	Overexpression/Silence
	Arabidopsis
	Reduced/Enhanced
	(He et al. 2017)

	
	
	SlNAC6
	Tomato
	Overexpression/Silence
	Tomato
	Enhanced/Reduced
	(Jian et al. 2021)

	
	TIP
	NTL6
	Arabidopsis
	Overexpression/Silence
	Arabidopsis
	Enhanced/Reduced
	(Kim et al. 2012)

	
	
	SlNAC1
	Suaeda liaotungensis
	Overexpression
	Arabidopsis
	Enhanced
	(Li et al. 2014c)

	
	OsNAC8
	-
	-
	-
	-
	-
	

	
	OsNAC7
	-
	-
	-
	-
	-
	

	
	NAC1
	OMTN4
	Rice
	Overexpression
	Rice
	Reduced
	(Fang et al. 2014)

	
	
	OMTN6
	Rice
	Overexpression
	Rice
	Reduced
	(Fang et al. 2014)

	
	
	PheNAC3
	Moso bamboo
	Overexpression
	Arabidopsis
	Enhanced
	(Xie et al. 2020)

	
	
	PeNAC070
	Poplar
	Overexpression
	Arabidopsis
	Enhanced
	(Lu et al. 2017)

	
	NAM
	OMTN2
	Rice
	Overexpression
	Rice
	Reduced
	(Fang et al. 2014)

	
	
	OMTN3
	Rice
	Overexpression
	Rice
	Reduced
	(Fang et al. 2014)

	
	
	OsNAC2
	Rice
	Overexpression/Silence
	Rice
	Reduced/Enhanced
	(Shen et al. 2017)

	
	
	ONAC045
	Rice
	Overexpression
	Rice
	Enhanced
	(Zheng et al. 2009)

	
	
	TaRNAC1
	Wheat
	Overexpression
	Wheat
	Enhanced
	(Chen et al. 2018)

	
	
	RhNAC2
	Rose
	Overexpression
	Arabidopsis
	Enhanced
	(Dai et al. 2012)

	
	
	SlNAC2
	Tomato
	Overexpression
	Arabidopsis, Tobacco
	Enhanced
	(Borgohain et al. 2019; van Beek et al. 2021)

	
	ANAC001
	-
	-
	-
	-
	-
	

	
	ONAC003
	OsNAC006
	Rice
	Mutation
	Rice
	Reduced
	(Wang et al. 2020a)

	
	
	SNAC3
	Rice
	Overexpression/Silence
	Rice
	Enhanced/Reduced
	(Fang et al. 2015)

	
	
	ZmNAC84
	Maize
	Overexpression
	Maize, Tobacco
	Enhanced
	(Zhu et al. 2016a; Han et al. 2021)

	
	ONAC001
	-
	-
	-
	-
	-
	

	
	ANAC063
	-
	-
	-
	-
	-
	

	
	unclassified
	MdNAC1
	Apple
	Overexpression
	Apple
	Enhanced
	(Jia et al. 2019)

	
	
	SlNAC8
	Suaeda liaotungensis
	Overexpression
	Arabidopsis
	Enhanced
	(Wu et al. 2018)

	
	
	GmNAC019
	Soybean
	Overexpression
	Arabidopsis
	Enhanced
	(Hoang et al. 2019)

	
	
	PwNAC2
	Picea wilsonii
	Overexpression
	Arabidopsis
	Enhanced
	(Zhang et al. 2018b)

	
	
	TsNAC1
	Thellungiella halophile
	Overexpression
	Thellungiella halophile
	Enhanced
	(Liu et al. 2019a)

	ERF
	A1
	MbDREB1
	Apple
	Overexpression
	Arabidopsis
	Enhanced
	(Yang et al. 2011)

	
	
	AtDREB1A
	Arabidopsis
	Overexpression
	Salvia miltiorrhiza, Arabidopsis，Rice
	Enhanced
	(Wei et al. 2016; Ravikumar et al. 2014; Kasuga et al. 1999)

	
	
	AtDREB1C
	Arabidopsis
	Overexpression
	Salvia miltiorrhiza
	Enhanced
	(Wei et al. 2017c)

	
	
	DREB1D
	Arabidopsis
	Overexpression
	Soybean
	Enhanced
	(Guttikonda et al. 2014)

	
	
	FTL1/DDF1
	Arabidopsis
	Overexpression
	Arabidopsis
	Enhanced
	(Kang et al. 2011)

	
	
	CBF4
	Arabidopsis
	Overexpression
	Arabidopsis
	Enhanced
	(Haake et al. 2002)

	
	
	OsDREB1A
	Rice
	Overexpression
	Arabidopsis, Rice
	Enhanced
	(Dubouzet et al. 2003)

	
	
	ClCBF1
	Chrysanthemum
	Overexpression
	Chrysanthemum
	Enhanced
	(Gao et al. 2018b)

	
	
	MrCBF2
	Muscadinia rotundifolia
	Overexpression
	Arabidopsis
	Enhanced
	(Wu et al. 2017)

	
	A2
	AmDREB2C
	Ammopiptanthus mongolicus
	Overexpression
	Arabidopsis
	Enhanced
	(Yin et al. 2018)

	
	
	FaDREB2
	Festuca arundinacea Schreb
	Overexpression
	paper mulberry
	Enhanced
	(Li et al. 2011)

	
	
	DREB2A
	Arabidopsis
	Overexpression
	Arabidopsis
	Enhanced
	(Sakuma et al. 2006)

	
	
	OsDREB2A
	Rice
	Overexpression
	Rice
	Enhanced
	(Cui et al. 2011)

	
	
	PeDREB2L
	Poplar
	Overexpression
	Arabidopsis
	Enhanced
	(Chen et al. 2011)

	
	
	VrDREB2A
	Mung bean
	Overexpression
	Arabidopsis
	Enhanced
	(Chen et al. 2016)

	
	
	VuDREB2A
	Cowpea
	Overexpression
	Arabidopsis
	Enhanced
	(Sadhukhan et al. 2014)

	
	A3
	ABI4
	Arabidopsis
	Mutation
	Arabidopsis
	Reduced
	(Khan et al. 2020)

	
	A4
	TINY
	Arabidopsis
	Overexpression/Mutation
	Arabidopsis
	Enhanced/Reduced
	(Xie et al. 2019)

	
	
	HARDY
	Arabidopsis
	Overexpression
	Arabidopsis,Rice,Trifolium alexandrinum L.
	Enhanced
	(Abogadallah et al. 2011; Karaba et al. 2007)

	
	
	OsAP21
	Rice
	Overexpression
	Arabidopsis
	Enhanced
	(Jin et al. 2013)

	
	A5
	NtERF172
	Tobacco
	Overexpression/Silence
	Tobacco
	Enhanced/Reduced
	(Zhao et al. 2020b)

	
	
	GhDREB
	Cotton
	Overexpression
	Wheat
	Enhanced
	(Gao et al. 2009)

	
	
	GmDREB2
	Soybean
	Overexpression
	Arabidopsis
	Enhanced
	(Chen et al. 2007)

	
	
	PeDREB2a
	Poplar
	Overexpression
	Arabidopsis,Lotus corniculatus,cotton
	Enhanced
	(Li et al. 2016b; Zhou et al. 2012)

	
	
	AtERF019
	Arabidopsis
	Overexpression
	Arabidopsis
	Enhanced
	(Scarpeci et al. 2017)

	
	
	StDREB2
	Potato
	Overexpression
	Cotton
	Enhanced
	(El-Esawi and Alayafi 2019)

	
	A6
	CmERF053
	Chrysanthemum
	Overexpression
	Arabidopsis
	Enhanced
	(Nie et al. 2018)

	
	
	MdDREB76
	Apple
	Overexpression
	Tobacco
	Enhanced
	(Sharma et al. 2019)

	
	
	AhDREB1
	Peanut
	Overexpression
	Arabidopsis
	Enhanced
	(Zhang et al. 2018a)

	
	
	WXP1
	Medicago
	Overexpression
	Arabidopsis, Medicago
	Enhanced
	(Zhang et al. 2007; Zhang et al. 2005)

	
	
	WXP2
	Medicago
	Overexpression
	Arabidopsis
	Enhanced
	(Zhang et al. 2007)

	
	
	AhERF019
	Peanut
	Overexpression
	Arabidopsis
	Enhanced
	(Wan et al. 2014)

	
	
	OsERF48
	Rice
	Overexpression
	Rice
	Enhanced
	(Jung et al. 2017)

	
	
	AtERF53
	Arabidopsis
	Overexpression
	Arabidopsis
	Enhanced
	(Cheng et al. 2012)

	
	
	RAP2.4
	Arabidopsis
	Overexpression
	Arabidopsis
	Enhanced
	(Lin et al. 2008)

	
	
	TG
	Arabidopsis
	Overexpression
	Arabidopsis
	Enhanced
	(Zhu et al. 2014a)

	
	B1
	OsDRAP1
	Rice
	Overexpression/Silence
	Rice
	Enhanced/Reduced
	(Huang et al. 2018a)

	
	
	AP37
	Rice
	Overexpression
	Rice
	Enhanced
	(Oh et al. 2009)

	
	
	BrERF4
	Cabbage
	Overexpression
	Arabidopsis
	Enhanced
	(Seo et al. 2010)

	
	B2
	IbRAP2-12
	Sweetpotato
	Overexpression
	Arabidopsis
	Enhanced
	(Li et al. 2019c)

	
	
	OsEBP89
	Rice
	Mutation
	Rice
	Enhanced
	(Zhang et al. 2020c)

	
	
	OsEREBP1
	Rice
	Overexpression
	Rice
	Enhanced
	(Jisha et al. 2015)

	
	
	OsERF71
	Rice
	Overexpression
	Rice
	Enhanced
	(Lee et al. 2016)

	
	
	CaPF1
	Pepper
	Overexpression
	Pinus strobus
	Enhanced
	(Tang et al. 2007)

	
	
	ERF1-V
	Haynaldia villosa
	Overexpression
	wheat
	Enhanced
	(Xing et al. 2017)

	
	
	GmERF3
	Soybean
	Overexpression
	Tobacco
	Enhanced
	(Zhang et al. 2009)

	
	
	HhERF2
	Halimodendron halodendron
	Overexpression
	Cotton
	Enhanced
	(Li et al. 2016b)

	
	B3
	AtERF15
	Arabidopsis
	Overexpression
	Arabidopsis
	Enhanced
	(Lee et al. 2015b)

	
	
	TaERF3
	Wheat
	Overexpression/Silence
	Wheat
	Enhanced/Reduced
	(Rong et al. 2014)

	
	
	SlERF5
	Tomato
	Overexpression
	Tomato
	Enhanced
	(Pan et al. 2012)

	
	
	CaAIEF1
	Pepper
	Overexpression/Silence
	Arabidopsis/pepper
	Enhanced/Reduced
	(Hong et al. 2017)

	
	
	SpERF1
	Stipa purpurea
	Overexpression
	Arabidopsis
	Enhanced
	(Yang et al. 2016b)

	
	
	TSRF1
	Tomato
	Overexpression
	Rice
	Enhanced
	(Quan et al. 2010)

	
	
	OsERF83
	Rice
	Overexpression
	Rice
	Enhanced
	(Jung et al. 2021)

	
	
	AP59
	Rice
	Overexpression
	Rice
	Enhanced
	(Oh et al. 2009)

	
	B4
	ABR1
	Arabidopsis
	Mutation
	Arabidopsis
	Reduced
	(Pandey et al. 2005)

	
	
	JcERF2
	Jatropha curcas L.
	Overexpression
	Tobacco
	Enhanced
	(Wang et al. 2015c)

	
	
	OsERF101
	Rice
	Overexpression
	Rice
	Enhanced
	(Jin et al. 2018)

	
	
	SlERF84
	Tomato
	Overexpression
	Arabidopsis
	Enhanced
	(Li et al. 2018b)

	
	B5
	-
	-
	-
	-
	-
	

	
	B6
	MdSHINE2
	Apple
	Overexpression
	Arabidopsis
	Enhanced
	(Zhang et al. 2019b)

	
	
	HvSHN1
	Barley
	Overexpression
	Tobacco
	Enhanced
	(Djemal and Khoudi 2021)

	
	
	TdSHN1
	Wheat
	Overexpression
	Tobacco
	Enhanced
	(Djemal and Khoudi 2019)

	
	
	TaSHN1
	Wheat
	Overexpression
	Wheat
	Enhanced
	(Bi et al. 2018)

	
	
	PeSHN1
	Poplar
	Overexpression
	Poplar
	Enhanced
	(Meng et al. 2019)

	
	
	OsWR1
	Rice
	Overexpression/Silence
	Rice
	Enhanced/Reduced
	(Wang et al. 2012)

	
	
	SHN1
	Arabidopsis
	Overexpression
	Arabidopsis
	Enhanced
	(Aharoni et al. 2004)

	
	unclassified
	OsERF115
	Rice
	Overexpression
	Rice
	Enhanced
	(Park et al. 2021)

	WRKY
	I
	FvWRKY42
	Strawberry
	Overexpression
	Arabidopsis
	Enhanced
	(Wei et al. 2018)

	
	
	CkWRKY33
	Caragana Korshinskii
	Overexpression
	Arabidopsis
	Enhanced
	(Li et al. 2021c)

	
	
	TaWRKY44
	Wheat
	Overexpression
	Tobacco
	Enhanced
	(Wang et al. 2015d)

	
	
	TaWRKY2
	Wheat
	Overexpression
	Wheat,Arabidopsis
	Enhanced
	(Gao et al. 2018a; Niu et al. 2012)

	
	
	TaWRKY19
	Wheat
	Overexpression
	Arabidopsis
	Enhanced
	(Niu et al. 2012)

	
	
	GhWRKY25
	Cotton
	Overexpression
	Tobacco
	Reduced
	(Liu et al. 2016b)

	
	
	IbWRKY2
	Sweetpotato
	Overexpression
	Arabidopsis
	Enhanced
	(Zhu et al. 2020a)

	
	
	MuWRKY3
	Horsegram
	Overexpression
	Groundnut
	Enhanced
	(Kiranmai et al. 2018)

	
	
	OsWRKY30
	Rice
	Overexpression
	Rice
	Enhanced
	(Shen et al. 2012)

	
	
	SpWRKY1
	Tomato
	Overexpression
	Tobacco
	Enhanced
	(Li et al. 2015b)

	
	
	ZmWRKY65
	Maize
	Overexpression
	Arabidopsis
	Enhanced
	(Huo et al. 2021)

	
	
	XsWRKY20
	Yellowhorn
	Overexpression/Silence
	Tobacco/yellowhorn
	Enhanced/Reduced
	(Xiong et al. 2020)

	
	
	PoWRKY1
	Polygonatum odoratum
	Overexpression
	Arabidopsis
	Enhanced
	(Wei et al. 2021b)

	
	IIa
	TaWRKY33
	Wheat
	Overexpression
	Arabidopsis
	Enhanced
	(He et al. 2016)

	
	
	TaWRKY93
	Wheat
	Overexpression
	Arabidopsis
	Enhanced
	(Qin et al. 2015)

	
	
	GmWRKY27
	Soybean
	Overexpression
	Soybean
	Enhanced
	(Wang et al. 2015a)

	
	
	LcWRKY5
	Sheepgrass
	Overexpression
	Arabidopsis
	Enhanced
	(Ma et al. 2014)

	
	
	ZmWRKY40
	Maize
	Overexpression
	Arabidopsis
	Enhanced
	(Wang et al. 2018b)

	
	
	VaWRKY14
	Grape
	Overexpression
	Arabidopsis
	Enhanced
	(Zhang et al. 2018c)

	
	IIb
	CmWRKY1
	Chrysanthemum
	Overexpression
	Chrysanthemum
	Enhanced
	(Fan et al. 2016)

	
	IIc
	GbWRKY1
	Cotton
	Overexpression
	Cotton, Arabidopsis
	Reduced
	(Luo et al. 2020)

	
	
	GhWRKY68
	Cotton
	Overexpression
	Tobacco
	Reduced
	(Jia et al. 2015)

	
	
	MeWRKY20
	Cassava
	Silence
	Cassava
	Reduced
	(Wei et al. 2020)

	
	
	AtWRKY28
	Arabidopsis
	Overexpression
	Arabidopsis
	Enhanced
	(Babitha et al. 2013)

	
	
	OsWRKY11
	Rice
	Overexpression
	Rice
	Enhanced
	(Lee et al. 2018; Wu et al. 2009a)

	
	
	GmWRKY16
	Soybean
	Overexpression
	Arabidopsis
	Enhanced
	(Ma et al. 2018b)

	
	
	GmWRKY54
	Soybean
	Overexpression
	Soybean, Arabidopsis
	Enhanced
	(Wei et al. 2019; Zhou et al. 2008)

	
	
	VlWRKY3
	Grape
	Overexpression
	Arabidopsis
	Enhanced
	(Guo et al. 2018)

	
	
	VvWRKY13
	Grape
	Overexpression
	Arabidopsis
	Reduced
	(Hou et al. 2020b)

	
	
	MaWRKY80
	Banana
	Overexpression
	Arabidopsis
	Enhanced
	(Liu et al. 2020a)

	
	
	TaWRKY10
	Wheat
	Overexpression
	Tobacco
	Enhanced
	(Wang et al. 2013)

	
	IId
	GhWRKY17
	Cotton
	Overexpression
	Tobacco
	Reduced
	(Yan et al. 2014)

	
	
	GhWRKY21
	Cotton
	Silence
	Cotton
	Enhanced
	(Wang et al. 2020b)

	
	
	MfWRKY17
	Myrothamnus Flabellifolia
	Overexpression
	Arabidopsis
	Enhanced
	(Huang et al. 2020)

	
	
	GmWRKY13
	Soybean
	Overexpression
	Arabidopsis
	Reduced
	(Zhou et al. 2008)

	
	
	HaWRKY76
	Sunflower
	Overexpression
	Arabidopsis
	Enhanced
	(Raineri et al. 2015a)

	
	
	AtWRKY11
	Arabidopsis
	Mutation
	Arabidopsis
	Reduced
	(Ali et al. 2018)

	
	
	AtWRKY17
	Arabidopsis
	Mutation
	Arabidopsis
	Reduced
	(Ali et al. 2018)

	
	
	ThWRKY4
	Tamarix Hispida
	Overexpression
	Arabidopsis
	Enhanced
	(Zheng et al. 2013)

	
	
	EjWRKY17
	Eriobotrya Japonica
	Overexpression
	Arabidopsis
	Enhanced
	(Wang et al. 2021a)

	
	IIe
	BdWRKY36
	Brachypodium Distachyon
	Overexpression
	Tobacco
	Enhanced
	(Sun et al. 2015)

	
	
	GhWRKY91
	Cotton
	Overexpression
	Arabidopsis
	Enhanced
	(Gu et al. 2019)

	
	
	CmWRKY10
	Chrysanthemum
	Overexpression
	Chrysanthemum
	Enhanced
	(Jaffar et al. 2016)

	
	
	ZmWRKY106
	Maize
	Overexpression
	Arabidopsis
	Enhanced
	(Wang et al. 2018a)

	
	III
	AtWRKY63
	Arabidopsis
	Mutation
	Arabidopsis
	Reduced
	(Ren et al. 2010)

	
	
	AtWRKY53
	Arabidopsis
	Overexpression
	Arabidopsis
	Reduced
	(Sun and Yu 2015)

	
	
	AtWRKY30
	Arabidopsis
	Overexpression
	Wheat
	Enhanced
	(El-Esawi et al. 2019)

	
	
	WRKY46
	Arabidopsis
	Mutation
	Arabidopsis
	Enhanced
	(Chen et al. 2017)

	
	
	WRKY54
	Arabidopsis
	Mutation
	Arabidopsis
	Enhanced
	(Chen et al. 2017)

	
	
	WRKY70
	Arabidopsis
	Mutation
	Arabidopsis
	Enhanced
	(Chen et al. 2017)

	
	
	GhWRKY41
	Cotton
	Overexpression
	Tobacco
	Enhanced
	(Chu et al. 2015)

	
	
	GhWRKY33
	Cotton
	Overexpression
	Arabidopsis
	Reduced
	(Wang et al. 2019a)

	
	
	GhWRKY27a
	Cotton
	Overexpression/Silence
	Tobacco/Cotton
	Reduced/Enhanced
	(Yan et al. 2015)

	
	
	MfWRKY70
	Myrothamnus Flabellifolia
	Overexpression
	Arabidopsis
	Enhanced
	(Xiang et al. 2021b)

	
	
	TaWRKY146
	Wheat
	Overexpression
	Arabidopsis
	Reduced
	(Ma et al. 2017)

	
	
	TaWRKY1
	Wheat
	Overexpression
	Arabidopsis
	Enhanced
	(He et al. 2016)

	
	
	TaWRKY46
	Wheat
	Overexpression
	Arabidopsis
	Enhanced
	(Li et al. 2020e)

	
	
	GmWRKY12
	Soybean
	Overexpression
	Soybean
	Enhanced
	(Shi et al. 2018)

	
	
	GsWRKY20
	soybean
	Overexpression
	Arabidopsis
	Enhanced
	(Luo et al. 2013)

	
	
	FcWRKY70
	Fortunella Crassifolia
	Overexpression/Silence
	Tobacco, lemon /kumquat
	Enhanced/Reduced
	(Gong et al. 2015)

	
	
	TcWRKY53
	Thlaspi Caerulescens
	Overexpression
	Tobacco
	Reduced
	(Wei et al. 2008)

	
	
	OsWRKY47
	Rice
	Overexpression/Mutation
	Rice
	Enhanced/Reduced
	(Raineri et al. 2015b)

	
	
	OsWRKY55
	Rice
	Overexpression
	Rice
	Reduced
	(Huang et al. 2021)

	
	
	SbWRKY30
	Sorghum
	Overexpression
	Arabidopsis, Rice
	Enhanced
	(Yang et al. 2020c)

	
	
	PbrWRKY53
	Pyrus
	Overexpression/Silence
	Tobacco/Pyrus
	Enhanced
	(Liu et al. 2019e)

	bZIP
	A
	TaABL1
	Wheat
	Overexpression
	Wheat
	Enhanced
	(Xu et al. 2014)

	
	
	TabZIP174
	Wheat
	Overexpression
	Arabidopsis
	Enhanced
	(Li et al. 2016d)

	
	
	TabZIP60
	Wheat
	Overexpression
	Arabidopsis
	Enhanced
	(Zhang et al. 2015c)

	
	
	Wabi5
	Wheat
	Overexpression
	Tobacco
	Enhanced
	(Kobayashi et al. 2008)

	
	
	TaAREB3
	Wheat
	Overexpression
	Arabidopsis
	Enhanced
	(Wang et al. 2016d)

	
	
	ABP9
	Maize
	Overexpression
	Cotton, Arabidopsis
	Enhanced
	(Wang et al. 2017a; Zhang et al. 2011)

	
	
	ZmbZIP72
	Maize
	Overexpression
	Arabidopsis
	Enhanced
	(Ying et al. 2012)

	
	
	ZmbZIP4
	Maize
	Overexpression
	Maize
	Enhanced
	(Ma et al. 2018a)

	
	
	AREB1
	Arabidopsis
	mutant
	Arabidopsis
	Reduced
	(Yoshida et al. 2010)

	
	
	AREB2
	Arabidopsis
	mutant
	Arabidopsis
	Reduced
	(Yoshida et al. 2010)

	
	
	ABF1
	Arabidopsis
	Mutation
	Arabidopsis
	Reduced
	(Yoshida et al. 2015)

	
	
	AtABF3
	Arabidopsis
	Overexpression/Mutation
	Medicago, Cotton/Arabidopsis
	Enhanced/Reduced
	(Yoshida et al. 2010; Kerr et al. 2018; Wang et al. 2016f)

	
	
	AtABI5
	Arabidopsis
	Overexpression
	Cotton
	Enhanced
	(Mittal et al. 2014)

	
	
	PtrAREB1-2
	Poplar
	Silence
	Poplar
	Reduced
	(Li et al. 2019b)

	
	
	HvABI5
	Barley
	mutant
	Barley
	Enhanced
	(Collin et al. 2020)

	
	
	BnaABF2
	Rapeseed
	Overexpression
	Arabidopsis
	Enhanced
	(Zhao et al. 2016a)

	
	
	OsABF1
	Rice
	Mutation
	Rice
	Reduced
	(Amir Hossain et al. 2010)

	
	
	OsbZIP23
	Rice
	Overexpression/Mutation
	Rice
	Enhanced/Reduced
	(Xiang et al. 2008)

	
	
	OsABF2
	Rice
	Mutation
	Rice
	Reduced
	(Hossain et al. 2010)

	
	
	OsbZIP46CA1
	Rice
	Overexpression
	Rice
	Enhanced
	(Tang et al. 2012a)

	
	
	OsbZIP72
	Rice
	Overexpression
	Rice
	Enhanced
	(Lu et al. 2009)

	
	
	OsbZIP42
	Rice
	Overexpression
	Rice
	Enhanced
	(Joo et al. 2019b)

	
	
	OsbZIP62
	Rice
	Overexpression/Mutation
	Rice
	Enhanced/Reduced
	(Yang et al. 2019a)

	
	
	CbABF1
	Cryophyte
	Overexpression
	Tobacco
	Enhanced
	(Yue et al. 2019)

	
	
	ABF2D
	Cotton
	Overexpression
	Cotton
	Enhanced
	(Kerr et al. 2018)

	
	
	GhABF2
	Cotton
	Overexpression
	Arabidopsis/Cotton
	Enhanced
	(Liang et al. 2016)

	
	
	VlbZIP30
	Grape
	Overexpression
	Arabidopsis
	Enhanced
	(Tu et al. 2018)

	
	
	VvABF2
	Grape
	Overexpression
	Arabidopsis
	Enhanced
	(Liu et al. 2019b)

	
	
	AhAREB1
	Peanut
	Overexpression
	Arabidopsis
	Enhanced
	(Li et al. 2013)

	
	
	GmFDL19
	Soybean
	Overexpression
	Soybean
	Enhanced
	(Li et al. 2017c)

	
	
	GmbZIP1
	Soybean
	Overexpression
	Wheat
	Enhanced
	(Gao et al. 2011)

	
	
	PtrABF
	Poncirus Trifoliata
	Overexpression
	Tobacco
	Enhanced
	(Huang et al. 2010)

	
	
	CaATBZ1
	Pepper
	Overexpression/Silence
	Arabidopsis/Pepper
	Reduced/Enhanced
	(Joo et al. 2019a)

	
	
	IbABF4
	Sweetpotato
	Overexpression
	Sweetpotato
	Enhanced
	(Wang et al. 2019b)

	
	
	FtbZIP5
	Buckwheat
	Overexpression
	Arabidopsis
	Enhanced
	(Li et al. 2020b)

	
	
	FtbZIP83
	Buckwheat
	Overexpression
	Arabidopsis
	Enhanced
	(Li et al. 2019a)

	
	
	SlAREB1
	Tomato
	Overexpression
	Tomato
	Enhanced
	(Orellana et al. 2010)

	
	B
	-
	-
	-
	-
	-
	

	
	C
	OsbZIP52
	Rice
	Overexpression
	Rice
	Reduced
	(Liu et al. 2012)

	
	D
	AtTGA4
	Arabidopsis
	Overexpression
	Arabidopsis
	Enhanced
	(Zhong et al. 2015)

	
	
	BnbZIP2
	Ramie
	Overexpression
	Arabidopsis
	Reduced
	(Huang et al. 2016a)

	
	
	CaDILZ1
	Pepper
	Overexpression/Silence
	Arabidopsis/Pepper
	Enhanced/Reduced
	(Lim et al. 2018)

	
	
	SlbZIP38
	Tomato
	Overexpression
	Tomato
	Reduced
	(Pan et al. 2017)

	
	E
	IbbZIP1
	Sweetpotato
	Overexpression
	Arabidopsis
	Enhanced
	(Kang et al. 2019)

	
	F
	GmbZIP19
	Soybean
	Overexpression
	Arabidopsis
	Reduced
	(He et al. 2020a)

	
	G
	AtGBF3
	Arabidopsis
	Overexpression
	Arabidopsis
	Enhanced
	(Ramegowda et al. 2017)

	
	
	EcGBF3
	Finger millet
	Overexpression
	Arabidopsis
	Enhanced
	(Ramegowda et al. 2017)

	
	H
	-
	-
	-
	-
	-
	

	
	I
	-
	-
	-
	-
	-
	

	
	S
	AtbZIP1
	Arabidopsis
	Overexpression/Mutation
	Arabidopsis
	Enhanced/Reduced
	(Sun et al. 2012)

	
	
	OsbZIP16
	Rice
	Overexpression
	Rice
	Enhanced
	(Chen et al. 2012)

	
	
	OsbZIP71
	Rice
	Overexpression
	Rice
	Enhanced
	(Liu et al. 2014b)

	
	
	SlbZIP1
	Tomato
	Silence
	Tomato
	Reduced
	(Zhu et al. 2018)

	
	
	ThbZIP1
	Tamarix Hispida
	Overexpression
	Arabidopsis
	Enhanced
	(Ji et al. 2013)

	
	
	CaBZ1
	Pepper
	Overexpression
	Potato
	Enhanced
	(Moon et al. 2015)

	
	
	GmbZIP2
	Soybean
	Overexpression
	Arabidopsis
	Enhanced
	(Yang et al. 2020b)

	
	M
	-
	-
	-
	-
	-
	

	
	K
	VlbZIP36
	Grape
	Overexpression
	Arabidopsis
	Enhanced
	(Tu et al. 2016)

	
	
	CAbZIP1
	Pepper
	Overexpression
	Arabidopsis
	Enhanced
	(Lee et al. 2006)

	
	
	GmbZIP15
	Soybean
	Overexpression
	Soybean
	Reduced
	(Zhang et al. 2020b)

	
	
	TabZIP
	Wheat
	Overexpression
	Arabidopsis
	Enhanced
	(Agarwal et al. 2019)

	
	J
	AtbZIP62
	Arabidopsis
	Mutation
	Arabidopsis
	Reduced
	(Rolly et al. 2020)

	R2R3
-MYB
	1
	CsMYB30
	Citrus Sinensis
	Overexpression
	Arabidopsis
	Enhanced
	(Wen et al. 2021)

	
	
	AtMYB60
	Arabidopsis
	Mutation
	Arabidopsis
	Enhanced
	(Cominelli et al. 2005)

	
	
	MYB96
	Arabidopsis
	Overexpression/Mutation
	Arabidopsis
	Enhanced/Reduced
	(Seo et al. 2009)

	
	
	PtrMYB94
	Poplar
	Overexpression
	Poplar
	Enhanced
	(Fang et al. 2020)

	
	
	TaMYB31-B
	Wheat
	Overexpression
	Arabidopsis
	Enhanced
	(Zhao et al. 2018)

	
	2
	TaMYB33
	Wheat
	Overexpression
	Arabidopsis
	Enhanced
	(Qin et al. 2012)

	
	
	MdSIMYB1
	Apple
	Overexpression
	Tobacco
	Enhanced
	(Wang et al. 2014b)

	
	
	GmMYB14
	Soybean
	Overexpression
	Soybean
	Enhanced
	(Chen et al. 2021)

	
	
	MYB15
	Arabidopsis
	Overexpression
	Arabidopsis
	Enhanced
	(Ding et al. 2009)

	
	3
	-
	-
	-
	-
	-
	

	
	4
	AcoMYB4
	Pineapple
	Overexpression
	Rice, Arabidopsis
	Reduced
	(Chen et al. 2020b)

	
	
	AtMYB32
	Arabidopsis
	Mutation
	Arabidopsis
	Enhanced
	(Li et al. 2021b)

	
	
	HvMYB1
	Barley
	Overexpression
	Barley
	Enhanced
	(Alexander et al. 2019)

	
	
	GmMYB3a
	Soybean
	Overexpression
	Peanut
	Enhanced
	(He et al. 2020b)

	
	
	VcMYB4a
	Blueberry
	Overexpression
	Blueberry
	Reduced
	(Zhang et al. 2020a)

	
	
	TaMyb1D
	Wheat
	Overexpression
	Tobacco
	Enhanced
	(Wei et al. 2017b)

	
	5
	TaMpc1-D4
	Wheat
	Overexpression
	Arabidopsis
	Reduced
	(Li et al. 2020d)

	
	6
	AmROSEA1
	Antirrhinum Majus
	Overexpression
	Rice
	Enhanced
	(Dou et al. 2016)

	
	7
	-
	-
	-
	-
	-
	

	
	8
	-
	-
	-
	-
	-
	

	
	9
	-
	-
	-
	-
	-
	

	
	10
	-
	-
	-
	-
	-
	

	
	11
	LlMYB3
	Lily
	Overexpression
	Arabidopsis
	Enhanced
	(Yong et al. 2019a)

	
	
	GmMYBJ1
	Soybean
	Overexpression
	Arabidopsis
	Enhanced
	(Su et al. 2014)

	
	
	MYB49
	Tomato
	Overexpression
	Tomato
	Enhanced
	(Cui et al. 2018)

	
	12
	-
	-
	-
	-
	-
	

	
	13
	PtoMYB170
	Poplar
	Overexpression
	Arabidopsis
	Enhanced
	(Xu et al. 2017)

	
	14
	GbMYB5
	Cotton
	Overexpression/Silence
	Tobacco/Cotton
	Enhanced/Reduced
	(Chen et al. 2015b)

	
	
	OsMYB55
	Rice
	Overexpression
	Maize
	Enhanced
	(Casaretto et al. 2016)

	
	
	MYB37
	Arabidopsis
	Overexpression
	Arabidopsis
	Enhanced
	(Yu et al. 2016c)

	
	15
	-
	-
	-
	-
	-
	

	
	16
	-
	-
	-
	-
	-
	

	
	17
	-
	-
	-
	-
	-
	

	
	18
	-
	-
	-
	-
	-
	

	
	19
	-
	-
	-
	-
	-
	

	
	20
	MsMYB2L
	Medicago
	Overexpression
	Arabidopsis
	Enhanced
	(Song et al. 2019)

	
	
	GmMYB84
	Soybean
	Overexpression
	Soybean
	Enhanced
	(Wang et al. 2017b)

	
	
	IbMYB116
	Sweetpotato
	Overexpression
	Arabidopsis
	Enhanced
	(Zhou et al. 2019)

	
	
	FtMYB9
	Buckwheat
	Overexpression
	Arabidopsis
	Enhanced
	(Gao et al. 2017)

	
	
	PbrMYB21
	Pyrus
	Overexpression/Silence
	Tobacco/Pyrus
	Enhanced/Reduced
	(Li et al. 2017b)

	
	
	TaPIMP1
	Wheat
	Overexpression/Silence
	Wheat
	Enhanced/Reduced
	(Zhang et al. 2012c)

	
	
	RmMYB108
	Rose
	Overexpression
	Arabidopsis
	Enhanced
	(Dong et al. 2021)

	
	21
	TaSIM
	Wheat
	Overexpression
	Arabidopsis
	Enhanced
	(Yu et al. 2019)

	
	
	SiMYB56
	Foxtail Millet
	Overexpression
	Rice
	Enhanced
	(Xu et al. 2020a)

	
	22
	GmMYB81
	Soybean
	Overexpression
	Arabidopsis
	Enhanced
	(Bian et al. 2020)

	
	
	CmMYB2
	Chrysanthemum
	Overexpression
	Arabidopsis
	Enhanced
	(Shan et al. 2012)

	
	
	AtMYB44
	Arabidopsis
	Overexpression/Mutation
	Arabidopsis
	Enhanced/Reduced
	(Persak and Pitzschke 2014; Jung et al. 2008)

	
	
	FtMYB13
	Buckwheat
	Overexpression
	Arabidopsis
	Enhanced
	(Huang et al. 2018b)

	
	
	FtMYB10
	Buckwheat
	Overexpression
	Arabidopsis
	Reduced
	(Gao et al. 2016)

	
	
	XsMYB44
	Yellowhorn
	Silence
	Yellowhorn
	Reduced
	(Li et al. 2021a)

	
	
	SpMYB
	Tomato
	Overexpression
	Tobacco
	Enhanced
	(Li et al. 2014a)

	
	
	OsMYB102
	Rice
	Overexpression
	Arabidopsis
	Reduced
	(Piao et al. 2019)

	
	23
	OsMYB6
	Rice
	Overexpression
	Rice
	Enhanced
	(Tang et al. 2019)

	
	24
	TaMYBsm1-D
	Wheat
	Overexpression
	Arabidopsis
	Enhanced
	(Li et al. 2016c)

	
	25
	-
	-
	-
	-
	-
	

	
	unclassified
	SiMYB75
	Sesame
	Overexpression
	Arabidopsis
	Enhanced
	(Dossa et al. 2020)

	
	
	GaMYB85
	Cotton
	Overexpression
	Arabidopsis
	Enhanced
	(Butt et al. 2017)

	
	
	NbPHAN
	Tobacco
	Silence
	Tobacco
	Reduced
	(Huang et al. 2013)

	
	
	OsMYB48-1
	Rice
	Overexpression
	Rice
	Enhanced
	(Xiong et al. 2014)

	
	
	ScMYBAS1-3
	Sugarcane
	Overexpression
	Rice
	Enhanced
	(Favero Peixoto-Junior et al. 2018)

	
	
	LpMYB1
	Lablab Purpureus
	Overexpression
	Arabidopsis
	Enhanced
	(Yao et al. 2016)

	
	
	TaMYB30-B
	Wheat
	Overexpression
	Arabidopsis
	Enhanced
	(Zhang et al. 2012a)

	
	
	TaODORANT1
	Wheat
	Overexpression
	Tobacco
	Enhanced
	(Wei et al. 2017a)

	
	
	MdoMYB121
	Apple
	Overexpression
	Tomato, Apple
	Enhanced
	(Cao et al. 2013)

	
	
	MdMYB88 
	Apple
	Overexpression/Silence
	Apple
	Enhanced/Reduced
	(Xie et al. 2021)

	
	
	MdMYB124
	Apple
	Overexpression/Silence
	Apple
	Enhanced/Reduced
	(Xie et al. 2021)

	HD-ZIP
	I
	TaHDZ5-6A
	Wheat
	Overexpression
	Arabidopsis
	Enhanced
	(Li et al. 2020c)

	
	
	TaHDZipI-5
	Wheat
	Overexpression
	Wheat
	Enhanced
	(Yang et al. 2018b)

	
	
	CaHDZ12
	Chickpea
	Overexpression
	Tobacco
	Enhanced
	(Sen et al. 2017)

	
	
	Hahb-4
	Sunflower
	Overexpression
	Arabidopsis
	Enhanced
	(Manavella et al. 2006)

	
	
	HaHB11
	Sunflower
	Overexpression
	Arabidopsis
	Enhanced
	(Cabello et al. 2017)

	
	
	HaHB1
	Sunflower
	Overexpression
	Arabidopsis
	Enhanced
	(Cabello and Chan 2012)

	
	
	Oshox22
	Rice
	Overexpression/Mutation
	Rice
	Reduced/Enhanced
	(Zhang et al. 2012b)

	
	
	AtHB13
	Arabidopsis
	Overexpression
	Arabidopsis
	Enhanced
	(Cabello and Chan 2012)

	
	
	Phehdz1
	Phyllostachys Edulis
	Overexpression
	Rice
	Enhanced
	(Gao et al. 2021)

	
	
	Zmhdz10
	Maize
	Overexpression
	Rice/Arabidopsis
	Enhanced
	(Zhao et al. 2014)

	
	
	CaHB12
	Coffea Arabica
	Overexpression
	Arabidopsis
	Enhanced
	(Basso et al. 2021)

	
	II
	EcHB1
	Ucalyptus Camaldulensis
	Overexpression
	Eucalyptus
	Enhanced
	(Sasaki et al. 2019)

	
	
	ABIG1
	Arabidopsis
	Mutation
	Arabidopsis
	Enhanced
	(Liu et al. 2016a)

	
	
	HAT1
	Arabidopsis
	Overexpression/Mutation
	Arabidopsis
	Reduced/Enhanced
	(Tan et al. 2018)

	
	
	HAT3
	Arabidopsis
	Mutation
	Arabidopsis
	Enhanced
	(Tan et al. 2018)

	
	III
	-
	-
	-
	-
	-
	

	
	IV
	EDT1/HDG11
	Arabidopsis
	Overexpression
	Arabidopsis, Rice, Cotton, Tobacco, Poplar, tall fescue, Chinese kale
	Enhanced
	(Yu et al. 2016a; Zhu et al. 2016b; Yu et al. 2008; Yu et al. 2013; Cao et al. 2009)

	
	
	OsTF1L
	Rice
	Overexpression
	Rice
	Enhanced
	(Bang et al. 2019)

	
	
	ROC4
	Rice
	Overexpression/Mutation
	Rice
	Enhanced/Reduced
	(Wang et al. 2018d)

	ZnF
	A1
	-
	-
	-
	-
	-
	

	
	A2
	-
	-
	-
	-
	-
	

	
	A3
	-
	-
	-
	-
	-
	

	
	A4
	-
	-
	-
	-
	-
	

	
	B
	-
	-
	-
	-
	-
	

	
	C1-1i
	DST
	Rice
	Overexpression/Silence
	Rice
	Reduced/Enhanced
	(Cui et al. 2015; Huang et al. 2009b)

	
	
	GmZFP3
	Soybean
	Overexpression
	Arabidopsis
	Reduced
	(Zhang et al. 2016)

	
	C1-Sa
	GsZFP1
	Soybean
	Overexpression
	Arabidopsis, Medicago
	Enhanced
	(Luo et al. 2012; Tang et al. 2013)

	
	C1-Q
	-
	-
	-
	-
	-
	

	
	C1 cons.
	-
	-
	-
	-
	-
	

	
	C1-unique
	-
	-
	-
	-
	-
	

	
	C1-2i
	ZAT18
	Arabidopsis
	Overexpression/Mutation
	Arabidopsis
	Enhanced/Reduced
	(Yin et al. 2017)

	
	
	STZ
	Arabidopsis
	Overexpression
	Arabidopsis
	Enhanced
	(Sakamoto et al. 2004)

	
	
	TaZFP1B
	Wheat
	Overexpression/Silence
	Wheat
	Enhanced/Reduced
	(Cheuk et al. 2020)

	
	
	ZFP252
	Rice
	Overexpression
	Rice
	Enhanced
	(Xu et al. 2008)

	
	
	ZFP245
	Rice
	Overexpression
	Rice
	Enhanced
	(Huang et al. 2009a)

	
	
	ZFP182
	Rice
	Overexpression
	Rice
	Enhanced
	(Huang et al. 2012)

	
	
	OsDRZ1
	Rice
	Overexpression/Silence
	Rice
	Enhanced/Reduced
	(Yuan et al. 2018)

	
	
	IbZFP1
	Sweetpotato
	Overexpression
	Arabidopsis
	Enhanced
	(Wang et al. 2016a)

	
	
	DgZFP3
	Chrysanthemum
	Overexpression
	Tobacco
	Enhanced
	(Liu et al. 2013a)

	
	
	CgZFP1
	Chrysanthemum
	Overexpression
	Arabidopsis
	Enhanced
	(Gao et al. 2012)

	
	
	ZPT2-3
	Petunia
	Overexpression
	Petunia
	Enhanced
	(Sugano et al. 2003)

	
	C1C2 mixed
	-
	-
	-
	-
	-
	

	
	C1-3i
	GmZAT4
	Soybean
	Overexpression
	Arabidopsis
	Enhanced
	(Sun et al. 2019)

	
	C1-4i
	-
	-
	-
	-
	-
	

	
	C1-5i
	-
	-
	-
	-
	-
	

	
	C2-1i
	-
	-
	-
	-
	-
	

	
	C2-B
	-
	-
	-
	-
	-
	

	
	C2-Sb
	-
	-
	-
	-
	-
	

	
	C2 pairs
	-
	-
	-
	-
	-
	

	
	C2-unique
	-
	-
	-
	-
	-
	

	
	C2 cons.
	-
	-
	-
	-
	-
	

	
	C3
	-
	-
	-
	-
	-
	

	
	C3H
	OsC3H47
	Rice
	Overexpression
	Rice
	Enhanced
	(Wang et al. 2015b)

	
	
	OsTZF5
	Rice
	Overexpression
	Rice
	Enhanced
	(Selvaraj et al. 2020)

	
	
	OsTZF1
	Rice
	Overexpression/Silence
	Rice
	Enhanced/Reduced
	(Jan et al. 2013)

	
	
	OsC3H10
	Rice
	Overexpression
	Rice
	Enhanced
	(Seong et al. 2020)

	
	
	IbC3H18
	Sweetpotato
	Overexpression/Silence
	Sweetpotato
	Enhanced/Reduced
	(Zhang et al. 2019a)

	
	
	PdC3H17
	Poplar
	Overexpression
	Poplar
	Enhanced
	(Zhuang et al. 2019)

	
	
	PeC3H74
	Moso Bamboo
	Overexpression
	Arabidopsis
	Enhanced
	(Chen et al. 2020a)

	
	Di-19
	Di19
	Arabidopsis
	Overexpression
	Arabidopsis
	Enhanced
	(Liu et al. 2013b)

	
	
	Di19-3
	Arabidopsis
	Mutation/Overexpression
	Arabidopsis
	Enhanced/Reduced
	(Qin et al. 2014)

	
	
	OsDi19-4
	Rice
	Overexpression
	Rice
	Enhanced
	(Wang et al. 2014a)

	
	BBX
	MdBBX10
	Apple
	Overexpression
	Arabidopsis
	Enhanced
	(Liu et al. 2019d)

	
	
	CmBBX19
	Chrysanthemum
	Overexpression/Silence
	Chrysanthemum
	Reduced/Enhanced
	(Xu et al. 2020b)

	
	others
	VOZ1
	Arabidopsis
	Mutation
	Arabidopsis
	Enhanced
	(Nakai et al. 2013)

	
	
	VOZ2
	Arabidopsis
	Mutation
	Arabidopsis
	Enhanced
	(Nakai et al. 2013)

	
	
	GmVOZ1G
	Soybean
	Overexpression/Silence
	Soybean
	Enhanced/Reduced
	(Li et al. 2020a)

	
	
	MdDof54
	Apple
	Overexpression/Silence
	Apple
	Enhanced/Reduced
	(Chen et al. 2020c)

	bHLH
	1
	AabHLH35
	Anthurium Andraeanum
	Overexpression
	Arabidopsis
	Enhanced
	(Jiang et al. 2019)

	
	
	ZjICE2
	Zoysia Japonica
	Overexpression
	Arabidopsis
	Enhanced
	(Zuo et al. 2020)

	
	
	PebHLH35
	Poplar
	Overexpression
	Arabidopsis
	Enhanced
	(Dong et al. 2014)

	
	
	FtbHLH3
	Buckwheat
	Overexpression
	Arabidopsis
	Enhanced
	(Yao et al. 2017)

	
	
	AtICE1
	Arabidopsis
	Overexpression
	Rice
	Enhanced
	(Verma et al. 2020)

	
	2
	AtAIB(AtbHLH17)
	Arabidopsis
	Overexpression
	Arabidopsis
	Enhanced
	(Babitha et al. 2013)

	
	3
	MdSAT1
	Apple
	Overexpression
	Arabidopsis, Apple
	Enhanced
	(Yang et al. 2021)

	
	4
	EcbHLH57
	Finger Millet
	Overexpression
	Tobacco
	Enhanced
	(Babitha et al. 2015)

	
	5
	AmDEL
	Antirrhinum Majus
	Overexpression
	Arabidopsis, Tobacco
	Enhanced
	(Wang et al. 2016b)

	
	
	leaf color (Lc)
	Maize
	Overexpression
	Ma Bamboo
	Enhanced
	(Xiang et al. 2021a)

	
	7
	ZmbHLH124
	Maize
	Overexpression
	Maize, Rice
	Enhanced
	(Wei et al. 2021a)

	
	12
	MfbHLH38
	Myrothamnus Flabellifolia
	Overexpression
	Arabidopsis
	Enhanced
	(Qiu et al. 2020)

	
	15
	AtbHLH112
	Arabidopsis
	Overexpression/Mutation
	Arabidopsis
	Enhanced/Reduced
	(Liu et al. 2015)

	
	
	AtbHLH68
	Arabidopsis
	Overexpression
	Arabidopsis
	Enhanced
	(Le Hir et al. 2017)

	
	18
	IBH1
	Arabidopsis
	Overexpression
	Arabidopsis
	Enhanced
	(Moreno et al. 2018)

	
	24
	ZmPIF3
	Maize
	Overexpression
	Rice
	Enhanced
	(Gao et al. 2015; Gao et al. 2018c)

	
	
	TabHLH39
	Wheat
	Overexpression
	Arabidopsis
	Enhanced
	(Zhai et al. 2016)

	
	25
	BEE1/2/3
	Arabidopsis
	Mutation
	Arabidopsis
	Enhanced
	(Moreno et al. 2018)

	
	
	SlbHLH22
	Tomato
	Overexpression
	Tomato
	Enhanced
	(Waseem et al. 2019)

	
	
	TabHLH49
	Wheat
	Overexpression/Silence
	Wheat
	Enhanced/Reduced
	(Liu et al. 2020b)

	
	26
	ZmPTF1
	Maize
	Overexpression/Mutation
	Maize
	Enhanced/Reduced
	(Li et al. 2019d)

	
	
	TabHLH1
	Wheat
	Overexpression
	Tobacco
	Enhanced
	(Yang et al. 2016a)

	
	27
	bHLH122
	Arabidopsis
	Overexpression/Mutation
	Arabidopsis
	Enhanced/Reduced
	(Liu et al. 2014d)

	
	
	MdbHLH130
	Apple
	Overexpression
	Tobacco, Apple
	Enhanced/Reduced
	(Zhao et al. 2020a)

	ASR
	SiASR1
	Foxtail Millet
	Overexpression
	Tobacco
	Enhanced
	(Feng et al. 2016)

	
	SiASR4
	Foxtail Millet
	Overexpression
	Arabidopsis, Foxtail Millet
	Enhanced
	(Li et al. 2016a)

	
	OsASR1
	Rice
	Overexpression
	Rice
	Enhanced
	(Park et al. 2019)

	
	OsASR5
	Rice
	Overexpression
	Rice/Arabidopsis
	Enhanced
	(Li et al. 2017a)

	
	ZmASR3
	Maize
	Overexpression
	Arabidopsis
	Enhanced
	(Liang et al. 2019)

	
	MpAsr
	Plantain
	Overexpression
	Arabidopsis
	Enhanced
	(Liu et al. 2010)

	
	PgASR3
	Pearl Millet
	Overexpression
	Arabidopsis
	Enhanced
	(Meena et al. 2020)

	
	HvASR5
	Barley
	Overexpression
	Rice, Arabidopsis
	Enhanced
	(Perez-Diaz et al. 2019)

	
	SbASR-1
	Salicornia Brachiata
	Overexpression
	Groundnut
	Enhanced
	(Tiwari et al. 2015)

	
	BdASR1
	Brachypodium Distachyon
	Overexpression
	Tobacco
	Enhanced
	(Wang et al. 2016e)

	
	BdASR4
	Brachypodium Distachyon
	Overexpression
	Brachypodium Distachyon
	Enhanced
	(Yoon et al. 2019)

	
	PheASR2
	Moso Bamboo
	Overexpression
	Rice
	Enhanced
	(Wu et al. 2020)

	
	LLA23
	Lily
	Overexpression
	Arabidopsis
	Enhanced
	(Yang et al. 2005)

	
	TtASR
	Tetragonia Tetragonoides
	Overexpression
	Arabidopsis
	Enhanced
	(Ye et al. 2019)

	
	TaASR2D
	Wheat
	Overexpression
	Brachypodium Distachyon
	Enhanced
	(Yoon et al. 2021)

	
	TaASR1
	Wheat
	Overexpression
	Tobacco
	Enhanced
	(Hu et al. 2013)

	
	MaASR
	Banana
	Overexpression
	Arabidopsis
	Enhanced
	(Zhang et al. 2015a)

	NF-Y
	NFYA5
	Arabidopsis
	Overexpression/Mutation
	Arabidopsis
	Enhanced/Reduced
	(Li et al. 2008)

	
	ZmNF-YA3
	Maize
	Mutation
	Maize
	Reduced
	(Su et al. 2018)

	
	ZmNF-YB2
	Maize
	Overexpression
	Maize
	Enhanced
	(Nelson et al. 2007)

	
	CsNF-YA5
	Sweet Orange
	Overexpression
	Tobacco
	Enhanced
	(Pereira et al. 2018)

	
	GmNFYA3
	Soybean
	Overexpression
	Arabidopsis
	Enhanced
	(Ni et al. 2013)

	
	GmNFYA5
	Soybean
	Overexpression
	Arabidopsis
	Enhanced
	(Ma et al. 2020)

	
	OsNF-YA7
	Rice
	Overexpression
	Rice
	Enhanced
	(Lee et al. 2015a)

	
	PwNF-YB3
	Picea Wilsonii
	Overexpression
	Arabidopsis
	Enhanced
	(Zhang et al. 2015d)

	
	Cdt-NF-YC1
	Bermudagrass
	Overexpression
	Rice
	Enhanced
	(Chen et al. 2015a)

	
	PdNF-YB7
	Poplar
	Overexpression
	Arabidopsis
	Enhanced
	(Han et al. 2013)

	
	PdNF-YB21
	Poplar
	Overexpression/Mutation
	Poplar
	Enhanced/Reduced
	(Zhou et al. 2020)

	
	TaNF-YA10-1
	Wheat
	Overexpression
	Arabidopsis
	Enhanced
	(Ma et al. 2015)

	HSF
	TaHsfA6f
	Wheat
	Overexpresion
	Arabidopsis
	Enhanced
	(Bi et al. 2020)

	
	OsHSFA3
	Rice
	Overexpresion
	Arabidopsis
	Enhanced
	(Zhu et al. 2020b)

	
	MdHSFA8a
	Apple
	Overexpresion/Silence
	Apple
	Enhanced/Reduced
	(Wang et al. 2020d)

	
	GmHsf-34 
	Soybean
	Overexpresion
	Arabidopsis
	Enhanced
	(Li et al. 2014b)

	
	ZmHsf06
	Maize
	Overexpresion
	Arabidopsis
	Enhanced
	(Li et al. 2015a)

	
	BhHsf1
	Boea hygrometrica
	Overexpresion
	Arabidopsis,Tobacco
	Enhanced
	(Zhu et al. 2009)

	
	HSFA6a/HSFA6b
	Arabidopsis
	Mutation
	Arabidopsis,Tobacco
	Enhanced
	(Wenjing et al. 2020)

	
	HSFA1b
	Arabidopsis
	Overexpresion
	Arabidopsis
	Enhanced
	(Bechtold et al. 2013)

	Others
	BrLAS
	Pepper
	Overexpresion
	Arabidopsis
	Enhanced
	(Li et al. 2018a)

	
	OsGRAS23
	Rice
	Overexpresion
	Rice
	Enhanced
	(Xu et al. 2015)

	
	OsWOX13
	Rice
	Overexpresion
	Rice
	Enhanced
	(Minh-Thu et al. 2018)

	
	PagKNAT2/6b
	Poplar
	Overexpresion
	Poplar
	Enhanced
	(Song et al. 2021)

	
	TaBZR2
	Wheat
	Overexpresion/Silence
	Wheat
	Enhanced/Reduced
	(Cui et al. 2019)

	
	GTL1
	Arabidopsis
	Mutation
	Arabidopsis
	Reduced
	(Yoo et al. 2010)
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