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Supplementary material 1. The genome sequence of P. oryzae for InDel marker development.
Yellow highlight; Forward and reverse primer sequence, blue highlight; InDel position based on genome sequence of P. oryzae strain 70-15 (reference genome).
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ACCGTAAGTACCTGACTTTGTTTTGTCACCAAGCCAAGCCACTAACTCCTTCAAAGCTCCTGGTTTTTCGTTCAACCTGCCGAACTCGGCAATTCCGGGCGATCTTGCGGCGTCCCTGACGCATTCCTTGCTCAACCAGCCTCACCCGCTGCCCGTTCAGCCACACATGGTTCCTCTGCCAGCTTCCGAGATCAAGTCACGAAAGGAAACGCGCAAATTCAGCAATTTTGCTGCGCAGTGCTCACCAGCTATCCATTCGCCTTGCGCCGAGATTTTGGATAAGCGAAACTTCTCATCTTCTGCATTCACTGTTGCAGAAGTCGCTGCTGCTGTTGGCTCCAATATTAGCACACCTTCTCACCAAAGCTTTCAGATGCTGCCGCCATATGCAGTGCCAAGAGGCCCTCCAGAGGCAACCAACGACAGGGCTTTCTATTCATCTTCGGCTGGCTCTCGGGCCTGTTCATCGGGCGATCTTCTGACTTCTTTCTCTAATCTCTCGGAGGGAATCAATGCGCCTATGTTATCGGCAACGACGTCTGGTACAAACAACAACGTTACGCCTTTGGTAGAAGCTGCTCCTGACAGATGCAACAAGCGTCTACGCAACTTTACCCCTGCCAGCATCAAGGCTATCGATGAGGAAGACGAGCCTAGGCGTGTCAGCCCTAGATTGAGGGCTACTCCATTCGCGGGGCAGGACCGCTGCGAGAGCATCTGAACTTGGTGTATGGCATTCATGCCGAGCCTGGCAATAATTTGTTACAAGGTTTCTCTCGCATTGAATAGCGGTCTACTCTTGTCTTAGTGCTGGCCTGCTTTGGGCTCGAATCACCAATGAGTGTATGTTTTGAGTTAGGCCATTGATCAGATCCAATGATTTAATATTTTTAGTTCTCAGGCCATAATTATACTTGAAAGGGACAGGCTCAAGTCATTCTTCATCTCATTATTAGTGGGGTCTAATTCTCCACTAGGATTGTTAGTATGATGGTGTCTAATAGTTTGGAGGTCAGTCTTTGTGATACTCAAATTTATTCTTGGCACGATACAAGTTCTCGTTCTTTCGCGGCCCCTGCCTACTTTTGCTCTTTGCTTATAGCTATATGCAATCGTCAGGAATGATTAGGCGTCGTCATTCTTGGTCTTTAGCGTCATGATTTTCTCGGCCTTGTCTGCGGCTTCGGCTGCGGACGAGACGGGTTTCGCAGCGACACGGGCTTCCTAGACAGGAACGTTGGCCAGAGGTCCGGGGCAAATAAACGCGTGCCGAGTTTCTGGAGCGACACGACGGCATCTTAACTCACTCTCAGGGTCTCGTGCTCCTACGTGATATGAGGGAAATCATTGGCAAGGACTCCACACTTACACTCATTAGCGACAAGTTGGCACTCGATAATAGCTTTGGGGGAGGGCAGGGGAATGCTATTTCCCAGCCACTGCCTGCGAAGGAAAGGTGCTGCGCGGTCGTGGAATGCCCACCCACCTCGCTTACTTGGGGAGCGTCAATTTGAAGTCCAGCACTGAGACGTAGGGGAGCACCAATGTGCGATAAAAGAGTTAGCTGGCCATAAGCTGGTAGATTGCATTTATTTTCCGGAGCAGAGATGGTCAAACAGAATTCGATTGTGATGCTCCCTGAGGAACTGCAGATCAAATTTCGACGGGACAATCCACCAAACCCAATATGAACACCCCCATTCGTATTTCCCAATCACAAACGTACCAAGGGGATGTCTTCGGATAAATCAACAATGCTAGCCTACTACTTGGTCGATTCATCCATTTTTCGAGCTCCAGCCATCCGAACACCCAGTCGAAAAATACGGCGGCTGTCTTGCGGTAACCCAGAATGTGGTTTCCCAAAGTCAAAAT

TTCTTGGCGGGTTGAGCCAAGTTTCACGTCGGTTAAGCTTAGCTTGGCTGGGATCGAGCTTTTTGGGCAGGCTCCCTGGCGTATCCCCTGGGTGTGACACGGCGGCGCACCTTGGCAGGTTCGCCGGGGGGGGGGGGGGGGGGGGGGGGGGGGGCTGGTACGGAAGACTGGGATTTGGAGCGCTGCAGTTCAGGCAGTAAGGTGAACTAAATTGCATCGATGCTAAAAAAAAAAAAGAGAAAAAAAGAAAGAAAATCTCCAGCCACAGCACATTCAGCCCTCCATCCTCAGAACGCTCAC

ATCACCGCATCTGAACAAGACCTGCGTTGTGACGTCGTTAAAATCAGGGTACGCCCAAGGGTGGCGGCGGTCATG
CTGGCGATAATTCAGGGCAGCTTGTCGGGTGGGGAAAACAAAAGGTCCAAATGCCGCCCCGATTTCAATCTTGTACAAGCGTCATTTCTCCGCACGAGCTTGAGGTTGTCTGCCGCAAAGATACCCCTAAAAAAAAGACTACATGAGTTCCCAAGGTAAATGGGTAGGCCTTCTAGGTACCTCAGCACAAAGAGGTAAAAAGGGCGAGTGGGGACAAGGCCATCACGTGTGACGATTTGACAGCTTCGGGTGAGGTAGATCGAATGATAAGGTCGGATCGCCATAGGACCAACGGGAGGTACAGGAAGCTAAGGTACGGAGGAACTTTGGGGCAAGGCAGATAGACGTCTTATCTCTGTATAAGTAACGCTGTCTCTGCTTTATTTAAACTACTCCAAGAGCGGTCCGCCCTTTGCTGTCTGGTAATCCAATCCATTCATCATCAAAAATCAATATATTTACAATGGCGCAAAGCATTAGCGGTAACAACATCTTGAACCCCTTTGCCAAGGGTCCTGGGCCCACCAAGCCCGAGCACATGCAATATGGAGACCACTCGAGCAGCTACTGGCCAGAGGGCTGGAACTACCAGAGGTACAGCGACGCGACGGCAGAGGACATATTGTCGCTGCCCGACGGCGAGCTGGACAAGATGCAGGCGGGGCTGAGAGAGGTTCTGGGCGAGCACGGCGCGGCGGCCATGTCCAAGCACAACTTCGAGAGGAGGCTCTCGGGCGGCGCGACGATGCTGGATGCCTACACAAGCAACGCGCGGGACCGCAGGGCGAGCGTGAGCAGCAACAGCGCCGCCGACGCCGTGACGCCGAGCTGGCTCAAGCAGTGGAGGAAGCGACACGAGGGCCAGCCGTGGGGGTTCGTCGGCGTGCGGACGGGATGCTACGGCGGGGGTGGCGCCGACCAGAGGTGGCAGCAGTTCCGGGCGCAGTTTCAACGCATCCTCGAGGTGCCCTTCGATTGGGCCGTCGAGAATGGCAGAAGCGGCGGCGGCGGAAGCACCAGTGGCGGCAGTGGGGAAGCCGCGTCCAAAGCGCGGGAGATGTTTGAGGTGCGCTGGATTGAAGACCCCGCGCTCGATGGTGCGGATGTGCAGATCCTCAGGGGGTGAGTTTTTTTTTTTTTTTTTTTTTTTCTCCTATTCTTTCGAATGTTTCGGGTTGCTCCCCGTCCGTTCAAGTGTGGCTTGAACTTTTTTTTGTAGAGGGTAACAGAGTGTGTCCTTTTTCCGCCTGCACCCTTTCCGCCTGTTACTCCTTTCGGCATTTGGCGGGCAGAATCAACCAGAGCCTCAGGCAGTCATCAAAATGACGTAACTGACAGCTTGTGGGGGACATACGGAGCTAACCCCAATTCGATCAAACCCAAAAGTAAATTCCAAGAGCTTCAATCCACGCTTTCGCCAGGCTTCAGCCAACCGATCTTCCTCTCGGCAACGGATCAGGTCGTCGATTCAGTGCTCGCATTGGCACCCGAGGACCTCCCAACGACGGCCTCGCGGCGCGGCAGAAATCCCGCGCCCTGGATACACGTAGTCGCCGCCTCAGCGGACCGCGGCGTGCCGGACGAGCATGTCGAGGCGGCCTGGTTTCGCGACGTGTTCAAGGTCGCCATCGAGGTCCTTGCGGATGAATTGTGGTGGATCGTCGACTCGGGCACCATGCCGCTTCGACGCATCACCCGCGGCGTCAAGGGCGAGGGTGTGGCGGCGGACGCAGGGAACGACGATCTAGAG

> MD102_chr01:1530014-1534014
ATATAAACAATTATAATTATTTTGGGGTAATTACGGCTGTGCTGATTATTTTTTTGGCAATGATCGTGGTTATTCCTATTTTGGTAATCGGGTTAGGGTTTCTTATCTTATCACCACGTGACCTCGTGCTCCCTTTTTCTGTCTTTGGTTCGTGTTTCTTGGTTAGTTCTGGCTTGGGTTCCCGACACCTCTCTCATTCTTGCCCAATCGTGTCGGTACCAATCCTGGTCGTAACAGGAGGGTGGCGAACTGCATTTTGATTGAGTTGTTTTGTGAAAGATGCACGTGGCACTTTTGGGCGAGTGAAGAAGTTGTAGAGGAGAGAAAAGATTTGTAGGAGAGAAAAGATCTGTAAAGGAGAGACACGATTGAATGAGTGTGAAGTGATTGAATGAGTGTGAAGTGATTGAATGAGTGTGAAGTGATTGAATGAGTGTGAAGTGATTGAATGAGTGTGAAGTGATTGCTGATGATGGATGGGAATAATAATGTTCGATTATAGTTGGGAAGCACCTTCTTTTATACACAGTTCCTATGTTACACGGCTTCTCAACACCAGATGACGCAGTAAGTACCTGGTAGTACCCTTCCGTGTATGACACGGTCGATTATGGAACTCTTTGCATTCGCGATCGCCTCGAGGCGCACCTCGTAGCCGCCCGTGAGAGACCGACAAGGCCACCGCCGGATCTACCACATGGGTCTGCAGATCTTGGTCACGAATCATATGCGCATTATTGTTTGGCAAGATCGTAAATTATAACAATGCGTGCCTAGCTACGGGAAGGAGATTTATATGGAGAACGTATATGGATAGCTAAAAGAAATGGGCAGGCACACGAAATAGCCTATTCCGTGATCTCAATGGTGTACATAGTAAATCGCCACTCGTCCAGGGGGAGCCCTCCACAGTGCATTGCGCTGTTGGCAGTGTTGGCTAATGTCTATCAGGAAGGCCGGACATGAATTGGAATCCTCCAGCATTTGCAAGAAAGTGTGGTGCGATCAAGGTACACCCGGGATCACCGACTATTCCAATTGAGCTTTGGTCATTTGTTGTGACTGGCACCTACCCAGGTAGTACTAGACTAGAACTAGAACTGGTACCTAGGTAGGGGGATAAAAGGTAATGCATATAGGCGCCATCCCTGCAAGATCTAAATAAGCATGACTACGATGCTACATGCCTTCGCCCACCTTAAGTCAGCTATGATTGTCGGAACATACCCACAAGACGATCATAGTCTATGCATACAGTCAGTCAAGCTTGAATACATCAATGCCATATTTTGCGCCTTTTTCTTTCCCGTACTCCACTTGCCGTTCTATTACATAACGGTCTCTCCGTTAGTGCTGAATCCGAAAAAAGAATATACCCACCGCTGACTACAAAGGGAAACATTTACAAGTGGACTGGAATGCTGTGGATGTGGAGGCTGCAAGAGAAGATGTGCCCACCAAGGGTGACTGGCTCGGTGGCATATGGACGCAGTTTGAGCAAATGAAGATCAAGCATGATAAAAAGCATGAGAAAAAGCATGAAGGGCTTGGGTTAAATTGGAAGCGGGCCCGCCGGCCAGCGGGTCAAGTAAATTTCTCCCATCTTTAGCTTCATGTGTTGTTTACGGAATCTTTATTGACGAGTGCTAGCAAATGACTAATAGGCATCAACGATTGATTGTTTACCTACCAAGCTACCGACCTACCTATTCATGCACCAAAGGC
							   
ATCCACTATGTGGTACTATTGTGTTTCGATTACGGTATGCAGTGCAGAAACTGCTGCGTGGATTCAAGTGGCACATGACGGTGTGAACGATCCAATTCTGGCTAAACGCCATATTGCATGGTCTGTACTAGATGTGGCGGCCGAGTTTCAACTTTCTGTGCAACCAGTGCTTCAACAATGACATACGCTCCGCTCATATTGTGGTGGTGCATCTTGCACGCAGCTTGCCAATTTCACATGGCGCTATAAAAAGCTATTATTGCCCAGATGCGGATCAGATGCAGATGCAGATGCAGATGC

AGATGCAGATGCAGTCGAGGTGTATCATATCATCCCCGTGGTGCCACGCACTATCGAAAGAGTCACCTTTCACCATGTATGATGTGACTCAATCTGCAGTCATATAACCTCATTAACGCACGCTAGTGGTACTTCAAGCTTTGAAAAGTATATGGTGGCGTTGGATTTGATTCTCGTGGTGAGCAACCAAGACCACAAAGGTTCTCGAGAGTGGCGAATGAGGAAAAAGCATATGTATCATGGTTTCCCTCCCAGCCACGCTTTTTACTACTGCTGCAAGAAACTTGTAGATTTCCGAGCCCATCATGCATTGGTCAATCTAGCCAGCCAAAAAATGTGACACGAAGAAGAGAATTTCCAGATATAAAAAGGGTTCTGATGCCCAGTCTTGATCCCAATCCCAAGAAAGCCAAGTCGTAATATCTCCAAAACATTTCAAACATCAAATTTTCGTTCGAGTCATCAAAGATGCGCTACACCACCTCGATCCCTCTGGCCCTGGCCGTCGGCGCCGCCAACGCGATGAACACCAAAGTGCCAACTGGTGCTCACTCGTCCGGCTTCCTCACCGTGACGACGGCCACCCTCGCCACCACCACCAGCACAACCCCTTACCAGATGCCCACCATCATCCCCTTCCCGGATGAAGAGCAGCCCTACCCGGACGACCCGTGGGGCACCACCTGGACCTGGATTGCAACCGCCAAGGTCCCCACCCCCACCGTCGAGCTCACCAAGACGTCGGGCGGCGTCCTGGAGGTGCCCCAGCCCACCGCGGTTACTCCCGTGCCGCTCAGCAACGAGAACGGCCCCATCATCGGCCCCTGGAAGATCCCCGCGGGCGGCCCGGCCATCAAGCTCGACGGCCTCCAAAACGACACGGACGCCAGGACCCCATTCAGCGACGCCCCCGGCCCCGTCATCCCGGACGAGGACGACTTTGAGATGCCAGAAGTCCCAGATGCCGACGACATTGTCGAGGATCTCATCCGCGAGGGCATGAGCCGGCAGGAGGCGGAGGCGATCAGAGCCCTCATGGGAGAGGGTTCCAAGGAGTCAAAGGCCGTCCAGGAGGACACCCGCAAGGTCGGCGATGCCATGAAGGCTCTAGCCAGGGATTTCCGCCGCTTGCGTCAAATGGCCAAGGCTCACTGAATGCAGGATAAAGGCGGGATTACGGAGCAATGTGCCAAAGAAGCAAATCTCGCATAAGGGGCCTGCACATGGAATGAGAGCCGAGGTTGTGTACAGAGCTGACATAGCCTGCTACTACAAAAGTTTTGAGTTTATAAGCTGTCCCAACTAAGAGGATAGTTATAACGGAGTATGATTGCCCAAGAAAAACAAAAAGAAACATTTTGAACTGTGCGTAGATGTGAGGAAGCAAGGTTGGAGCTAGTCCTTGTTCGGGGCTAGCCTCACCTGGATCGTGCGTAGAGAAGTTATCAAGTGAAGTGAGGCTTGATGGGAATGGTGGGTGTGTGCACTCGCCGCTCGCATGGCTCGGGGAACAAAAATGTTCTCTTCCGGTCAGGCTTGAACTGACAACCTCTCGATGTCGGGTCGGAAAACTAACAGTCGAACGCGCTAGCCAATTGCGCCACGGAAGATTGGCTTCAATCGATTTGAATCGCTTGATATCAAGGGTATGGTGCGCTAGAAGGCGAGATGATTCGTTTATATCACGTACTAGACCACGTTCAGCGTCAAGGTCACTGCCTGTATTGCAGGCTCAACTGAGGGCTTCAGCTGCCCGCCTGAGCCGGGATTATCATCTGCAAAATACTTTTTGTGGGGGAAGATGGCGATGGGATCCACCATCCAGGTAAACTCGGAAATGGGGAGATGTGGTGATATTTTTGGCTATACCCACCAGCTTGGACGCGGAGAATTTGATTATCAGAAAGGCCAGAAACTTTTTCTCGCGACTGCAGAGGCATAGATAAAGTTAAAACACGGGGCTATCCTCACGGGC




> MD105_chr01:2359505-2363505
CTTGTACACAATTTGATCAAATCTCAGGCCTTTGAGCCACTGCCCAAACGCTTCTCAGCAGCTGCCCGTATTCCCCCCCCCCCCCCCCCCCCAAAAAAAAAAAAAAAAAAAAAAGGAAAAAAAAAGAAGAAAAAATAAAATTCATACACATAATAGTATAGTCAGTCAGGCAATCAAATGGAGTCTCATACGATCACCGTGTTGTTGTTGGGAGATGACAGGACTGGAAAATCCACCTTCCTATCGTAAGCATCATCAATATCTACAACAGCCCCCATTGAATTGTTTCCAAGTTGGTTGAGAGAAAACGCACCATCATTTCCTAACAAGAAAATAAAAATACATCAACTGCCGTAGTCGCGTAGCCCAGGGCAAAGACAGGCTGACCGGACGAGCCGAGATCACGCTTTTGCGCGACTCGGACCAGCCCTTCTTCTTTGAACTGCGGTCCAGAAAAGGGGTCTATCGCATCGAGTTCCACGACACTTCTGGTCCCACCAATTGGCGCCTTCTTCAGCCAGATCTCATCGTGATATGTTATGATATAAGCCAACGCCTCAGCCTCATAAATATGCAGAGAGTTGTGAGTCGAGTTGCCCAACCGCCCCCAATAAAACCATCCGGTACCCATTCATAAGATAGAGGCTCACACAGTTGCCCGCGATTCTCGCACGCCCAACATAAAAACAACAGTGGATTAAGGAGTTGCGCCAGACATTTCCAGCCGGCGACTCGATCCCCATCGCAGTCCTAGGTCTCAAGCGAGACCTGAGGTCCGAGGAAGACCCCAACGGCATCATCTACCCGCAGGAAGGATATCGCATATCGCAGGAGATGAGGGCGGATCGATACATGGAGTGCTCGGCCGTGACGGGCGAGCTACTGAGTGAGACTTTCGAGGATCTATACCTCATGGCCGTCAAGACCACGACCGCCGAGGGAGGGCAGAGCGAAGGGGCGTGTGCGATCATGTAGAGCGCGTGTGGGTGCTGGTGGTGACTAGGTAGTTCTTGTCGTAAATCATTTCGCAATGTTCATTCTGACACGAAATAATAAATTTACCCCCTCAATCTCACAATCGCGCCTTAGCGTCACGTCATGGCGCATTGCCGTTCTCAATCGAATCGGTCACCTCTTCGTCGCCATACTCCTCCGCCTGCTCCTCTGAGACCGGAAAGGCACCCAGGACGTCGACAACGGCCTCGAGGATCTGCGTCTGCTGCTCCTCGGTGAAGCGCTCGGCAATCTCCTCGATGCAGACGTGCAGACCGGGAAGCTCGGTCGGGCGCAGGTTGGCGAGCATCAGAACCTCACCCTTGGCGAGGCCGAACTCGGCCAGCCTGCCGAGGAGCTGCGCGAGGCTGTCCTTGGTGTAGGTGAGCGGTTTTTGGCTCAGAGGGTTGGGGTAAGTCCCGCAGTAGTTGACGACCTTTTTGGGATGAGAGAGTCAGCGGCTTTTTTTCTTCTCTTTCTTCTCTTTTCTGTCACCCCTCTCTTCCTTGGTTGCAGATCGCGTTCGTTTGGTTGTCTTCTGGATGAATTTGCGCCCATTTTAACATACATCTTTGGTCACTGCCTGATAATTCTTGGGCGGTCGTCTATGCTCCTTTTTGTGCCGTGCAGAGAAACGGGTCTCGGACTCAATAAGATGAGTGTAAACCTCGTAATTTGTCAGAACTGCATTCTGTGCTTCAAGAATCTTCATTTCGACAGATACTTGTTTGCCGGTTTGATTGAATGGTGCTCTGATATTTGCAAGGGGACAAATGAACAAGAATGAAAGGGGTGCAATCGCTAGTT
											
CTGGTAGGTACCGTAGACAGTGTCTCGGTATGTTACTGTTTAATCTTGGCCTCGAGCAATGTTTCAAAACTTGGCTTGGTAGTGAGATCGAGTTTAGCTCCGCTGTCCGCTTTGAGCTGCTCGCAGGATGAGCACCGCACGGCAAACGAAGGTGGTGGGGGTGGTGTGCAACCTGCGATGCCCCAAATTGCTACTTGGAGTTTTTTTTTTTTTTTTTTTTTTTTTTTTTATCACCTTAATCCAAGCAGGCAGGTACTGTACTGTACATACTGTAGGCAAATCACATGGAGCTCAACCCGA

TTGATTCAGTCTTTTCTAGGTGCAGGATCGTGTGCGTAAACCCCCACTCTGTTTCCCCACCATCCTTACTCCAACAGCATTCTGATTCAAAGGTGCAATCTTCTGTTTTTCCGTCTGTACTGTCGCTTGCCCGAGCAAATCACAAGATGAAATTCAATAAAAGGCCAGTCCTGGACCCTCTGTTCAAGAGCTCCAGTGTAGAGGAGCATCAGGACTTGCCTAACCTTGTTTTTTTTTTTTTTTTTTTTTTTTTTTCACAACGCTGCGTCGTCTGCCGCTTCAGCAATACGCACTTGACTTGACTTGACTCTTTTTTCCCCGCAAAAAAAACCTACCTAGCTTGCGGAGCCCGAAACTCGAGGCCTCCAGGCTCACAACTTCTTCGCCTTGACCAAAACTTTCTTACACCCATTTTTTCCGCATCCCAGTTAGCTTTTAGCCAGGCACTTGGTGAGCGGAAAACATCTTTGATCTCTTTTGAAAAAAAACCAAAAAAAAAAAACAAATATCGAAATTCATCATCCACCAGGTGACCGTGCAGTCTGTCTTCGTTTGCCTGTTGAGGAGCCGATTTCGGCATTGCTCCGGGATCAGGTAAAGAGAGCCGGCACCACCCCCAATCGTGAAAATTCGGGTGTGTGTACCTTGATCGCCAACAAGGGAGAAAAGCAAACAGAAAAAAAAGTGAGCAAAGCTTTTGTTCGGTATGCACCCCTGCATCTAGAACCACTCGCTTGTGGTTTACTACTAGGTCTACCAAAAAAAAAAACTGCCTATCACCATGAATTTCAAAGCAAAGGACTGACGAGAGACATTCTCCTTTTCTTTTTCTTTTTTCAATACAGTCTCGGCCTTCAATTGCGAAGTGTATCTAAAACTATCGGCCCCGGCCACCGAGGAGAAAAAGAAAAAGAAAGAAAACGCCACAATCACACACCCAGTCGCGTCGAGTATTTTTTTTTTTTTTTTTTTTTTTTTGGCACGACATCTGCCCCGCATCACAACATTGATTGACCAAGACCTCATTGCTTTCTCTCAAACTCACTCAACGCCCCAGACACTCACCTAACCCGGCAACCAGCCCCGCCGGCCATACGCTGCTGTCATGGTCCGCAATATTGTCGTCCTCGGTGGCAACTCCCACCCGGAGTTGGTTGACGAGGTCTGCGGCATCCTCTCGATTCCACCATGCGACCGCATCCTGTCCAAGTTCGAGGTGGGAGAGAGCCGCTGCGAGATCAAGGACTCGGTTCGTGGCAAGGACGTGTACATTATCCAGTCTGGAGGCGGGAAGTCCAACGATCACTTCATTGAACTTTGTATCAGTGGGTGCTCCCTGACTTGACCTTGTCCATCCGCACTACGGCTGCTCAGTTTGTCTGATCTGACTTCCATGAACAGTGATCTCGGCCTGCAAGACAGGGCAAGTATAATTCCTCCCTTTTACGGTCAATTGACGGCCTGTCGTCGCCATTGCCTGATATTCGGGGCTCTCGTGGCATCATATTCTCGCATTTGTTGAGGAATCCTCAACTAATATTTGGTTCTCACCCTACAGCTCCGCTAAGCGTGTTACTGCCGTACTCCCTCTGTTCCCCTACTCGCGGCAACCAGATCTGCCATACAAGAAGTCCGGCGCCCCGCTGTCCCAGGCCGCCGGCAGCTCCAACAAGGAATACACATTCGAGAGCGTTCCAGCAACACCGGCTCCCGGCATCCCCAGGACTGCTGGGCTTACCAATGGCGTCGATATCACGCATATGCTGCGCGACAGCTCCTTCACAAATGGCAACGCCCCAGCCTCTCCCCGGCCAGCGCCTCCCTCGGAACAATTCTCTGGCAAGAATGATGCAAATGGTGTGAACGGCAGCCGGTCGGGCAAGCCAAAAGCCCACAATTC

> MD106_chr01:2493243-2497243
AGGTCGCCCCCGTTTCCGCTTAGGTTGGGATTCAGCTATAGCTGGCGATTGAACAACTGCTGCCGCAGAAGAGGTTCTGGGCGGGCGGCCTCTTTTCTTGCTTAGAGCTGGGACTTCGGCATTTACCTCTCCAGCCGAGCGCGATGGCCTGCCTCGTCTCTTTCGTGGTTCTGTGCGACCGCCACCAGTGTGCACCCCGCTCTCGTCAGCCGCCTCACTGTCATTTTGATTTAGACACCGGCGCTTGCTGCTTCTCTGCGGCGGCAGGGTTTCGCTTCGAGATGCTGGATTCTCACTTTCAGGTCGGGAGACTTCAGCTGTGGGTCGCTTTCGAGGTGTTGGCGCGTCTGCTTCAAATTGCGACGCGCCTTGGGCTTCGCGCCGGCGCTTTTGCCGAGACTCCGGAGCCTATGGATATTGAGTTAGCATAATAAAAAGTATAATTTAATAAAATAATAACTGACCATTTTGAGCAGTGCGCAGGTGATAATGCTAACAAAAAGGGCAGAAGTCAACCATGTTGTCGCAAGCTGCCCTCCGCCATTGAGCAATTAATTAGGCAGGTAGGTAGCTACCTAAACTCGTTGATGTCACCAACGCGTCGGGCATTTAATTACTTCATGTACCCAGCAGGGGACTTTTCCACCCCAGTTCTGTGGATACCTCTGTAGAAGCTATGACCATACTACAACAACGGTCAGGCTTCTGATTCGATAAACCCTTGATGTGTGTTCCCACCGCGCTTAACCCAGTTTGCTCTTTACCCGGCGGCATGGACGGACTGCACGCAACATTAACAAGGATTCGTAAGAGTGTCCTATTTCCCAAGACCAGAAGTCTAGACATCATTAAAATTCCGGAAGGGTCTTTTTACAACTTCCCGAAGAAATTGCTCCTGCGATCACGACAGGTGGCTTTGAGACCATTTTCAAGATTGCCCTTGTCACTCCTTCTTTCTTCTTGTACTCTTTTTGCATCAAACCCAGCTCCTTGGCGATATAAACTAAGGTAGAGCTTCCTATCCGTTAGTCTCTTGGCGGCCGACCCCTCGCAGTCCCTAACATCATTGCCGACGCGCCACTGGGCAAACGGCTCGGTTATCCCAAGTCACCTACACCTCATTTCTAACCATTAGATCACGAACAAATCAAAGATACCTGCGATGCGCTTGTCCACTCCCCTTCTGCTGGCCTTGCCAGTACTCGGTGTCTCCGCCGAGGGCGCCTACGAGCAATACTATGCCAAATTCCAAAACTTTCTTGGCCAATTTGGCGCAACGCCCCCTAGCGCAACGCCCGAGGCCGACAAGGCAAAGAGCTCCGATGCCAGCACCGCAACCGGTAGTCAAGCGCCGGCCAAGCCCATCGAGGTGCTTACCTTGGATAACTGGAAGGATCTGCTCTATGGGCCTGTGAAGTCGACTTCCACGGAGCCTGAGGAGTGGTGGGTTATGATCACCGGTGGCAACAAGACATGCTGGGGTACGTATGGATGGAAGACCTGATCGTGTCGATGAGATGTGTAACGAACAACCAGAAGCGCCGTTTGCTAACTTCATTTCCGTCTAGGCCGCTGTGCCATGCCTGAAGCTGCTTGGAACGCATCGACACCCAAGATCGCTGCCCTTCCAAACTCCCCGCACTTAGGCTACCTCAACTGCGAGGCCAACCCAGTTCTTTGCAACGTTTGGTCAGCCGGCGCACCTTCCATCTGGTCCCTGAAGATGAAGCCAGCTCCCAGTGAGGTTGAGATTGTCATCAAGCCATTGTCGCGCAACGAGACTACGGCTCAAACCATTAT

GGACATCTACGAGGAGGGCTTCGTCAAGGGCAACAAGGACAAGTGGGTGTTGAACGACAGCGTCTTCCATCCGTTCAACGGCTTCTTTGCCAAGAACAGTCTTAGCGTTCCCGTTGCCTACGTTCTCTGGTTCTTCAGCGTCGTTCCCAACTGGGCCGTGATGCTTTGCGTGTCTTTCATGAGCCGCAGCATGATGTAAGCACACACACACACACACACACACACACACACACACACACACACTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTGATATTAACGTAACCG

AATCACAGGAACCGCCGCATGGGAGTCGACCAGGCTGGTGCCGGGCAGGCTGCTCGTCGCGGCGCACCCCCTGGCGATGCTAGGTAACGCACTGCCAAAGTTTGAGGGGCTGGTACAGTTCAAGGATTGGGTTGCATACCTCACTTCTGTTATCGGATCACCTGCCGGTTACTTTTTTGGATACAAGCATGGGCAGTGGGGGGGGGGGGGGGGGATATAGTATGAATCTCCTTTGTCAATGATGTGTCTGGGTTGCAACTCTATTTGATGGCGCACTGCTCTATTTTACTATGGATTTATAATATCCCGCAGGTATATCTTGGTTGCACAAGAGTTTATTTTGTATTTAAGCCTTTGCTTGTGTCGCAATCTCACGGATTTTTATTCTCGCATATATCCTGTAGGTTTTTCAAACCATCCAAGACCTGCTGCGGCAAGCTCGCATTGGATAAACGACCGTAACGCAGGTCGCTCAAGTCTCCAACAGTTTTCTTCACCAATTCGAGAAGTCTGGTCTCTTCAGTATGCAGATCCTTAATCTGGCTCTCGACTGCGGTTAAAGAGGTTTCCATACTTTGCACCACAATACTCAGGTTTGTGAGAGGATCGTTGCCAACTGGAGTAGAGCTCGAGGCAACCAGCTGGTGACGCTATCAGTATTCATCTGGTTGGTTTCGGTGGAATTGAATATCGAGAGTAACAAAGTTGGGGATTCTCACCGCTTTCTCAACTTCATCTTCTGCGTCGTACTCGTCCGCCAAAGTCCCTATCCTATCCGCCCTAGTGACCTGTCTTCGAATAACGTTTGCGTGCCGGGATGTCTCCTCTGCGATGTTTTCGGAGACTACTTCTACGACATTACTCCTTTGGCGTTGAAGATCCCTATACAGGAATCGTACTTGAGCCGATGATCGGTGCTGTAGAGGAAATAAGGCTTTGAATTCATCCATGGAGATGATTGTAGGGAGCTGTGCTGGGGCTAACAAGAAGTTGCTCAGGATGGTCGATTCTGTTGGCGCCATGGTCAGAGCCGGCCTGATTGTACGAGATAGAACATCTCTGTTTCTCAATACAGTGACATTCGAGATGTTAATTAAAAGGCGTGCTCAAAAATTATTTCACTGCTCCCACCCATCTTGGCCTGAAATTGACATAAAGGCAGCGGAGTGGGCGTTTGTCATTTAATGATCGACGCGTCGAAGTAGCTTCTTGACACGTCTAGAACGCGTCGCCACTCGCATAGCGGTGGGCCTGTCAATGGTCGTGCAAAGCAAACTCCCGTGATCACGGGATCACCCTCAACCATCCTTTTCCGCGTTCACTCCCTCTGTCCCTTTCCATCTTGCCCAAATCGGCCTGCATCGGTCTAATTCTATCATCACCAAATTGCCTTGCCAGCAAATTGCCTTATTCACCAGAGATTTGTGCAAGTCTCTTTGTTTGTATTGGCGCATCCGAACCACTAGTAATTGATTGGCATCAGACGTCGGGTACTCTTTACACAAAGCCTGATCCGACGTGTTTGGTTTGCAACAAGGGAGGCACTAGCGCGTTCTGGAAGCTCAAAACACCATCAGCAGAGCTGTCATAAAAAAAAAAAAAGAAAAAGAAAAAAAACCAAGACAAACCCAAAGGACAAGGCGGGTTAATTGTCCAGGTCTCTGAATCGACAATAAATTCATCCTTCGCCGCATCAAAGACTTGCAAAGATGCCGCCAAAGCAATCAGCACCGCCCTTCAAGGCGGACGAGAGGGTATTTTGCTTCCACATGGACATGCTTTACGAGGCACGCATCCTCGAGATCCAGAGCGAGGACAACGACCTGTTCTACAAGATCCATTACAAAGGATGGAAGAACACGTGGGACGACTGGGTGCGGCAGGACAGGCTGCGCAAGTT
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CTTAGGTTGGGATTCAGCTATAGCTGGCGATTGAACAACTGCTGCCGCAGAAGAGGTTCTGGGCGGGCGGCCTCTTTTCTTGCTTAGAGCTGGGACTTCGGCATTTACCTCTCCAGCCGAGCGCGATGGCCTGCCTCGTCTCTTTCGTGGTTCTGTGCGACCGCCACCAGTGTGCACCCCGCTCTCGTCAGCCGCCTCACTGTCATTTTGATTTAGACACCGGCGCTTGCTGCTTCTCTGCGGCGGCAGGGTTTCGCTTCGAGATGCTGGATTCTCACTTTCAGGTCGGGAGACTTCAGCTGTGGGTCGCTTTCGAGGTGTTGGCGCGTCTGCTTCAAATTGCGACGCGCCTTGGGCTTCGCGCCGGCGCTTTTGCCGAGACTCCGGAGCCTATGGATATTGAGTTAGCATAATAAAAAGTATAATTTAATAAAATAATAACTGACCATTTTGAGCAGTGCGCAGGTGATAATGCTAACAAAAAGGGCAGAAGTCAACCATGTTGTCGCAAGCTGCCCTCCGCCATTGAGCAATTAATTAGGCAGGTAGGTAGCTACCTAAACTCGTTGATGTCACCAACGCGTCGGGCATTTAATTACTTCATGTACCCAGCAGGGGACTTTTCCACCCCAGTTCTGTGGATACCTCTGTAGAAGCTATGACCATACTACAACAACGGTCAGGCTTCTGATTCGATAAACCCTTGATGTGTGTTCCCACCGCGCTTAACCCAGTTTGCTCTTTACCCGGCGGCATGGACGGACTGCACGCAACATTAACAAGGATTCGTAAGAGTGTCCTATTTCCCAAGACCAGAAGTCTAGACATCATTAAAATTCCGGAAGGGTCTTTTTACAACTTCCCGAAGAAATTGCTCCTGCGATCACGACAGGTGGCTTTGAGACCATTTTCAAGATTGCCCTTGTCACTCCTTCTTTCTTCTTGTACTCTTTTTGCATCAAACCCAGCTCCTTGGCGATATAAACTAAGGTAGAGCTTCCTATCCGTTAGTCTCTTGGCGGCCGACCCCTCGCAGTCCCTAACATCATTGCCGACGCGCCACTGGGCAAACGGCTCGGTTATCCCAAGTCACCTACACCTCATTTCTAACCATTAGATCACGAACAAATCAAAGATACCTGCGATGCGCTTGTCCACTCCCCTTCTGCTGGCCTTGCCAGTACTCGGTGTCTCCGCCGAGGGCGCCTACGAGCAATACTATGCCAAATTCCAAAACTTTCTTGGCCAATTTGGCGCAACGCCCCCTAGCGCAACGCCCGAGGCCGACAAGGCAAAGAGCTCCGATGCCAGCACCGCAACCGGTAGTCAAGCGCCGGCCAAGCCCATCGAGGTGCTTACCTTGGATAACTGGAAGGATCTGCTCTATGGGCCTGTGAAGTCGACTTCCACGGAGCCTGAGGAGTGGTGGGTTATGATCACCGGTGGCAACAAGACATGCTGGGGTACGTATGGATGGAAGACCTGATCGTGTCGATGAGATGTGTAACGAACAACCAGAAGCGCCGTTTGCTAACTTCATTTCCGTCTAGGCCGCTGTGCCATGCCTGAAGCTGCTTGGAACGCATCGACACCCAAGATCGCTGCCCTTCCAAACTCCCCGCACTTAGGCTACCTCAACTGCGAGGCCAACCCAGTTCTTTGCAACGTTTGGTCAGCCGGCGCACCTTCCATCTGGTCCCTGAAGATGAAGCCAGCTCCCAGTGAGGTTGAGATTGTCATCAAGCCATTGTCGCGCAACGAGACTACGGCTCAAACCATTATGGACATCTACGAGGAGGGCTTCGTCAAGGGCAACAAGGACAAGTGGGTGTTGAACGACAGCGTCTTCCATCCGTTCAACGGCTTCTTTGCCAA

GAACAGTCTTAGCGTTCCCGTTGCCTACGTTCTCTGGTTCTTCAGCGTCGTTCCCAACTGGGCCGTGATGCTTTGCGTGTCTTTCATGAGCCGCAGCATGATGTAAGCACACACACACACACACACACACACACACACACACACACACAC

TCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTGATATTAACGTAACCGAATCACAGGAACCGCCGCATGGGAGTCGACCAGGCTGGTGCCGGGCAGGCTGCTCGTCGCGGCGCACCCCCTGGCGATGCTAGGTAACGCACTGCCAAAGTTTGAGGGGCTGGTACAGTTCAAGGATTGGGTTGCATACCTCACTTCTGTTATCGGATCACCTGCCGGTTACTTTTTTGGATACAAGCATGGGCAGTGGGGGGGGGGGGGGGGGATATAGTATGAATCTCCTTTGTCAATGATGTGTCTGGGTTGCAACTCTATTTGATGGCGCACTGCTCTATTTTACTATGGATTTATAATATCCCGCAGGTATATCTTGGTTGCACAAGAGTTTATTTTGTATTTAAGCCTTTGCTTGTGTCGCAATCTCACGGATTTTTATTCTCGCATATATCCTGTAGGTTTTTCAAACCATCCAAGACCTGCTGCGGCAAGCTCGCATTGGATAAACGACCGTAACGCAGGTCGCTCAAGTCTCCAACAGTTTTCTTCACCAATTCGAGAAGTCTGGTCTCTTCAGTATGCAGATCCTTAATCTGGCTCTCGACTGCGGTTAAAGAGGTTTCCATACTTTGCACCACAATACTCAGGTTTGTGAGAGGATCGTTGCCAACTGGAGTAGAGCTCGAGGCAACCAGCTGGTGACGCTATCAGTATTCATCTGGTTGGTTTCGGTGGAATTGAATATCGAGAGTAACAAAGTTGGGGATTCTCACCGCTTTCTCAACTTCATCTTCTGCGTCGTACTCGTCCGCCAAAGTCCCTATCCTATCCGCCCTAGTGACCTGTCTTCGAATAACGTTTGCGTGCCGGGATGTCTCCTCTGCGATGTTTTCGGAGACTACTTCTACGACATTACTCCTTTGGCGTTGAAGATCCCTATACAGGAATCGTACTTGAGCCGATGATCGGTGCTGTAGAGGAAATAAGGCTTTGAATTCATCCATGGAGATGATTGTAGGGAGCTGTGCTGGGGCTAACAAGAAGTTGCTCAGGATGGTCGATTCTGTTGGCGCCATGGTCAGAGCCGGCCTGATTGTACGAGATAGAACATCTCTGTTTCTCAATACAGTGACATTCGAGATGTTAATTAAAAGGCGTGCTCAAAAATTATTTCACTGCTCCCACCCATCTTGGCCTGAAATTGACATAAAGGCAGCGGAGTGGGCGTTTGTCATTTAATGATCGACGCGTCGAAGTAGCTTCTTGACACGTCTAGAACGCGTCGCCACTCGCATAGCGGTGGGCCTGTCAATGGTCGTGCAAAGCAAACTCCCGTGATCACGGGATCACCCTCAACCATCCTTTTCCGCGTTCACTCCCTCTGTCCCTTTCCATCTTGCCCAAATCGGCCTGCATCGGTCTAATTCTATCATCACCAAATTGCCTTGCCAGCAAATTGCCTTATTCACCAGAGATTTGTGCAAGTCTCTTTGTTTGTATTGGCGCATCCGAACCACTAGTAATTGATTGGCATCAGACGTCGGGTACTCTTTACACAAAGCCTGATCCGACGTGTTTGGTTTGCAACAAGGGAGGCACTAGCGCGTTCTGGAAGCTCAAAACACCATCAGCAGAGCTGTCATAAAAAAAAAAAAAGAAAAAGAAAAAAAACCAAGACAAACCCAAAGGACAAGGCGGGTTAATTGTCCAGGTCTCTGAATCGACAATAAATTCATCCTTCGCCGCATCAAAGACTTGCAAAGATGCCGCCAAAGCAATCAGCACCGCCCTTCAAGGCGGACGAGAGGGTATTTTGCTTCCACATGGACATGCTTTACGAGGCACGCATCCTCGAGATCCAGAGCGAGGACAACGACCTGTTCTACAAGATCCATTACAAAGGATGGAAGAACACGTGGGACGACTGGGTGCGGCAGGACAGGCTGCGCAAGTTCAACGACGAGAACAAGGA
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GATATCACGTACGGATAGCACAAGATCGCTGGTGTACAGAAGGTATTTGGAATATTGTTCTAGGGTTTGCTTGAAGAGTGCAGGAAACCCATGGCAAGCTCTTGATATTTACGAGCTCACTAATACTGGGACAGAGCCTTAATATGGTGCATACTCAAAGGTATTCAGAGGCATGCATGCCAGTCAACGTTGCAGGACAGGGTTGTCTGCTTGAACGGTTTGTTGAAGCCACGGGCAGGTTGTTGATACTCATAACGATTTCAAGACCACCAGATGTATTCATTAATATATACAAATACTGTTTCACGTATCTAGAAGCTAGTGCCTCCAACCTCCGTAGGAACCAGCACAGTCTACAGTGACATAAACCCATACCAGCTTGTCTACGTCCAGCGGCAGCTGTTACTGGGCAGAGGGTGAATGGCTGCACAAACGAAGGACTGTGATGCTCTCTGCAGTTTGAGATTATTCCTTTTTGAAGCAAAATGTCTCCTGTCTAGCCACGCCACGAGCACAGTGACACAATCATAACCATCTAGTTTCATGTGTGTGCCACCCTCCCAGACCAAAGGGGGTACGTTGTTGAGGCTTCTCATTGATGCCGAGCTACCGTTTTGAGGACGAATAGACTTTCCGAGACGTGGTTTGTGACCTGCCATACCATAGTGTCTGGGAAAAAGTGACTGCGCCTTATAGAAGGGTCGCGTTGTCACGAGAAGGGGGGGCGCTTGGAAGGCTCCATGGATGACTGGGGCATGACTGGCGCTTAGGAAGCATTTTTTTTTTATGTTGTTCATGTACGTCCGGCAAAAGGGCGGCTGTTCCCTGGCAAAAAGCTCCCTATTCCTTTTTGTTTGGTTTGTTTGTTTTGATTTCGAGTGAGGGGGAAACTGTGTGAAGCACAGTAGAAACCCACAGCATATTGATATCGACGACTCAGGTTTCGGGTATATTAACATTGCACCGATATTCCCTTCCCGGGGACGCCATATTACTGAGGCAATCTATCTAACGCTTTCATCTCGACGAAGCTCCAGGTTGGCAAAGATTGCGAAGCTTTTTGAGCCCATTGTATCATAACTCCAATACGTAGGTAGTTCTAGAACTGCATAACAAAGGCCGAGTCGTTCGCTGTGCCACCTGATCATTGCATAGCATAAACTTTTAAACCAAAAGAACACGATTTGTGCCTTGAGCAGCAAATTTTCACACAGACCGTAGTGGTGAACAATTTCTATTACCTTTCGCTACCTCTTTGAAGAGAAAAAAAAAGAAAAAAAAGAAAAAAAAGGCTTCTGAGGCGACAAGCAGGCTTCATTCTGGCGCCACGCGCATGTGTTGATTCGTGCAAGAGATAGTTAGGCTTTGGTATGGCATGGCTTGCATGGCCGGTAAGAGCGAAACTAAAAGAAAAAAAATAGAGCAAAAACGAGGACATCGTGTCGTCTTGCGGATAAATAATAAATGCACATAACACAAAAGAACGGATGATTTATGGGCACGCCTCTCTCAGCCACAACCACCGCACCCATATTTGCGACAGTCATGGCTTTGGGTTTACCGGGCTGGGTAGGCGGCTTTTTTTTTTTTTTTGTTTCTGTTTGCTGGAAGCAGGGGGGGACCAAAGTGAGTAACCCTGCTAAGCAGAAGAATCTAGATTCACGAGAGTACCACACCCCCAGTAGTCCTGTCAGGCCATTCTCAAATTTGCTGCAGACAGATGTCGAAGATCAGCCGGCATGTTTTTCGCGACACGTCTTACGCTGTTTATTTCGGGCGTGGGGTTCGTCAAGTCTCTGAGACTCGTACACATGTCAAGTCGCTTGGTCACCTGGCTTTGTCCTTTTTCGTCCCATCTTGGCTTTATAAGCTTCA

GCGCCGTCTAGGGGAAGGGAAGCTTGTTCGGTTTCCACCGTGTCTCTGAGTGGAGTTTTGTCACTATTCATAGTATTTTTTCCGGCGATCGAAAAAAAAAAGAAATAGAAAAAAAAAAGAAATAGAAAAAAAAAAGAAATAGAAAAAAAAAGAACAAAGAAAAAAATGAAGAAGCTCTGGAGCATCACTGGCGTCGTCGTGACTTGGGTTGAAAGTTCCGACGGCGACAACATCCGGCGGCACCGGGGCTTTGATAGGGGATGGCCTCCACCGCCGTAAATTTTGATGTGCGGCGGAAAA

AGATGCAACGTGGTATCTATCTCGGTTCTTTTCACTTGTTTCTGTCAACTTTATAGCCGAGTAGATTAATCACAACGCTGTTTACCTCAAACTGATGACCACTGGCAGCTGTTGGTCAAATACCACAATAGGGTTGTAACCGAGATTGCCACGGATAATAAAGTGCGATTGTCGAGCAAGAGATAGATTGACCACAGCTCGAGCAGATGGATCAGGGTCCTCGGAGACGTTGTATCGCAGGAGCCGATCAAGCCCTTTGAAGTTCTAACCCCTTGGAGTCTCCATACACACCGGTACTGGGCCCCGTCTTTGGAGGGATGGTTGGTATTCATTGCAGACTGTTTGTCTATCAGGCCCCCGCAACCCGCCCGACAAACTTACGCTCTGCAGGAGTGCCGGCCCACGATGCCACTGGAGAGCATCGATCCCTTGACAAGGGGGACGGAAACAAAGACAGGTGTGCCGGAAAGCTCAAGCGTACGGATCTCCCCCACGCATCGAAGAATGCAACTGACTGACTAGGGACTTTTTTTTCTCTTTTTTTTTTCCCCAGCTTTGCATATCACCGCTGAAGAGGGTACATCATGTGGGCAGGATCTGGCACGGTTTGGAAACGAGTCAGGCCCAACACAGCTCCCCACACGTTGAACCCAAAGATAGTAGTATCGGTCGCTTGAATAGGGAAGGCAGATCGCGCGCGGCCCGCGCGCCTGTTTCAGAATAAACGTGAGAGATGAGACGACTCCGCATGTGGAGAGGCGCCAGCCGCGTACCGCAAGTGTATTCTGAGCGGGTGAGGTGGGTTTGGGTGCGATCTCGCAAAGTCCGAGTCGGGCAAACGTTGGAAGGGCGACACTTTTGTGCTGTCGCATTGTTCATCCCAACTCGTCCGAGGATAGAAACTTGTGGCTGAAGTGCTGGACCCTGCACTTGACTTGATTTGTCTTTTTTTTTGTAAGTGTTTATGTTATTTTTTCTTCTTTCTTTTTTTGTATCATCTCTGATCGCTTATGCTCCCCTGCCCCAATGTGAGTGAGATTTACCTCCTATGGTTCTTCTAATATCATACAACCAAAAAAGGGAGCAGCAGCTGCCATAGCCCCGTCATCCCATCCTCTGGGACACCTGGCATAGATGACAAGACCCGCGCATTTCCAGGTCTAGGTCAACCGGTAGCTATGCAGATAAACAGCTTATTTGTCGTGGATAAGGAGGATCGGTGGGTACTCTTTTTTTTCACATAAACATAATTGAGGGAAACGGTTTGATAGTTTTTAAAACGGCGACTAGGAGACAAGGAAAAAGGGTACCGTTTTCCGCACATCGGAATAAAACAATTGAGTGCGATATCGTGGGAAGCGATAATGCATTAACAAAGATGATAATTAAAGGGGTTGGTCCGCAAGGACGACAAGCCCAACAGAGAGTTTGTTGGAGGGGCCAAGACCAACAGACAAGAGATGATTTGGAAAGATCGTGGAAATTTCCCAAAGGGTCTGTCTGTCTCTTTCTTGGTCGGATGGAATGCCCGGGCATGGCATTCAACCAGTTGGGCTTGACCAAATCCCGTAGCCAACGTAGCGGCTCCGCAATTTCCCGTCATGGCCACGGGCGCGGGGATTTTCCCCCTCAATAATCGGACAGGAAAAAAAAAAAAATCTCGGTGTTACTTTTTTGTCACCTCAACCCCGTGATAGATTAATTCGGCCTCGGGAAGTTGCAAGCTTGGGAATATGCTTTTTGCACCAGAACAGGTGGTGTGATTACATCCCATATTCAATCAACAAACCCCTGCCAAGCCTACCTCGGTTCAACATACCTACCT
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GCACGGGGTCGCGTCAGTGAACTAACCCCCTAAGCAGGACCGGGCCCGAACCCGGTCAGGCACGATCCGCCTCTGCCCTCCTTGTTTTCCCCCTGTGTAAATAAAGAAGATAGAACGCGCGCCGAGATACCCCTCGGGAGGTTGCTAACGGCCGGCTAACAAGCCGGGCCGAGCCCGGCGTTAACTAATACTACTACTACTACTACTACTACTGTTCTTTTGCCAGCCCCCATGACATTTATGCCCAGCTTACTCCATACGTACCTGCCCAAAGTCGGGCTCACTAGCGTTGCCCACTCACAAAGCCGAGTGACCTAGCCACATCTGCGGCTGCCTCATCGAGAAAAAAAAGCGCCGTGCGTTGCGGCGTGGCTAGGAATGGGACCTGCTGCTCACCTGTGGAGGCCTGCGCAAACACGAGAATAAAAAAAAAACATGTCAAGGCTGGAGGTCAACCTTGCTTGCATTAAAAAGTCGTTTTGTCGGTGAACATGACTGGTGAAGGATCTTCCTGGCAGATGGCCATGGGCCCGGACAGTTGTCAAGGCGTCTTGGCAATCGCCATTCGGCCGAAGAAAGAAGGCAACTATCGGTTTTTTTTTTTTTTTTTTTTTTTTTCTTTGCACCCAGGGCCGTTGTGGCGAAACAAAAAAAACCTCAAAGCCATGCAAACAGACCTTTTGGGGGCCAAAAAAGAATAGCTTGGTCAGAGCGAGCCGAAAAAAAAAGACAGCGGTCGGGCGGACGAACCCGAGGACCAACACCTTCACCGGGTACCCGGGACTGTTCACCGCAAAAAAGGTCCAACGCATCGGTTCCCACGCGGAAGCAGGACACCCATTCCCCGCCCTTGTTTCCCTGGAACTGTCTCGGCATTGCATGTCTTTTTTGCAACATGGGAAACAACGGGGGAGAATGTGATGGCATACCGGAAGACCAAAAGGGGGTGGTTCCCCCATGCATCATCCAACTGTGGAAACGTTGCACAAATCTCCAAAAAAGAAGTTGGTATCGCGATGAGCCGGGGCCCAGGGAAACGGGTTGCCACAGCTTCGTGCGTATCTTGGGATATTTCGCCCGTACCACCAAAAACCCCTCAAGATTCTTTTTCTTTTTCTTTTTTTTTCCTGCAGCCTGGAGCCATGTGTGCACCCCCTCTTGTTTTTTTCTTTCTCCGGAATGAAGGTCAAAGACAGCGGATACAATCGGCAGGCACAGAGTAATTCCATCCCATCGGCAAGCTTGCTCCCGTTCTTTTGGTGCCTCCCCGGCAACTCGAACGTCAAGTGTTTTTTTTATGTGCGTTAATCATGCAGTGGTTAGGTGCGTGTACCTGGTGGTTCAAAACTCAACCAAAGACAATGCGTTGGTCTATTGTTTTATTTCTTGTAGACTTATCTTTTTGGACCAGGGCGATTCCTCAATTTACAAAGACATTATAGCAGGTGATGTAAACTCAACTTGGTTCTGCTCAAGCCCAGGTGCGGATCAACATGCCTAGCTGCACGCTAAGCGCTGTAGCGTGGGGAAAGATCTACGTGAATTTCCTGTCCAAGGTGGGAATCTATACCCTAATGTAAGATTTGGCCGAAAATGGAAGGCGTGGCTTGGATTGATGCACCACCGTAGGCGGGGTGACCTGACCTTGGAAGAAAAATACATGTACACATTGATTGGAAGTATATGTTGGCCTGGAAAAATAAAGCCTTTTTTTTCTTTGGCAGCTCTCGCCGTCTCCCCCGGCATGAAAAAGCAACAGAACAACCTAAATTGAAGAATGATCTAGGCCAAGGCCCAGAC

TTTTTTTTTTGGTTGAAAGCTACAAGCGACCTAGAGGCGCGGCCCCGCCCCCATCTTAGCGCAGCATGTACCTGTATACTACACCTCGACACATAAAAAAAAATGTACTCACCTTTTTGCAGACAAGCACAGACAAGCGATGGCCCGCAAGTCCAGACCCGGCAGGACCTGACAGAGAAAACCGCCGCGATGGCCGATGTAAAAAAAAAAAAAAAAAAAAAAAAA

GACCACAAAAAAGAGATGCAGATTAAGATTCACCGGTCGGCTGCTCTAAGACCCAGAAACCCGGACCTTTTATTCCCGTTCCTTTCCACCCCTCATTTTTTTTAAAAACACGCTGCACGCATGGGGGAGCTACCCAAAACCATGGAACAGGGTCGACGGCATGCTGAAGAATCTCGACTCGCACAAAGAAGGGTATTTTTTGTGGCGCACAGATGAGAGTAACAGAAGAAATAAATCACAAAGAGATAGAAAAGAAGAAGAAAAAAAGCAAGGCGAAAGAGTGTTGGATACGGGGTACGAACCTAGATTAAATCAAGCCTTGTTTGTTCTCCCTTTTTCTGCTTTTGCTGCTGGCTTCCCTAGTCGCACCCCCCTTCACCTAGACCCCACGGCTGGGAGAGATCAAGCCGTTGCCCGGATGTGCAGAATGATGTAAATGAGAAAAAAAAAGTGTCTTGACAAATTTCACGGGAACGGGGAAAGCTTGCGCACGAGAGGATCAAGGAAAAAAAAAAGACGCGGAAGGGTAGTGTGCATTGTCTTTTTTTTTCTCCTTCGTTTTTTTTTCCTGGGGGGCCATGCCGTGTCTTCAGAAGTCTTGTCTCTCGGACAACTTGGGACCTGCACCAACGGAGTGGACCGGGGGTGGCGGTTGGTGTAAGAAAAAAAAAAGACAAGAAGAAGAGACAACCTACTCGCACGTCTTTGTACAGAGTATATGTGTGCTGCCACGTCAGTACCTGTTGAGTATTGTTTTTTCCCCATTCCCCATGTTCACCTCTTCTTGACCTCTTTAATCTCTTTGCTTTTGTAGCATACGAGTCTGTTGATCTACCTTGATCTACCTGATCTACCCAGTAGTCCACGGTGACCGAAGCCACCTTTTATTTTCCCCTTTATTCCGGTAGGCCCAGCGAGAGAACAAAGAAACCCAAAACAATATTTTTTCCCTCCCTCTCTCTCTCTCACCTTTACGAAAAAAAAGATGGCTACACTTATTCCACCAAACGGCGCTGGAGACGCGGAAAAGGAGTCATGTACGAGCCCTTCAAGTTTGAGGCCCTCGAGCTGGGTGCACAGTATACAAGGAAGCCAAACAGACCTGGACTCGACCAGTCCATCCTTAAGAAAACAAGAGGGTGCAGCGAGCCCGAGGATATCGAGCGATCTCGCCGGCACAGATACAGACACAGACACGGACGAGCATGAAGAGCCGCCGCTGCCTTACTCAAAAGCCAGGTGTGTCGCGCTGGTCGTGACCACCACGGGGGCTGCCTTCACAAACGTGAGTACTCCCCATAACCCGCCAAGGTACTTTTGACCATCCACTCACTCGCAATATTGCACTCTTTTGTCACAGATTCTATCAATCCAAGCAGTCGTGATTGCCCTGCCGACCATCGGCCGCGATCTCAACATACCAGACACGAGACTCCAGTGGGTCGTGTCTTCGTATGCTCTCTCCTTTGGCTGCTTCCTCCTCCTCTGGGGTCGCATTGCCGACCTCTACGGCATGAAAAAGATCTTTGTGCTCGGTTCCGCATGGGTCGCTGTCACTACGGCGCTGAACCCCCTCATCAAAAACGAGATTGCCTTTGACCTCTTTAGGGGCCTCCAAGGTTTGGTAGGAGCTGCCACGAAAAAAAAATCCTGCCAAGTGGCCCCTGAACCAGAAGCTGACTTTTTCGTTTCTACAACAGGGAGCTGCGGCCAATGTCCCCACAGCCCTCGGCATTCTAGGAACTACATTTCGGCCCGGCAAGGCCAAGACGAATGCATTTAGCGCATACGGTAAGCTTCCACGCCGTTGCTGTCAATTGTCCTGTCCACATGCAAGCATGAGCTAACCAAAACCCCTCATTTAAACCAAACCATAGGCGCCGGTGCTCCGTTAGGTAGCATATTCGGCACCCTGATGGCCGGCTTCATCACCGCCAACGTATCTTGGGTCTGGGTTTTTGGCGTCACGGCCATC
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TTTCTCCTTCGTCTCCAGCATTGCCTACCTAGAGGGTGTCGAGCTTTGGGGTGCCGTTGTTCTTGTTTTTTTTTTCCTTTCTTTCTTTTCTCCATTCCTTTTTGCTTCAGCCAGCAACCGCGCATTGGTTGTGACTTGAATGTTTGGTTCTTTTTCTTCTTCATCTTTTATACCTCGATTCATACTATCATTACATGCGCGTATCTGCCCGGGTGGTGATCGTTGCTTAGTACACTAATACTCTAGCATTGACTGCACATTAATCACCCACCCTCTCATCACTCAATCGAACGACAAAGAACTCGTGCGCGCTGTTGGACGGCAAGCACAACACATCACCTATAATCGACTCAACTTGGCCAAAGGTTATCTCTAGGGTCTTGGCTACACATGTTCACCTGAAGTCCGAAGTTGACTGCTTGAACAGAGCAGCGCTGCTGCGGGAAGCGACGAGGTTCACCCCGAGTTTGCCGGGACGGACAGTGCCGACTTTTTGCTCTTCTCCACAGGTGTTGAATCAACTTGAATGACACCGTCCCCGGTGGCTCGAGAAGATATGCAGACGGTGAACCACTCATCCGCCATTTTTGGAAGATATAATTTCTTCTCAAGGATGGACGCAACTATGGAAGGCCCCGCCGGGGATCAAATCGGGACGCAATTTCACCACCTCAGCTACTATATCGCGCTGGCATGCATATTATTGGGCGCATACTTTTTCAAACTGCAGAAAAATGCCAAGAGGAGTCAGGTTGATGCGCCTTATTACAAGGCCTCGATATGGAAATGGATGTTTGACGCCGAGACCCAGATCATCGAAAGCTATAACAAGGTCAGCCACCTCTGCATGCTCCTTACGTGAGGAGCCATACGCGTTCGATATAGCCTTCTCGAAGCTTTGACACCTACAGGATTCTTACTTTCTCGTTGTTGTTACTAACCGCGGCTTTTGTGTTGGCAGTTTTATGGCAAAGTCTACCAAATAAAAGCAACAGAAGGCATGCAACTGGTACTACCACCGGCGTTTGTGGCAGAGCTGAAGAGCCTGCCTGAAGAGACGCTGAGCGCAACCGCAGCGATGTGTGAGGTACGAATACCATGTCTCTGGATCCGACTTGACAAGAACAGAACCTCCTAGTGGACCATTGTCAACATAGATATGCTCACTAACAGATTCGCGCAGGCCATGTTGAGCGAATACACCCACTTCCACTTCGCCAACAACGGCGATCTGTTGGCGGCTTTGGTGAAAACCAAACTTGCCCAGAACGCAACCAACTCCACTATCGTGCCGCGATTAAAAGAGGAGATCGATGTCCTGGTGGCTGAAGAATTCCCCGAGTGTCGCGACTGGACGACCTTCAAGATACAGCCCTTTACGCTCCGTGCGGTAACTCGCATGGCCGGGCGCATCTTTGTGGGGCCGGAAATCAACCGACGCGAGGACTGGGTCGAGACCAACATCAACTTTGTCGTGCACGTCTTCATGACCGTGGCCAAGCTGCAGTTCATGCCGCAGTTTCTGCGCCCGATAGGACAGTACCTCGTGCCCGACGTGCGACGCACTGCTGCCGATCTCGAAAAGGCCGGGAACTTGCTGAAGCCTATCATTGACCAGCGGATGCGCGACAAGGAGAACTTTCCAGGCTATGAGGCGCCCGCAGACATGATTTCCTGGCTGCTCGAAACTCTCTCCGACAAAGACCGGGCTGACATTGCTGTCCATGCCCAGCTGCAACTCATGCTTGCGATGGCCAGTGGCCACGGCACCAACAACATCATTGTCGACTGCATCTTCGATCTTGCCGATGACCCTGACCTGCAGGACGAACTGCGAGAGGAGGTGGAGGCTGCGTATGCTACCGGGGCACCCGG

GAGTGACTGGACCAAGGAGAAGCTTCTGATGCTGAAGAAGATGGATAGCCTCATGAAGGAGGTGCAGCGGTTTCGAGGCAATCTCAGTAAGTTCTCCTTGTCTGAAAATGAGCAAAACGGGATGGAAAAAAAAAAAAGAAAAAACACTAA

CCGGTTGACAACCAACAGTCGGCTTCCACCGCAAAGTCCTGAAGCCCATATCCCTCTCCGACGGCACCTACCTCCCTCCAGGAACAAAGCTGCTCGTCCCACAGGCGGGCATCTCCCGCGACGGGGCCTTTTACCAGTACCCCGACCACTTTGACCCGATGCGCTTCTACAAGCTCCGGCAACAGCAGCAACAAAGCAGCCGAGACTCGAGCGGGTCCGGGGACGAGGACTCGGCCAGGCACCACCAGTTCACGGCCATTGTTGACACCAACGTCAACTTTGGCGGCGGCAAGCACGCCTGCCCGGGCCGGTTTTTTGCCTGCACCGAGATCAAGCTGCTTCTGGCGTACTTTTTGAGAAACTACGAGGTCCGCCTCAAGCCGGGCGAGGGGAGGCCCAAGCCCTTCACCATGATGATGTCAAAAGTCCCGAACCCAGACGGCGAGGTGCAGTTCCGCAGGAGGGAGTGTGCCGAATACTGAAAGACGGGGTTTTTTTTGGCTGTTTTGTAGTTTAGAGGTCAATGAAAGAACCAGAAATTGAGTACATCGAGCGGCAAGAAAAAACTGTATTTGGATTGTGACATGTCGTTGTGTTGTCGAAGTGGCCGTCCTGGTGGTCAGTGGTCGTAGGTGGGAACGCCTGTCTGTGTCGCTATACTAAGCGAGCAGGTTCACTTGCAGCTTTGAATCCTAGATTAGATGCGCGCCGTGGGTTACTACCGTAATTACACAGTCGAGGCTAACTACCAAAGTCTCAAAAGGTCATTGGGCAAAATTAACAGATTTATTATTGTGTATTATGTATAAGCTTTTGTCTTGTCGTCTCAAGGTCTTGAATCACATAACCTATTCCCGGGGGAATGCATTATAGCGCTTTCCAACAAAGCTGCCGTTTCCGGCCTTGCCATCGGTGTACAGTGTCATCGTATCCGTCGAGTTCTGGTAAGACACACCGCACTTTTCCGAGAATCCCTTGAACCGCTCGGTCCTCTCCTTGATGAACTGCTCGAATGCAGCCTTGGAGCAGCTCGTGCCCGGTCCATCGTTGCAACCGGGAATCAGCTGAGGTGAGCTGTTGACCAAGACGCGATGGTACTGGCCGTTGTCGAAGCCATAGCTGCCGGAGCACTCGAGACGCTCGAGGGCGATGTTGGTCAGGAAGGGGACGATGTGCGAGGAGCGCCAGGCGCGGTGTGGGTTCTCGGCATCGGAGGGCATGGTGGCGTTGACGGTGGCTTCTGATCCGCCGAATTGCGAGTTGTTGAACAGGCCCATGGCGACCATGACCATGGGCGGAAGCTCGCGGTGCGTAAAGCTGATGTATAGGTCCTCAGCCTCAGGGCCGCCGTCGCGCGTCATCAGGTCGGCAGTCGCCTGCAACCAAGGCATGCCAATGTATCCGGCGGCGGGGAAGCCGTAGCCGACATTGTAGTGGTAGCGGACGTCCTCCGAGTACTCCCAACCGAGCCAGTCGTCCGGGCCAAAGAGGTCGAGGTCGCAAAACTTGGAGCGGCCTCGAATGAGGGACTCGTAGCCGCAAAGCTGCATCATGCCAAAGACGTCCTTGGTGGTGAAGTTGAACCCCGGGGCTGCAGCGTTGAAGCGGGCCTTGATGGGTTTGGTAAACTTCTCCTGGTACACCTGGCTCTGCTCGCTCCCGGTTGAGCCCGAGTAGGCCGGGCAGGCCTTGTAGGGGGTCAGGCTATTGGAACCAGACTCCTTGCCCTCGTAGATACTGACAACGCGGATGGTGTTATCCTCGCGCTGAAAGCCGCGCACGAGGGACTTGGCGGACTCAAAGGTGCGTTCAGCGGACGAGGTCCACACGTGCTGGGGTAAGCTGAGGTTTGGGTAGCGGAAGCTGAGGTCAACACCGAGCCTCGAGGCCTCGAGCTTGCCCATCCGGGTCAGGAGAGATGCCTCGGCCTCGGTGACGGGCGGCTCCCAGTGAGCTAGGAAACTGAGCGAGGGGA
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ACAGTCCGTATTCCTCAGCAACGCTGTGTATATATACGAAGTGTCTAGCCAATGGAGTCAGGCAAGTGTCCGTGGGATAATAAATCCTTCTGGTTGGGCTTGACGCTTCGTTCATGACACTGTATATTCGCTCTACCGCAGCCGAATATTTATCCACAGCGGATTTGTTCATGTGGTATGTAACCATGTAAGGGGTGAATGAGGAAATTTAGTATCATCCATTTTGGACGCAAGAGACCGAACTAATATGGTTCTTTTGATTGCTACAGTAAAAGCCCCATGTCAATGCCAGTCAGGGGCCAGGGCAGCAGCTCTGTCAACTTGACTCAGGGTCCACCTCTAGGGATCGTCAGTATGAAATTTTTTTTGGGAGAGTTGGGGCTTTTTTTATACCGTTCAAATAGATCCGTACGGTTACTATTGTTGGAACCTAACCAGAAGGTTGCTCTCAATCATACCTAGATAGTTAGTGGCACGTTTCTTCTATGGTACCTTGGTAGGGATGGCACCGCAAAATTGTTTACCTCCCAGGGGGCCCATCAGGGGTATCAGGCGACTTGCTTGCCAAATATGACCCAGAAAGAACCTGCCAAGCACGATATGTGGAGGCAAGGCGGAGCTCTGTTTAGAATCAGAATTGTTGTTCAGGATACATAACAGGATGAGCACGTTCTATTTTGCTTCCACCTGTGCTGGTCCAGGAGCGTCTTGGGACTCCGACAAGAACCTGCTGCTCAAACGGTTCCACCACAAAGAGCCTTGCCGACAAAAATGATTCGCCTCAACCTGGCTCTGGGCCTCTGTGCTGCCGCTGCATATACGCCTGCAGCATCAGCAGCGTCCGTCGGCACAGTAGGGAAGCGCGAGGTTGATTGCACCGGTGTCAAAGCAATCAGCCCGCTCTGCAAATCCAATGAGGCCGCTTTCCACCGAGACGCCTTTTACGTCGGGGGTCGCGACCTGAAAACTGACCGGGGAACCAGCACGGCCGACCAGCTCTATGTCGAAAAGCTAACACCGACAGGCGGCGTGACACAAGCCAACCCGCTGGTCTTGTTCCATGGAGGGGGTTTCTCTGGGATCACATGGCTGAACACGCCCGACAACCGTAAAGGGTGGGCGTCGCACTTCATCGAGCAGGGTTACGCCGTCTACATTGTCGACTCGATTGCCGTCGGCCGGTCGACACAGATTGAAGCGGCGGGATATGCCCCCGTGGGAGCCGGTAGCCCCGTCGAGACGCTGCGAGATATCTTCACAGCGCCTCAAGACGTCAACCAGTACCCGCAGTCGCAGCTTCACACTCAATGGCCTGGGACTGGGAGGGAGGGCGACCCGGTGTTTGAGCAGTTTCGCCGATCGGCCCTGCCGCTGAGCGTCAACATGACCCGACACGAGACTGGCATGCGCGCGGCAGGGTGTGAGCTGCTTTCGCTGCTCGGAACACCATCCTTTCTGATCTCGCACTCTTTTGGCGCCGTGACACCGTTCCTGCTCACCAACGACTGCCCGCAGCTCGTGGCAGGCAACATTAACCTAGAACCGTCAGCCGGGCCTTTTTACCAATTCAACCTGGACGGAAGCGGGCAGGAAGCCTTCCTCTGGGGCATGTCAAACACCCCCATCGACTACGACCCGCCCGTGACGGAGGCATCCGGGCTGAAGACCGAGTTTGTGGGTAATGCCACCGCAGTTCAAGGCCGCTGTCGGTTGTTGGCCGAGCCCGCCCCTAAACTGCCCAAGGTTGCGAGCGTGCCCTATCTGGCTGTTGCGGGCGAGGCGAGCATCCACATACTCTGGGACCACTGCGCGGCCATGTTCATCAGGCAGGTTGGTGGCACAGCAGACTACGTCAAGCTGGCCGATGTGGGGGTT




CGGGGGAACGGGCACTTTTCGCACATGGAGAAGAACAATCTGGAGGTGGCGCAAGTAGTGCAAGATTGGATTCGAAAGCGTGCTGCGCCACGCGTGTGAGACAAAGGACGCGTTGGCGTTTTGTTTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTGAATTTCGGATCACAACCGTGCCGCTGAAATGATAGCACATTACCAAGCTAACAAAC

AGCCCGCCTACCCGGTACCTACCCTAGGCAGGAAGATAAGGGCTCAAATTAAGCGAAACTAAGTGCCAATAGTATGGGGCACGTGACGGTGCTGTAGCTACTGATTTCAACGTGAGGAAGGAAGGAGACAAGATCACAGTGAATGCATCTTTTATCGCGGACGCGGGATTCGGACAGATGCTTGCTGCTCTTTACTTCTCTGATCTCGATCGAGCATTTCAAATGCAAGACATTGTTTCTGTTCGCATCAACTTTCCCGTCTCCGCACCTTGGCCGCATCAATCACACGTCAATGTCATATGGACGCCCAGACGGACGCCTTGAAACACCCCCGCCTGGCTCCAAATTATATCGCCCCCCACCTTTTGGGGGTCAGCTGCGTACGAGAGAATCACAAACTTTCTCCCAAGGTCGTATAACAAACCTTCAATCTTGGTCATCTTGAACGACCAACTTGGCAGATAATCCTTGCCCGATGAATCTATGAGTCGTTCATTTTTTTGAATGCAGGGGCAATAACAGGAGATGTTGCTACGCGTCGCGTCTCTGGTATCTATCTAGAACTAGGTGCTTACCTACAACTTGACAGGTCAGCCGGCGCTGGCTTGCACTAAAAAGCCATCCCGAACAGTTCGTTCCTGTCTATAGAACGATAGCATTAACAATGGTTCCAAAAACCGTCCTGTCGACATTACGGGCCACACAAATATTGATGATATTTGGCCGATATCGGTGACTCTTGTTCGAAAACGATGCTCTTAGGCCATGTTCAGTCAAGAAGTCACTCAGCCGGTACTTGTGTTGCTGAACGCTAAAAACCTACAAAGAAAAGAAACAGCAAAAAAAAAACCAAAAAAAACCGAAAGAGTGTCGACAAAAGAACCTCCAAAAAGCATCGATAGCTCTGGTGCGGCCTGGCGGCCGCATAATGCAAGGTACGCGGCGACAAGATCGACAGGGAACATGTATACATCTTGGTGCATCTACCTGCCGCTGCAGCCTGGCGATATTGGTGGACTGCAGCCGTGGATTAGCCCGACCCTTCCGTCCTTCTCACGTATCTTTTTTTTTTTTCACAAGTGTGTGATACGAGAACATCCCGGGACTCATAGTCTATTATCAGCCTCCCACCCACCATATCAAACCGGTAGCGTCGGGTTTAGACAATATCCACTAGAGAATATATACACTAAACAATCGGCAGTGGTGTGGTGTCCACAGTCACCTGTCAACGGCCTTCATATCTCCTGGCTGATCAATCCAAGGCAAGAACTATTCGTGCCCGGCTAGCTACACTCCATCACTGTCTTAGCCCCGTCACGAGGACGACAACATCACCCGAATTCCTCCATGCTAACGGCCCGGTTTTAGATGCCAAAAACCCAGCTTTTGCTAAACCCAGAGAAACGCGACTGAAGAGGCGCCGTCGCAATCTGCACCAAGCCCAAGCCCCGCACGATGATTCACATGTATGCAAGCCTACCACTTTAGCACGCCGCGACTAAATCCAACAGATGGCGCGTCTTTGCATCCTTGGCGTGCGCCATAAACAGTTTAGCTCCGGCAGAGCTCCTCTTGGTTCTTTTGCCAGGCCAGGCAAGCCAGGGAGGCACCTCTGAACCCCACACAGCCTTCAGCCGTCGTGTGAATCACAATCCAACCCCCAACGTCTACTTATCCGGTTTCTGCTATCTACTTGGCTGGCAGAAGGACTCGGGTTTACGCACTCACACGAATGTGCCCCCCGTCGTCTCGTCTTGCCCGTAGAGTATTATGTGACACCCAAGCTGAGAATGACCATTCTCCACCAGCACGAGACAGCGACGACTTCCCCGCCGGTGACTTACATGCTAGCCCGGGACTATGGTGCTTTTTTTTTGTTTCTGGCATTTTCTTGGTC
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CATCACCCTGCTCGTGGGCGCTTGTGTCTGCGTGACGCAGAGGCATGATATGCTGGCCGACCTGCCCGCGTCCAGGAAATGAGGCTCTTGATCGTTCCTGGCGTAGGGGTGACCTTCATACTTGCGGTCCCATAGCTCAGTTGGTTAGAGCGTCGTACTAATATGTTGTCCAGAGATGGCATATCAAGTTATTGAGTGAATGCGAAGGCCGAGAGTTCGACCCTCTCTGGGACCATGATGGCCAGCAGGCTTTTCTTTTGGCGCGTCAATCAAATCCCTTTTGTGGTTTGTGCTTGGAGCTCGCAGGCTCTGCTCTCTTTTTATCTTGGGGCCCTCTTGTTGTTGTTGCCTAGTTGCCTTTACTATATGCTCACTTGAACCTCTGGGCCATCCTTTTGCTAGTGAATGGGCTCTTCCTGGGTAGGAAACCAGATACAAAGGACGCCGGAAACTGGGCCGATAACTGAACCTGGGTAATGGATACGGCCCCACCGAGTACTCCATCATCGTCCGTAATGCCCCGCCTAACGAGGTGATCGAGGCACCCGACGTTGGCCATGCCTTGGGCTGCATTCATCGGCTGGTAGGACCCGCATTGGAGCCCCGAGCTTGTCCTTTAAGGCTCTCCACTCTCGCGTGGCTACGTGAGCGACAGGATGCATTGGGACATTCCGCAGCGATGGACAGTACTAAGAATACGCACAGCGTGAGACTGTCATTTGTATTAGCCGTCGCCGCCTCGCTTCTGAGCGTCGATGATCATCCACTTCCCCGTCACGGGCTCCACCGGCTTCTCAGGCGCCAGACGGTCAAGCAACTCCTACCCCGAAGTGAGGCGACAATGGTGGTCTTTCTCGTCCGCGCAAACTACGACATGCAGGCTTAGGAACAAATGGATGTTGCCCTCAATGCTCATTGGAAACACAGCGATGTAGTAGGGGTGGGCAAGCATGTCTTGGAGGACAGTGGCATCTGAACCAAAGTGGTGAGCAGGATGGAACGCATAAATATGGCTTGCAGCCAGATCCCAAAAGTCATTCAGCTGCGGGACCTGGACTCGCGCAATTCGAGCTTCCCTGGAAAGGATACAAAGCGGGCGAGGCGTCAATGGTTTATGGCCCTGGGAAATCTTGACAGTTTACCGACAAAGTGGCCAGACACAAGACCACGTGTCGCTTTGTGAAGGTTGAAAGGATGAGAAAATAGCGGATTCACAGAGTCAGAACACAGGAGACGTCAACAAGACTTGTCGCCCAGCGACGTCGTGCGGGGAGTTTGCGGGGCGATGCTCACATCTCACGGGTCCAGGGGGATCAGACGAACTCTCCGAGCCCGAGCAAGCATCGGTTGAACACCACGACGTTGGTTAGCCCCTGTATCCTGCTGACCCGGTGTTTTGTCGCGTATGAATCATTATTCATTACACGAGGTACTCGGGAACCTTGACTTGGTAGACGGCTAGATTTCCCAGATCGGATCATCAGAGTGGCTTTCTGCCAGCATCTCAGGCCGAGCCCGATCTGTAGGCGCTCTTGGCCACTTCAACAAGCAGGGTCAGGGGCTCCACCTTGGAGGGCTAGAACCAACAAACGCTTCCCATTATAGACTTATACTCAACAACCCTGCAGCGCCCATCTAGATTTGTCGCAAATCCAGATTACCTTTGGGCTTATCAAACCCGCGAATCAGACCTCATGTTACAGGTCGATCTAGTACAGGCGCCTTTTTACCAATAAAATTCCGGTTTCAGCCGCAGGAAAAAGCATGAAATCATGAATTGAGGTGATTGACAGAGCGTAC

GATTGGACTTGGAATAAATAGAGGACGGTTGCCCAAAGAGGTCAACCTTCACTGGTTAGATCCAGGCCAACAAAATAGCCAGCAGATATACAAAGTCATTGTGCTGTGCGCAACACTATTCTCTGCCAACTCCTTTCTGCTTTTTGTCCCGTGTATAAAACAGCTCTCGACGCCGGAATGCACTTTTCTTCGCTGCTCCTTGTCGTCGCCTCTGTCGTCGCCTCTGTCGTCGCCTCTGTCGTCGACCTCTCAGGGGTTGCCGCACTCTCAGCTACAGAGCCCGGAATCTCAACTATAGGG

CTGCCTCATCTATTATTCTCAAGACCAAAGAATGCGTTTTCCGACGAGACAGACTCAGAAGGGGCTACCTGTCTGAAGAAAAGAGAAATGCCCCTTTTTACCAAGATAATAATAATACAAGTTACTGTCGGTGCGAAAGCCAGAAATACCACGGGTATTGGTGCAGGCCCGGCGGGTTTATTTGCCCCGTCGTTGTTGGCAAATGCGTAAGTAGTACTTGTGCCTCTTATCCTTGGGGTTCTGGAAGAAAGCCATGCTAACTTTGAGTTCCCACTACAACAGAATGCCGGCGCGTGTTGCTTCAACAGGATTTCCAATCCCACAAAAGGCTGCCCCTTCGCCTAAACAAAGATAAGGAAGCCATTAGTGTGAGGTCTGGGGTACCGTTGGGCCCTTGATAGGACCATACTGCCCCGGGCCGCCAGGTCATTCGAGTTGTCCCGTCTCAGTACAGAGCTCAACCAGATACCACTCTATAGAAATAATATTTTTTTCAATCCACGACAAAGCACCAAATCGTGAGAGTCGACGCAGCTACATTACTTGGTCGGCGGCGGGCCACAACCCAAATAACGCTTCCATGACATGAGGCAGCCTGCCCGCCAGCAGTTCTCCCATAGCCTCTTTGATTTACGGGCCAGTCGCTACTTTCGCCAAAATGCAGCCTCGCACGGCGAGTGGCCTTCTTACCTCCCATCGTCTAATTGACCGGTGCGGTCAGCACAATTTTTGTCGCTTCCATCTGCCAGCCTGTATTTTCTGTGTCAAGTGCGGGATGGCTGCTTGGTGAACCGGCTCTCTGCTTTCGTTTGCGCGTCGTCCATCCGGGCGCATCTCAGGCTTGCTGTGCTTGCTACGGCCGAAGAATCCCAAGGACAACAGCAGAGACAAGAACCGGCCGAGGCAGAGGAGACTGGAGAGAGCAGGGTTGCAAGGAGAGCAACAACACAAGGGAAAGACGGTCAAGCTCACGTTTGGCATTCGACCTACATGGAACCCGCATGGCTATATTGGGAGTCCAAGATTGATTGCTAGCCACTAACTGTACACCGAGCAGACATAGTTTGATATACTATGCTAGGAGTCCCAGCTAAACCATCGTTTGATTTGATCTCTCAGATTTAACTTTATTTTAGCTTTGAGCTTTACCCTTCTAGTCAAGTCGAGTCAAACAATGTAGCACGACAAAGTTGGTGGCAATCCTAGCAGTCTTATGATTTTAACTTTGTGCCATCATCACCTTGCCTTCTTCTCTTCCGCTGGCAATGTATTCATCCTCTTGTGCCTGTCGGAAATTTCCCCCAGGTATTTATGTCCTCAATATCCCTGCTGCGCGGTACCAGAGACAAGGCGTGTTGGCCTCCCCCAATGGGATGTTTACCCTTCCCTCACCCATCAGATCAAAAATTACCATGCTACACACATGGTGGCGTTCGATGTCAGCGGAATACCTCTTTGCCATCAGTTTGAAAGATGTGGCCACCTCGACCAAGTTCGGCCGTAACTCTTGAGGTTGACGAGGGATATATCTTGGAAATGTGGGTAAGGACTTAACGACACCCCCGAGCTTAAAAAGGTGGATATGGATACTTACCGGGCTCACCACAAGCATCCTCCACCATTCATGGGTCAGACCCACCTTTGTTAGCGATTCACACCCAAACACACCAATAAGCTTAACAGCTGAAGAATTTTCGCCCTCCGGGCGCTGGTCGTCATGGCCTCACCAGAGGTCTCAAACCGCCGCGCGCGCCCGCAGAGCACGCCGCAGACTTTGCCGCAGGGCCAGGCCGAGTCGGGACACGTATCTCTCGACACGCGCACCGCTAACGCGCCTGAGCCGGCTGGCCGCGGAAGGTACTCCAGCCTCCCGGCCCTGGCCATCAAAACACTGCAGCAG
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GTCTGACAATAAATATACATGTGCAGTTGATTGCTGATCGCACTCTCACGGCAGACTGTGACGAAGACTACGGCTATCTCTGACTAAAGTAGACTTAAATATACGAAGAGCTGTCTCTTCCAGACAGTACTTGCTGCCTGTGCAAAGTATCTGGCACTTTTCTTTCCTCTCTTTTTCCGTCTCCTCACATGTCGACAACAACTACAAGCACTCGCAGCTGCGAGTCTGATGATAGCCTCACCGCATCGAAGACGAGTGGTGCTCCGTGAGTGCAGACGAGCTCGAGGACCTTGAACAGTCCCGTATGAAGCTACTGTTTGTTGAATGCTGTGGTCCAATAGCTTGATTATCAACTAACATAAGGCTCCGTTGGAAGAAACCTCTGTATCCCAAGAAGGACTTGTTCCATTACAAACATCCCACAAAGGGAGCGTCAAGAAGCCCGCACATCACAAGAACCCCAATGTCGGCGGCTCATGGACAGTCGTTACCCTCCAAAGCGCCCGAAGCGACTGCGTACACGACATGGATCGCTCCGACGTCGAGCTCACCCCCAAGGAACGCCTTCAAATCGTCGCCGGCGCGTCGGCAAAACTAGCAGTGGCGCCGGTACAGGGGCTGATGGCCCTGAGCAGACGGCACGGAAACTGGACGTTCTTCATCATTGAAACCACCACCGCGAGGCAGAGACAATGAGACAATTGGAACGTTCACTACGTTTACGAGACAATAAGGCAAAAAAAAACCCCCGGAGCAAAACCGGTTTCTGCACGAAGGATACGCTTATGAGACGGGCTGCGATGGCCCAGGAGTTAATGTCTAATGACTGATAAGACTCCATGACGGTATGAATAGAAACAAAAGAAAAGCAATAATGTGGAGGGTTGTTTCATATAAGTTAATGGGGGCGAGCTGCCAGCAGGGTAAACAAGATGTTTTTTTTCTTCTTTTTTTCTTTCCCAATGCAGTGAGCGATTGAGCTCAGACCTAGAGAGTAAATGAAAGGAATGATGTCGACGGGAAATAAAATTAATGGAGTAATATGGTGATATCAGCCCGATTACTTCTATCCAGAATATGATGCGCAGTTCAGATTCACTCCTTACAACAAAAGAGCCATGATGTACGCAGGGCTCTTGTTAGGGATATCAGTGAATCACAGAAAAACAGCACCTCAAAAACAGCCTGTAATGAATGTTGACGCAGTAAAACACAATGATCGTTGTTCGCCTATCCGACAACATGCATTCTATCACAAGCAACATATTCGACCAGAAAGATATGAATGCCCGATCAAGCCATAGCCTGCATCATGGCAGAGATATCGTTCGCCCAGAGTATTATCGTAGTCACACCATCAGCCACCGGGATGGACCTGTCCGCTCGAATGTCCATACTACTAAACAATCGCCGTGCCAGCATCAGGAGCAGGAAGGCGAGCGACCGCGGGGAGGAGACAGAGTCACTGGTGCAAGCCAATACAACGGCCGCCGTCAAGATGAACGATCCTTTTTACATGTGGTACGTGACCGAGAATCTGCTACCAAACAGCCATTATGCATACATCTTCGTAATATGAACCACAAAGTGCACAAGAGCCTCACGAATGACGCCCGCCTCGAACGAACTGTAGCATAAAATATACACAAAAAAAAAACCAAAAAACCCCAGCACCTAATTCCAAGCTTCACAAGCCACTAACCGACACGGCCCTGTACGTCATCG

ACCGCAGGTTCCTCACGGGCGGCACAGCCCACAACATACCCGCCAACACCACCCGAGTCATAGAGATGGCCCGGGAGCGCAACGACGCCGCCGCCGCGGCCAAAGAATACGCGACGGCCCTCAAGGGGGCCAAAGCGGAGCTGAAGTCCAGCAAAAAGGAGCTCAAGGCAGGGTTCGAGTCGACCAGCAAGGAGCTCGACGCAGCTCACAAGGCCGAGTGGGGGAGCAAGCCCAAGGACAAGCGTAAATGGCTCAATGCCCGGCGTCAACAACAACAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCAAATGGATATCGATATCACCGCCGAGGCGGCGGTGGCGCAGGAAAGTCGGCTGCTGTCCCGGGAGCCTC


CAGCAACAGCAGCAACAACATCAGCTGATGACGGCACCGTCCCGGAGGTGCCTTCAGCCGTAGATCAGAGAGCGGCAGAACAGGCACGTCTAGACATGCGGCTGAGCGAGCTTTATGAGCGCGCCACCCAGGCCATGGCAGATTTGCGTGCCATCCTTGACTCTCCAGAAATTGTCCAGAGAGGTACCCAAGCAAGTGCCTGACTGAAGCCTCTACCGCGACGGGGGAAAGATTGCTTCAGGGCCTTGTCTCGGTAACGTCTCCTGAGCAACCGCTAATGAGCATGCTCACAAAGGCTGGTTGATCGCCCCGACTGAATTGTCCAGGCAACGTACAACAAATATCAAAGAAGAAACACCTCTCCGCTACTTGCCGGCTCGTCCATTTCCACCTCTTCACTAGCATGTCAACTTCTTGGGACGATCACGACAAGCATATTGAGCTTCTATGCACGAAACCCAGACAGAGCTAGCACCAAGGGCTGATTACCCGACATCAACCGGTGCTGTCACGATGGTAAAGTAGATTAGGACAAGACGTTAAGAACAGTGGCAATTTTCAGAAGTGTACCCTTTTCTCCATAGAACCCAACCATGCGCCCAAAAATCATTAAACGAGACGCCCATCAGAACTTAGACCAACACATCCAGCGACCAGTATATACACACAACCTCCTCCGAACACTTTTCTTGGCCGGGGAACCGTAGCATCTAATCGTTGCTACGGTTGAATCATGGCTCCAAAAAAGGCTTCTGATCTGACGCATAATGTAACTCTGAAAGCCGTTGGCCCGATCTCCCCCTTAATCCTTCATTATTGTGTTCTCCTCCAATATCGAGCCCAAGGAATCATGAATACAAAAAACAAAAGATAAAACTCAGAAGTGCTAACAACAGTGCAAAAGCATGGGCACCCCATGCCGGAACGTGTGAATCTCTGACAAACGCGGTAGTGCATCAATGAACAATGCAAATGAAACAAGAATAGAAGAGAGAAATAAAAAGATAGACCCCCAGAGCAGCCCCCATAAAAAAAAACTTGAGGCTTGGGCGGCTTGCCATAATATCAAGCAAAGAAGACGCACACGCTCGACGTAGAACAATGAGTCTTCAGCCTGGAAATCAAATGGCTACAGACGCCATTCGCCGTCGCAATGCCATGTGTGCGAAAACTCCTGCAATGAAATTCGATAAACGGTGGGAAAGAATAACGAGGGTCGAGAAAAGAAATAAGCCGCACGACGGCAATCTTAGGAGCAAAAAGCCCAACGAATGACACCCAGTTGTCATGCGATAATATGCCCGGAGAGGCTACTTGCTGATACATGAATGGTGTAATGACCTCCGTGAATGACATGTAGGTCCAAAACTTCCCATCCAAAGGGTATCCTGGGAAAGGTGGCAATCTGGCACAGAAGACATGATGAAATGTCGAATTGATGTTTTTTTTCGAGGGAAATCTCCTACAGCTGGTCGATAGCTACGTCTGTTTGGTCAATGCCAAAGAGATAACCATTCTCCTCGACCCAGTTGCGTGACAGGATGGATGCTGGAAAGCTAGTTAGCGATTATGCAGTGGGCGTGATTGACGAGACGGATAACATACCCTTGAAGAATTTCTTGCTGGCATATTTCTTGAAGAATGCCTCATGAATAACGGGGCGAGAGAGGTAATCAACCATGAGGTTTACAACGGGCTCAACGTCATCCTCGTTGTAACCCGAGTAGTATGAGATGGTCTTGTCCTGCACCAATTAACATAAATTGTTAGTTCAAAAAACGCAGCACTCCGAGAGGGGACTCATGAAACAAAGAAAAACACTCGTACCCATTCACCGCGGTCAAGAATAATACGGGAGAGAGCCATAGCAGATGCGGCAACAAGACTGGGGCGGTACTGC
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ATTCATTGTGAACAGAAACATCGCCTAACACATGGAAGAGCGTACTAAATTTTGGGGGCGGGTGTCCAAAAGTATTGGGGAACCACCCATTTGATTCAGCGCCGAACAAGGGCCGCGCCGGGGCAAGTCGAGATTGGGGAAGTGGGGAAGCTTGCTTCCCATCCAGTAGGCATGGCGTGGAGATTACTGCTTTCAACCCACGCACAAAGCAATACCACCCAAGCTCAAAGGCAAGAAGAAGAAGGGTGGGACCCCGAACCACAGCCGCCGGGAGGAAGGTTCAAGGTTGGCCGGGGTCTGCTTCTTTGGCCTTCTGAGGCTTTGGGAATTGGGTGTGCGTGCTTGGCTTGGGTTTCGCCTGCCTCCTCCACACATGAATGCTATGCTACCACGACGTGCGTGGACAGCTGAGAGCCCAGGTCGTTGCCAGGTGAGGTGAGGTGCGCCTCAGGGTGCATCGTGCATTTGTACGTTTCCAGTTCCAGACCAGTAGTAATCCCAAAGCCCCATATGAAAGATGCTGCACGCGAGGTACGATCTATTAGTTCTAGTTTTAAATCTAGCTCGTCTGTTTACCTACCTACCTAGGCTAGCTGAGGTACTCGATGCGAGCGAGGTCAGCAAGGGTGTCTTATTAGAGACTATTCACATTGCATTTCCACCGTACTTTGAGGGGAGGGGGGAACCAACCACCAATAGTCAATCTTACCCAACTAACCTACCTAAGGCACTTAAAACACACTGGAGGAACCTTCATCCGCGCAATTCCGCATAAGCGAGCATCTCAGAAAATGGTCTCTCCTATGACTCCTTTGCTTGTTCTCAGGCGAGGCAAGTATTATAGTTTGTTAGCTATAACCCAGCATACCGCATATTCCCTTCTTGCAAAGACACCCTGACGGTTCTTCGAGGAGTTTACGGAAATGAACGTTTCGAGCTGACGGCATAGACGGCCGAAAATACCTGAGGGTGGTGACATGATGCTATAGGCCATGTGGAACGACCATCATCAAAGTTTCCAGGCGAGACAGTCAGTGCTACGGTACGGTACAGTAGTAACCTTTGCGAGTCTACAGCCCCCCAGTCGGTCAATTGATTCTGGTATCAATCACCACCTAATTAGGTGTCAAGTCAATCAGCCTTGACAATCCACCACCTGGATCGACCTGAAAGCGTCGGGTAAAAGCAAGCGGGCGGCACGCGGACCCCAATTCGTCCCAAGAAACAAAGCAATAACCATGGATACCATGGATCAAGAGTTGGACCTACCCCCACTGTTTATCGTCTATCATTTACCGCCCGCCCCGTCCTTTCCACCCGCGTCTTCCATACCATCCTTGTCAACTCACGTCAATCCATGCCGAGGTCTGTGCCGTCTTGACCGTTGAACGACGCACTGCACTGCACTGCGCAGTACCCGCACCGCACCTGCAACCATGCTTGCTGCGTTGCGCCCATCTAAACCCATCACAAAAAAAGGAGAAAAAAAAAAAACACCCCGAGAGAGGCAGTTCCGGCATGCGGGCTACCACACCGTCGGCTTATTCACTCACCTGCTTTTGGTGATAATGGTCTGGATTATCTGTTTTTGACCCTTAAGGACTTTTGATGCTCGTTCTTTGGTTTTAACTCCTTTCCTGTCGTGTCTGTCCTTCCTACTTTGTGAATTCTTTGGGGATCGATAATTACATACTATGATATCCAGCAGCCCTCTCGACAATCTTTTCCCCGATGCAACCCTACCCCTCCCTTCCAACCCATCAACGTGCCCACTGACCGCGTCCGGTGATTACAGTTTTCTACCGCGAGCTGCTACCCGCTTTGTAAGTAGTACTTCGTACTTTATCTATACTGCAGCGCCTTGAAAACTTACCG

TTCTCTGCATGGTACTCGTGCCTACTGCCCACGTATGTTGTGATGGCCTTGCAAGGGATGGCATGCAAAATGTTGGTTGCGCTTATTTCTGTCCACCCCTCTAGAACTAGACGATCTCTCCCTTATCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTGCCTTGCATGCTGCTGCCACCTACTACGGACTGCGCCTCATTTGA

GTAGGTACTTCGTATGCTCTTAAGCATGAATTTAATGCCTCTCTATACAGTATCCAAATCATCTGCCTCTCTTGTCTGTGTCGAAATGCAACAGCTGACTGACGGGTTTCCAGGTGACAGGGGCGGGCGATGATCGTTCGCCCAATTACCCTGCCTTGCCCTGCCCATCCATGCACGCACCGTCCCAGGTAACCCCCAACTGCCTCGCCTTATTATTCGATGAACACATCCCTGGAAAGCCGTTGCCCTCATCGACCAATAACCAGCTCTGTATTAAGTGCGTGCAGGGACCGAGGCCCACGGCAAAAGTCGAGTCGACAATATCGGATATTATCACCAGATAATCTCAACTTTGGATAGACGAACGGAGGGGTGGGCAGGTAGACAGGCGGGCTGCGAATTAAGGAGAGAAAGGGTCTCGCTGGGCTTATCTAAGGTACCCAAGGTATGTTAAGTATTAGGTGCATATCTCATATTGTGAATGCTCAAGTCCGCTTATGCGACGTCGCGCTGCTGTCGGTTACGCAGTGCTTATCCACACCGGTAATTTTCTTTCTCATCTGCAACACCCCAAATAGGATAGGGCGAATAAAACATGATATTAACACTAGACAGTTTTGGGTCGAGAGGAAATCTTCATGGTAGGTACTACGTAACTTGTCAGCTCACCACCCTTTTTCAGCTGCGAACCTTGCTCGCTACGAAGTACGTTGGTACAGGTCGTGGGTGCCCTAGCTGGTCACAGAGCACCCAGATCCACCAAGCTAAGCCTGCACGCTAAATCGCTTAAAAGCAGCCGACGCACAAAGCTCTGGCCAGGCAAAGCCCACCTGTACGACCTGACGCGATTCAGGTTGAGTTGCATTAGGCACATGGGCATGGGAACCCAGACTTCGAAATGGCCGTTGAACATTCTCTCGAAATTCTACCGTACCGACGGGGAACACATTACTCACTGACGTCGTGGAGTGGAGTGAGGAGACTTTTTTGGCGGGAGCCGAGCTGGCTGCTCGAGGCGAGTACTATGTATACAACGTGGCAATGACGACTAACGGGCAAGGTACGGTACAGTAGTATTCCCAGCGTACTATGTACGTTTTCCTGTGTAGGTACACTCCCTGGGAAAAGGGTTGCCCAGACTGGCAGACAGGTATTGCGACAGGGCGGGACATTGCCTAGGTAGGTAGGTAGGTACGTAGCCAAGGAGCCAGCCACATTATATATGTACAGTAACTTTCGGGGAAATCCAAGGTGCAAAAATACCGATATACTCGGGCGGCAACAACAATCGTTATAGATTACCTGCTCCTTTTCCTTTCACAAGCCCCTGTCTTGTCCTGCTCTCGGTTTTTTAAGCTACCATGGCTTGAGTCAAGACATCACAAGGCAGGCGGGCGATGATCGGCCAAAAAAGCAAAGCACCGGCCGAGAACACACACACAAACGCAACACAGACACACACCAGAAAAGGCGGAAAACCTAACAACCGTGATGTAGTATCAACTGTAACCCCGTGGGGCGCTGATCCCGTTGGCGTCTTGGTAGGGTGTTCCGCCGAGCAGCGGAAAGCATAGCACAAGACCAAACCCGGGAATGCCGGCTTTTGCAAGCACGTTTGGCCGTTGTTTCTGTTTGCTTTACTCTCTTCACACACGGCCCGCCAACCAGTAAGCATCTGTTCCGCCTCCAAGAGCTGCATCCAAACCTGGATTTGTATGTTCATTTCGCGCTCCAGCCACACAACGCGGGGGGGGGGGGGGGGGGTGCAAGGCAAGCAGACATATGCACATTCTTTTTGTGTGTGGATTAAAGCCTCTGGTTTTTTTTTGTCCTTTCTCTCCGTCATCTGCCCTTTCTTTTTTTTTATTTTCCTATTCTCTCCCCGTGTAACTTGTATAGT

> MD116_chr01:6381854-6385854
TCTTACTCAGGTTTGCCCTTGTCAATATCTATCACTTACTCACAGACTGTCATGTCCGTGCTCCCAATATCGATGATGCTTTCAATTGTCAATCCATCGCGTGATATTTGTTCAGGTCTGTTGGAGATAGAGGATTTTGAGTCATTTATGAATCTTAGCGACGAACCCAAATGTCATACTTTGTAATTATGTAACTGCCAGATTGGTCAATTTTTGTTTTGTTTATTCATTTCGTATACCGTACAAATGCCACGGCCTGGACAACTTGTTCAGCGAATTAATTAGGTCTCGATCTAGTTCTAGTTCTATCTAGACCTAGACTACCGTAGACCAGCCGCAGACAAGACCGGTCGATATCCGTCTGTCTAGGGCGAATTACACAACCAACGAACTCCACAATAAAAATCCGTCGGAACTAGTAAGATGTAAACAAACGTCAAGGCCTGTAGATACCAATCTGGCTATGATTTTCGGATAATTGCGTAACATCATGACCGCCGTCGGAAAGCCAGGAGCGATCCAAAAGCTCGTCAAAGAAGGTCCTGCAATGGGGTGTTCTCAACACTGCTGGGAGCCAACCCAAACAGCGACGTTGGCGTCATGATAACGCCGTCCGGCAACCCAATCCTTGCCGTACATGTCCGGGAACGAGCAGTCTTGAACTACGATCTCGGCAGCGTTGCCGATCCAGCCAAACGAGTTGACCGTGTAGCGGTCATTCCTCTGTCGTAAGCGAAACCAAACATGTCAGTGTGGGAAGAAACTAGATAAAGCTCTCGTGTGCAGGTTTAGGGGTGGAGGGTAGAAACTCACATAGCTACACCATCCGATACCACCACCGCTGCCGCAGCTGACACGGCCACAGGTGCCGCCGTCAATGATGGGCTCGCCGTTGACCTTTCGGAGGTACTCAATGCCTCTGCTGATGGACTCGGCCGATGCCGGGCGGTAGTCGCCGTTGCACTCGTTGTGGTCACGCTTGCTCAGCGTGCTGGTCTGGTGCTGCTGCTCCCTCGCGCGCCTCGCTGCCGTCTTCTCAGCCATGTCCTTTTCAAAGTCCGGGTTGAGCTGCAGCATTTTCGCGTAGACCGACTCGACGGTGCCGTTTAGCTGGATCTTCTCGCCCGGCCGGATCTCAACCATCCACTGCGTGTCTACCAAGGTGAAGCCGGGTGGTGGGAAAGTCTGCTGGTGGAAATATGATTTGGGCGGGTAGCTGTGAGTTAAATTTTGTCTATTTCACAGTCCAGGGGTGTCTTTCTTCCCTTACCATGGAATCGTTCATGTGAACGCGAACAGTCGACCCGGCAGTGGCAGCAGGATGGATGGCAGCGGCCTCGACGGCGACCATAGCCAGAGAAGCAAAGGCCAAGAACTTGGTCACGGCAGTCATGATTTGGCTAGTATCTATGCCCTGTATTGATGTGGGTGCAGTGGTAAAGAGATCCTGAGTTGATAATAATAGTAGTAGTAAGGATAGGGTTGGGCAAGAGAACTAAACTGGGAGAGAAACGGAAGAAGCAGAACCAAATGCTCGATTCTAGATATTTGTATCTTTCCCCGACTAAAAGAAACATGCACGACCAACAACCTCAAGCAGTCTGGCCAACGGTGACTGTGGGGTCCTAGGCTGTGATTCTCTTTGAACTCAAGGTAACGCACTTTCCGCTTGGTCTCGTTGGCTTTCATCTGATGCCTTTTGGGCACCAGAAGCCCATGCGGGAGGTTAGCAACTTATCCTTATTGCGTGGGCAAGGTATTTTGGTCACTTATCCGGTCACTTGGTTTAGGTATGTGCTTCATGCGGTAGGATAGACGTTAAGGTTCTCTTTTCTACCAGACTAGCAGTTAGTTTCAATACTTGAACACACATTT

GCACCTCATTGCCAAGAAATGGACGAAATCAATGTAGTTTCTCATGTATCCCCTTGTCCCCTCCTGATTTCCGTTTTGGAAGCCATCGATAAAAACCACAAAAAAAGCATCGTCCAGGTTATCATTATATATATATATATATATCTAAGAAACAGTCATAGAAGTGAATGAATAAAACCAGTGCACAAGTATGTAGAAAAACAAGGAAGTAGAGTTGCTCAATAAGTAAGAGCAATGCGAAACCAATCTACCCATCAACGCCCGCAAACCTGAAGCACGCATCCTCAAATGGTCTCCCAT

CCACCGTTGTTGACATCGCTCTCCAGCCTCCTCGCGATCAGGCTTGGAATGAGGTGGGACAGCCACAGGTTTCTCAACATTGTGTCGTACCGCTTTTGATGAAGGAAAAGCTGCCGCCCATGCCTGAAACCCATGTCTGCCTCGCCGTACTTGTCAATGAAAGGCGCCTGCATCCACGAGCCCACGATCCCATGAAGCACGAAGACGGAACACTTGCGGATGTTGATGAAAAGCCCAACGTTTCCTTGACACCTGATTTGTGGAGAAATCTTTTGTTAGCCATGCTACTTGAAGGTCAAACCAATGGAACGAACTGCTGGTTAGAATGGATAAGGCGACATACTTCATCCTGTGCTGTTGACAACCCCCGATCTTCCGCTTGACACTCTTGCCTCGCCCCGGCTGGTCCTGTCGGACAGTCTGGAGGCAGCAGATGGACTGCGAGCAAAACACCTCACCGCAGTGGAGACACAAGGCAGGATCCGAGACCTCCCTGCCCGTCGTTGGACATTTGCACCTTGTAACCTCGTCGATCAGCGAGTCGTAATTCATCGGCAGGCCTACGAGCTCAAAGATACCCGGGTGGCTGACAAGGGCAGTGGTGTTGTCGTTGCTGATTCCGTCCTTGCCGGGCTTTCCGTCCCCGTATATGACATCATGCTGAATCCAGCCTCGCATGACCTGGAACGTTCGGTCATCTTGCGATATCGAGGCACACATGTCGTCAAACGATGGAAGTCTCAGAGCTTCCGTAAGCCGCTCAATCTCCTCGAGCTCCGGCGAAGGAGATACATGGTTCACCAAGTCGACACCAAACCTGACGTGAAGCAGCACCGCACACTTGCGGAGGAAGACGAGAGCATACCGCCTGACGAATTGATAATGCATCGCAAGACCTCCCTCGTTAAACAAAGGTTGCTCAAACCCACGATTTTCACCCAGGCTGCTGTCAGATTTGTCCAGTATGGAGACGTCAGGAATGGAGCTGGCGCCACCGCTCGTCCTAGTGCGGATCAACATGTTCTGCTCCATGACGCCCAGGCAAAAAGACGCGAAGCAGCGAAGAGGGTCCCCTTCCTGCGTGTGCTTAGCCAACAGTTGCGGCAACCACGTCTGCGTCGGCATGTTCCGACCCATATGATAGACCACTTTGGTAATCTCAGCCAGGTAGCACAGCCTTACCAAGTTGGCTATCTCTGCCCCTCTGACGCGCATGATGCCAAATACGGCCTCACAGAGGAATACAAACGGGTCTAGTCGAAGAAGCGGTTTGTAGTCCTGCATCGGAGAGCGCGAGTTCTCCGTCTCTGCGTTTGCATACGACTCGATAAAGAGCTGGCAGTGTTGCCGCTCACAGTCGCGACGAAGCTCTCTGGCGATTCGGTTGTCGCCGCCATCCTTCTGTCCGCCAATGGAAATGTACGAGTCCACAGTCTCGGCGAAGACACGCAGATGCGTCAGGACCTGCTCCGGAATCTTTCCCAAGAATGACACGCCATACTCGGCATCCGTTCCACGCTGTTGAATCTCTGCCGCAGAGATCGAGAACCCTACTGCCCTCGCAAGGGTGTCAGTGTGACTGAGCTCGCCGCCTTTGCCCTCAAAATTATCGATTGGATGATGCGACGGTATGCGGTTGATTTTGAGTGTGCTAGTGAGCCGGCGGTAAACTTCCACCAGCTCCTTCATGGGGTTTCCGCTTTCGGACACCGGGTTCGGTCGCCGCGGGGTCTCAACCACGACTGTCGGACGGCCGAACATGGAACCATATCGAGCAGAAGTAGACATGCGCGGGTTGGGTACCAAAGGCCCTTCGGGGTATTCC
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AACGGAAAAACTCGCCACGGTGCCACCGAGTATAAAATGTCAAAAAGGAAATACGCATAAACATCCGTCACTTCCTCCCCTTTGCCCAAACCTCAACCTTGCCAATCAAGCTCTTCAATCCGACGCCCCTCTCGCAGTTGCCCTCCAGCCAGGTCTCCATTCGCTCTCTGACGTTCTTCATGCCCCTGAGAACGGGCATCTTTGCTCCGTCCTCGGCCTCGATGTGCGCCCCCGGGTTGAGCAGCAGGTCGAAGCAGTCGCTCCAGATGTCGGTCTGCCAGTAGCGCTTGAGGCTCTCGCGGACCTTGTAGCGCCTGCCGCCGGTCCCGGGCATGTTGGCGTCGCAGCGGACCGTCTCGATGTACTTTCCAAACAGGAGGCAGTGGATGGTTCCGGCCAGCCCGTGACAGTCGATCTGCCAGGTCCAGGGCCTGCCCTCGCGCATCTCGGCGCAGTCCTGGGGTGACGTCTTCCAGTCGGCGACGAACTGTACGTCTGGCCGGAATGCGCGCATGTCGATCCCGCGGCCAAAGTCAATGAGGGTGACACCGCGCGACGACCAGCCGCCGCTGCCGTCGGCGCGCCACTGCGAGCTGAGTTGGGCGCCCGCGCTGGGGTCCGAGGCGGTCGAGGGCGCGTCGAGACGGAGCAGGCAGTTGTCGGCCTTGAGGTCGCCGTGCAGCAGGCCCTTGGAGTGCAGGGCCTCGGCGGTGCGGAGGAGCTCGATGCTGAAGAACATGGCCAGCGTTTCGTCCATGACGCCCGAGGGCTCGGCGCGGAAGAAGTTGACCACGTCGAGGAGCGTGCCGTGCGGGTGGAAGGGGAGCATGAGGAAACCCTCGTCCTGGTACAAGTGGAACTCGAGCGCTGCCGAGAGCGAGGCCACGGCGCGGTGCTGCGGGCCCAGGCGGTCGTGGGCAAGACGCATCATGTGGAATTCCCAGGCCGAAGGGGGAGTTTCCATCTTTAGCGCCTCGAGGTGGCTTCGTTGGCTGTGCGCTGTTGCAAAGGCACCCTTGCCCATCTCGATTGCGTTTTCATCCTGAGGGTCTGCAGCGTCGGGGGCTGAGTTCTCTACCAGGAAGACAGGGGCAAAGGCGCCCTTCCCGAGCTCCTTTTTGACTGTATACTTCATTTCGCAGCTGGGGAACTCGATAGTTGGCTGTAGTGGTAGGTTGCTTGTCTTGTCTCCGCTTGCTTTGGCTTTGGTGAGAGCCTTGGCGAACTTGCGGATCTCGGAGCCCTTTTCATATTTGCCAGGCCTGTGGTCGTAGTATCGTGGTTGTGAGGTGAGCGCCGGGCTGGCTTTGGATAGGATCTCGGCCCTGACAGACTCCTCTACTGGGTTGCATTGTAGATCCGCAATGATGGGCCCTTTGGGTGGTATGCTCTTTGGTTGAAGTGCAGTCCTTCCCACAACCTTGGGCACAACCGGCTGCAACGCCTTCCTCGGCGGTGCAGGCTCATCCTCCACAATGTCTCGTAGAGGACTGCTGGGGGGCTCAGCACTCCCTTCGTCTTCGTCTTCGTCTTCGTCTTCGCTGGTTGGGAAAGTACGCCGACACCTACTAGGCGTCTTTGTAAACGCAGAACGACTTCCGCCGCCCGAGCCCATGTTGATATCAGTCTCTGTCCGCTCTGTGATGGGCGTCATAAACGGCAGACGGTTGTTAGCCATCTCGACAGGATCGCGATATGTGCGGCGCTCTGGGACATAGTCTTCTGGTGGGATGGGGACAAAGGTCGTCCTGGTTCGAGGATCGTCATCATCTATTGGCGTTTCCGGTTCCAGGTTTTCGTCATCTTCCGGATTGAGTTCCGGGCTGGGTTGCTCTGTGAAGTTGGATGCCCTAGTGACATCTTGGTCTTCCGCAC

CGATGTCATCCAGATTAGGTATATGTTTTCGAGCAGTAAAGTCAGACCATTCGCTGACGCTCTTGTCATCGGCTGTGTCATCGGCGTCTATGGCCTCATCTTCAGCGTTATCATCATCATCATCATCTTCTTCTTCTTCTTCTTCTTCTTCTTCTTCTTCTTCTTCATCTTCATCTTCATCTTCATCCCCTGCTTCACTAATCGCTCTCGTGGTGTTTCCACTCT

CTGCTCCGCTGGTATAGTCTCCATCGGTATCGTAGTCTTCGTCTGCACTGCCTTCTTCCTGAGTAGCGGGCTTGATTGGCGCGTTGAATATGTCATAAATATCGTCCGTTGCAGCCCGGGTATGCATGGTCATCGTCGGCTCAGAGGTACCTTTCCTCTTGAGCAGCTTTGGTCGTGATGGCGAGTCCAGCTTCGCCTTGACTGTAGAGTCGTTAGATCTGAGAGTGTGAGCGAAGCAGACATTACTTACTTATTTGTGTTTCATTAACCTCCATTACTTTCTTTTTTCTTGGTTTCCCTTCTTTGGGAATTGGCTTGATGGGTGCACCATTCTCATCCAGGGGTATTGTGTCGCGATGGATGACTAGCTTTTGCGGCGCATTCTCGTCAAGAAGATCAACTTGTGAGATTACGGGTGGAGATTGGTTATTTTCATCCTTTAGGGGCACCTTTCTTTCAACCGGAGAGGGTCTCCTGTCACGATGAATGACAAGCTTCTGTGGAGCGTTCTCGAGGTCAACTTGAGAGGGCACAGGCGAAGGACGGTTTTCGTCCCTCAGAGGCACCATTCTTTCCACAGGGGTCTCGGGCCTTTCATCCAACCATCCAGCCCTCGCCAATAGGACTTCCTCAAAACTCAACTCAGATCCTGGAATCTCAGGGGTGGGGTACAAAACTCGAAGGTCGAACACTATGCGCTGCCTCTTGCCAGCTCGAGGGTCCACGGTCACTTGATGTTCAGATGCATCAATTGGAATATGGGATTTCATCAATAACGACTGAAGTACAAAAATCATAACCGGTCGGATCGCCGCCAAAATTAGTCCTGTATTCATCAATATGTGGACGGCCACTAAGGGGACGAGAGGGCAACGGGTGCTTACCGTATCCCTGAACACAGCCATCTTGGGCCCGCTGGGCTTCCTCGACCCCGTCTTGAGCGTCTCTCCTACCCATGACTTGGGCTCCATCACGTTCTCCTTCTTGCGGTGAGCCAACGAGTCGATGGTATCCCATCCCTGGGGTCCTGCCTCACGCGAACCCAGCGCGGACGCTGGTGCGGCGTCGGCATCTGAGAAGATTGCCAGCTTGGACTTGGCCGGCTTGGACCGACTGCTGCTTGCTGTGGCGGCCTGCCTCTGTGCTGCTTGAGGGTCTGTAGGTGCCGAAGAGGCAAACGGGTCCATCTTGGCGGCAAGTGCGGGCCGCATGGTTGGCAATGCAGGGGAGGAGGGTGCGTCAGCCTCGTCGCCAGCCTGTTGCGCGCGGCGCTGCTCAAACTCTCCCAGCTTGCGCACCAGGCGCTGTTGAGGACGGGCGTCCCGCTCGATGCCAAGCCTGTACACCTCCTCTGCTTGGTTCCAGCGTCCTGCACCCTCTAGCCAGGCAGCATACTCCTCGTAAAACAGGGCGAGTCCCTCACCGATGCCGTGGCGCGACACGTACAGGAAGGTCTCGCGGGGCGCGTCGGAGAAGAATTTGATGTAGTAGAGCCACAGCTTCAAGTAGCGGGGGTCGTTTTTGTACTGTGATGAGCCGATAAAGGCCTTGGTGGCGCGCTCGAGGAGCACATGCAGCTGCGACTGGGCCGTCGCTTGAGCCGAGGGGTATGCGTCTAGCGTCCAACGGACATATCGATCGTAGACATCGAGCGGGTCGTCGAGGTCGGCGGCGTTGGCGAGCTCGGCCTCGTATTCTGCGCGGATGCAGTCGTGGATGTTGTTTGTGTCGTTGGGCGTCGGCGGCTGGCTCTTACCCATCGGCGAGGGCGCAAACAGACCGGCGAGCTTCTTTGCGGAGCGGCCACCGGGGAGGGACTGGATGTTCTCCTTGTGGCCCTCGATGACGTCGAAGTTGATGAGGTCTTCCGAGTCCCCCATAGTGGCGGTGAGGGGGAGGG
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GTATGCTTCAGCAGCTCCCACCCGTGCACTTTTGCCTGTGCGAGTATGACATGCTTCTCGCCGAGGGCCTGACGTTCACAGAGAGACTTAAGAGTCACGGTAGGATTGTCGAGACTCGTGTCGTCAAGGGCGAGAAGCACGCGTGGGACAAGCCGCCGCTGTGGGCGCCCAAGGAGAACGCGGCGGTCGAGTACGAGGCTGCGATTGAGTCGCTGAAGACCTGGGTTGGGTTGGATTAGCTAACTGGATTGTTCTGCGCCATATAGAATGTATATACCTATACATGTATATATCTCATGTCACTCGAGCAGTTTTTTAGATCTGAATGCGGACTTTACTGTTGACGGACTGGAGTGTGGCGATGGGGTTCAATCTCTATGAATTTGTTGCTGTTTTTAAACTTTTATTAAATGCTAATACTTTGCCTTGTTGATCACTTTTTATCCTTCCATCACGGCTATTTTTAGTGTTGTTCGTATTAGCTAAAGTTAAGGTACGCCACGAAACTACCGTGGTATGCATATTCTTTTCGCTTCCTCCCAACTATCGAGCCATGTTATGATTCCTTTCCATTGCCAGCGGAGCAGCCGTCGCTCAACGGGTCGATGCCATGAGCTTTACAGAGCTCGTGTTGGAGATCCAGACGGTCAAGTCTGGTCTGAACTTTCTTCGTCTTTGAAACCGGGCTTCTAGGAAACCCCGCCCCCTTTCCCATGAATGGCTGAACAGGTTGATGAGAAGCCATCCCAGGAGCCCGCTCTTGAGAAAACCCCGCGATGGACTCGACTGTTACACTCGATTTTTTTTTCTTTTTTTTTTTTGACCGAAGTCGGTCTCGGAAATTTCTCAGACGAAAAACAAAGGGGTCCTATAGCGAAGAAAACCCCAAACACGGCAAAAAAAGGCCCGCTTGGCGTGATCGTTGTATTCACGGAAGTCTGTGGCTGTAAAACCTCGAAACTCCCGACTTTTGTAATTCTTTTGTGTTTATTCTCCTCTTCTCTTTTGCTCTATCTGGACCGCAACCATGAGAGGAAGACCTGTATGCGAGATCCGCTGGGGTTTGATCAGTTTGCGTTCAGAGTAAAAGGGAGGCGGCGCCATGTTCTCCGGGTGACTCTGGGGGGGACGGGGTTGTGCCGGCGCCTGTTGTGGACGCGTGTTGGGTATCCAGCTCGAAAACCCGGAATCCAGCGGGTCGCAACAGAAAACAACCAGTCTATCGAGGTTTTCTCTTCAGTAGGAGGTCGACTTTGTTTTTGTCTGATTTATATAAAAAGTGACTTTTGGTTGTTTCAACATTCTTCGTCCGAAAAAGGAGGTACTCCTACTAGCGGGAGCAACTAGGTCAGGGTAGGCTTTCGCTCTGCACAGGCGCAGGGCTTGCCCAGCATCATCTGACCGAGCGGTATGGCCATCAAAACGAACAAAGTCAATGATCTCTCGGGTCAAATAAGCCCTTAAACAGGTTCGAATAGCTTTGCTGACTCCCTTCCAGTGGCAGAGGATGGGCCCGGAACAAGTCACGGAAGGTAAGTGATCCTTGTTGTTGCTCGGTCCAGTATCTCGCCAGTCTCGTGGGTACCGCAGCCGCTGTACAAAGGGAGGATGGGACGATCACAGTCTCTAGGAGAATGGTGTATCGCTCTATGTTTTGACCTTTTCTTATTGTATAGCCCATTCTATATACAGGCGGGTGTGACGGTGAGGCAGCATGTTCTCAATATTGTGCTTCGTATAACGAGGGTGAGCCCTGAGACTGCATTTCCAGCCCATCGACTCGAACTCCTTCAGCGAAGCTTTGGTATTATCACCGATATCCGAAGCGATCAGGGGTGAGCCCTGAGACTATGGTTAGTATAGGATCGCGGCGAAAAAAGGTGGTTTGCTCCGCTTACAATGGTTCGCATTTGCGATGGCCATTTCGGCAGTTCCAACACTTGGTTTTGC

CGTTTTTGGCAAGCTCTCCCTCGAAGTCATAACATGCAGGCTCGCTATGAATATATATATATATATATATATATA

ATCCCTCTGACCCTGGGTGCGGACTAGGCACGGAGTACAGATTGGCAGCCACGAAAAAGGCAAAGGCAAGCAGTTGAGCGGGTGGTGTGGTGGTAGTGGTGATGGGGACAACCTTCCCGCACTGCAGTCGCCTGTTGCGCCTCGGCAGTCGAGCAGAGAGCTGAGCAGGTAAAGAACAAGTATGTTTATATAACTGAGTATGCACTCAGATACCCGGTCGATCGCAGGTCTCCTCGATACATCCAAATATATCCGCTGCCAAAGAGCACCCAGGCGTAGGGGCCCAAGCAGAGTTGCGGCCTCGGACCTGGTTCAGTCGCACAAAGTATATGAGGCCCAGCCACGCTCTCATATTCTGCAGTATCTGCGAGGTCCTCGTACTCTCTTTCCCGTTGAGAAGCAGCTCTCTCGAGTTCAAGGCCCAGGGCTCATTTCAGATTGTCTGAGCTCTAGAGTGAGGAATCCATGATCTCGTCTTCCAGCCAACTTTCAAGGTCGCGGCCAAACGCGCCTGAAATGTGCGTGCAGCGGTGCAGCCTATCGCGTCGGACGAGCATATGTGCACATACATGCCCGTACTCACGCAGATATGTTTATGGTGATGATGGGCGGTCGAGTGACTTGAGAGCAATTCCTCGCAAAGTCTAAGGCTTTACCCCAGTGACAGCGGAAGAGAACATAATCCTGGCCGGTGGGCGAATTGAGGCATTGGCTCTCTCTCGTACTGGTCTCCTCTGAATACTAGTAATCAATCTCACACAAAGAGTCTGGTGCGAGACTCAATGCCCTGACAAGAGGTGCCCAGGTCACATCCCCCGCCTGATCGAGTGTCTATGACACTTTGCGCGAGGGAGCCTGTGGTCTGGGCCGCGACGAGGTGATTTGCGGCGCCCGCGATGGCGGAGGAGGCGAGTTGCTCGACATTCAGCTCTGCCACACATTCATGGCTGAACTGCGAGGTGGTGGCTTAGCACGAGATGGGGCCGCATGTGCCAACGATGCTTCTACTGAAAGGAAGCGGCCGCAAGTTGAACGAGAGTCAGAGCCTCCTCGGCAAAAACGAGGACTCGGAGCTTGTACCTCTGGGGTCTCATGGAAGTTGTCTCCAAAATGAGCAAAAGAGCCCCGTGCTTCGTTCTTGTGAGAAGTATATATAAAAGATCGTTCGTGGACTCGGTATTCGTCATCACATCTCCTCGGACTGCTTTGCAAGGCGGTCATCCTCGCCATGGTTCCTCCGCGGGAGGATGAGGAGAGTGTGAGGTACCGGTAACCTTGACCATCTACGTCGCCCATGGCTATGAGGCGGATGAGAGGGCACTCTTGTCAAAACCCACATGGACAGACCGAGCTGGACTCTTATCTTCGTGCCAGCTCCATCAACTCACAACCGCGACATGGGTTAGAAAACCAGTGTAGAGGTACGAATAATTTCCGAATTCAAGCTTGCCCCCCAGCTGATTGGCCTCGACTCGTTCGATCGGTGAGTGCATGCTGGGGTTCACGATGTCCAGCCCCTTTTCGTGCTCTCATACGCAAAAGAAAATGTATGTATACGAGTCCTGTAGCTCGCCTGAAAACAAGCCGCCTTCATCTCCCATGAGAATGAGGGTGCGGCCCTCTCGGTCAAATCAACAGCGAGGAGCTGGTATTCGCGATGGTGACCCCGTGGTTGAGTCCGCCGGGGTTAATGGAGTGTGAATGGTGTACTTTTATCACCACCAGGGACGCCTCTCGCGCACATCTTGATGTCAGATGTTGTTGTGCATGACGTGCTATATATAAATGTGGAAAAAAAGAGCGAGATCTCCGATGACTGTTTCTTCCGCAGAGTGAGGCGCAAAAACACATGCATCCTTCTTTTGAGGCTGCTCGCCACTAGTCGGATTGATAGTACCACGGGGGACTGGTGTTGGTGAACAGACTTCAGGAGTTTGATCCCCTCCCATAGCTAGATACTACTCGTGCGTGACAC
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CGATGACTGACCAATCATAGAAAAGAATGAGCCCTGCACGTCATAGGAAGACCCTGCCGGAATATGAGCTGCCGTCTGGCGCCACTTCGGGCCCGGGGCAGAAAGGCATCCGGCGGTCAATCCGTGCAAGCCGTGGTTCGTATGTAGACTATGGAAACGAGATCTAGGTCTAGTGCTAGATTTAAACTTGATTCAGGTTCATGTCACATCTCATCATTAAAGTGTAGCTACCGCTCTACTATGTAGAAGAATACTGTAATTTTGGCTCCAGTGTTGTGGAATCTGGTCTCCCATACCAAAGCTACCAGCCCAGCTGTGCTCGCTTGATCCGTTGAGGCTTCTTTGCAGCATCGTTCATAATCTTTTCCAGAAGTTTGCTGTAGAATTTAGGTGTTAGCGTGGACCCCCGCAAAGACGTATGTAGTTAGCAAAAAAAAAAAACTTACCTGACTGGCAACCCATTCCGTTGTCCCTCCTCTCGGGCCTGCGCCGCCAACTCCATATCGTGTTTTGTGTGCTCTTTCATATGTTCTAGTACCTTCAACCTCTGTATTGACTCTTTTGCGGACCGCACTACATGCCCGCAGCCCGCTTCTGAGCAAACCCATGTATCCATTGGGCCAGTCGGCTTTTCCGTCTGCAGAGGGTACGAACGGAGCACGACCTTAGTCGCCGTACCGCCAATACCACTATCGGATTCATCACTGGACTCGTCATCGGTGTTTTCCGTGCTCGGGGTTTGTGGTGTTTGCGCCGCTTCGGCTTTGGACATTTTGGCCGGTCTGCCCCGGCGCTTAGGCATTGAACTTGGCCCTACCAGACTTTGCTCGGCAGCAATTTCATCGTCGTCATCGACATCCATTTCTTCCAATGGACGTTTTTTCGCAACAGACAGGCTTAGGCGTGGTGTTTTGCCAGCACCAGCATAAGGCCTATTCGGAACACGGCTAGGCGTGGCAACTTCCTCCACCGAGACGCTTGTCCGATGTTGACGACGCACAAGCCTTTCAGGTATCTCGTCAATGGATTGCAAGTGAACCAGCTTGGTGATGGGCTCCTTGGCTTCCTTTTGCAACCCCTCCCATAATACCGTCCCCTTCCATCGCTCCGGGTCCAAGTTTTTTAGTAGATCGGCTGCGTATAGTTGCAGAATTTCCTTGGGGATGGAATAAGCCGAGTTGGGAAGCTTGCATTTTTTGTACATCTCAGATGTAAATTTGCCATAGGTACTTCTGCAACCTGCATCTGATTCCGCGGCGATTTCTTCCAAAAGAGTAATAATGGTGGGTATGTTGGTCGCCGGGAGATTTGTTGCAAGGCCGCTTTTAACGACCGTGGGAGATATATGCACAGAAGTAGGTGCAGATTTGGGCGCCCGTTTAGTAGACGGAGGTCCAGAAGGTGGAAGTTTACTGGGCTCCGGCTCCGCACCTTTGGAAGATTCGGCGATGGTAGTAGTTCCGGACATTTCGATATCGACCGACAATCTTGTTCGCGAATTAGTGGCCGCCGCCTCAGTAGCATTTTTTATTTTTTGTGCTTCAAGTTTGGCGACAATATCGGGATGTCTTTTATGCATCCAATGGAAAAAGCTTGTCTTGCCCCAATCGAAGTCCGACTGTTGATCGAACTGGTCGAGAAGAAACAGAGCGTGCTTATCGCATCGTTTTGCCACCTCAGAGAACAAGACGCCGTCGCCTGCCTTTGTGGCGTAATGGTAGAAAATCTCGTCTAGTCGAGCATTCAGCAGTGCTTGACGAATGGCCGCTTTGGACTTCCTCTTTTTCTCCTCGACAATCTGGTATGCAGTCATGATTTCCCAGTAAAGGGTAATGGCCTCAGACATGTCGAAATAGGTTTCGCGGTAGACCTTTGCAGGCTTGATCTCCATCCATCCACCAATAGACCATGCCCACAAGCACAACGGCTCGTAACCCACCGAAAATATGC

TGCAGTTGGGTATTTGGACGTAAACGGATTTGCACCTGGGTATGACGACTAAAAAAAAAAAAAAAAAAAAAAAAAAAACCGTCAGCTGGGGACGGACATTGGTTAATTCGGGTTTGCCAGGTACCCACGTTGCTCTTCTGTATCCTCTTCCACAATCATTTTTCCTTTGACGATAAACGGACCGTCCAGTGTCACTTCGAGGAGATTCGCCATAGTCTTGCCATC

CTGTCGGAATACAGTCGCATCCTGTAGGTCAAACATGGGGTCGTCAATATCAGGAGGACTTGGCAACCCCGTCGTTGTTGCAGGGCGAAGGACCTGGGCGATATCATGGTAAACGGGTGGACCTCGCGGGTCTATCGGGGTGCCTGAAGAGCGCGTGCGTCCGGATGGGTTTCCGGGAGGCACGACCCGCGGTCTAGGTCTAGGACCACTACCTCGACCTCCCATGGTTGCAGATGTGAGCCTGGTTGAGGTTGGCGATCGGAATCATTTACGCAGTGCAAGCTAAGGAAAGTTTTTGTCGGAGAAAAAAAAGTGAAGAGGTCAATTTAGTAAGGTGATGGACTTATTGAGTAGTAAGAGTATGTGGTTGAAATCAGCGTAGACTGTCCAGGTGTTGATGTACCAGGTAAGTCAAGTAAGGTCTAAACAATGACGGTCGGATAGGACGCGTGATGTGATCCCTTACCCAACGCGACGGTCGGTGGGGTAAGCAATTAAGATGGTTGGAGAGAGCACATGCAGTTGGCAGTTTCGCGTAACCCAACCCCGCAAAGAAAGCTCGTCCCGCTGCGGACCCCTGCAGCTTGCCGCAATCGCCAGAAAAAAGTTTCAATTCGAACTTTTTTTTTCTTGCATGATGGTTAGCTAACCATTTTCCACTCCTTGCGATACTCTGCCAATTGTGCCCATCTACCACGCTGCCCTGCGCACGTAGCTTAGGTGTAACTTTCCAGGCTTGAATGGTCTGGCTTCCATACTCATATGAAAAGAAGTCTGTGGAAGCTCGCCGATATGGTCATACCATCAGTGACGGGCCTGGATGGCATCTTTGGTAAGCAACACCGAGGAACATCCCGGTACCGCACCTACTAACACCCAATCCCCCTAGCCATCAACAAGCCAATGGGCATGTCCTCGGCTCAGGTCATCCGCGACTGTCAAGCTTACTTTCAGCCCTCTCGACTATTTGCGCCAATGCTCGCGCGCGAAGCAGAGGAGGCCCGTCGCGACGCCGCGACGCAGGGCAAACATAACCGCAAATGGAAGAAGAGGAAGCAGGACCCCCGCGTCAAGATGGGTCACGGTGGTACGCTGGATCCGCTGGCGACGGGCGTGCTGATCCTGGGCGTCGGCCGCGCTACCAAGTCGCTCCAAAACTTTCTAGAGTGCACCAAGACCTACGAGACCATCGTGGTGTTTGGCGCCGCTACCGACACGTACGACCGCGTCGGGCGCATCCTGGCCAAGAAGTCATACGACGAAATCACGAGGGATAAGGTTGAGAAGCAGCTGGATGCGTTCAGGGGCAAGTACAAGCAAATGCCCCCGCTGTACTCGGCTCTCAAGATGAACGGCAAGCCGCTCTACGAGTACGCGCGTGAGGGCAAGCCGATCCCACGCGAGATAGAAACCCGCGAAGTCGAGGTTCTCGGTCTGGAGCTGTTGGAGTGGTATGAGCCGGGTACTCACAACCACCGATGGCCGACCGAGGAGGCTGGCATTGCCGAGAAGAGCCTTGCTGAGAGCGTGTGGAGGGTGGAGCACGAGCAGGCGACTGGCAAGAAGCTGACGCCTGAGCAGGGAGCGGAGGAGGACCGGGCATTTGCCGCCCACCAGTCGTTCAAGGAGCAAGCCGAGGAGCGTCAGGACAAGCTCGTCTTTGAGCGGGGTCAGAAGCGCAAGGCCGAAGAGAGCAATGGCAGGCCAAACAAGAAGCAGCAGGGGAAGCAAGGCCGAGAACAGCTCATGTCAGGAGCACTAGGAGAGCTGCCACCGGGAGGCCCATCTAAGGGACGCGGGTCAGATTTGGTGCCACCAGCTCCTA
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TCTTTGTCATTGGACCATTGTTTTCCTTTTTGCCGTTCAACACCACTTAGACTATATCCTTTAGATAGCATCGTACCTGTGTGAAATATAACATTTCCTGAGTGATTCTGGAGATTGCCAAACTACGGACCTTTCCTTTCTTTGCTTTTGAATATCGATTTTTTTGCGCTTTGGGAAAGTTTGCCCCAGCATCAGGTAACACTAGTTATGAAATGCTTACAAATATTATCTCGAGACTGCCATTTACAGCTGCTCCAAAAACATCTCAAACAATCCTCTGCTATTTTAATGGATTTTACCCCTCCCGCTGTTTGTGTTATCGAGTTCTTTTCTCACAATGGCAAGCAACCTTGAATTGGCGACTATGCGGCTAAGTCTAGGACTCGGACGCAACTTTTCTGACTGGATCTTACCGCTCGCTTTGTAAAGCAAGCAATAGGCCCGGCCGACGTTTTCAATCGTCTCTTCAAAAGGCAGAGTGAAAAACAATGGTGTGGCCACGTCATTTTCTGATTTGTGTATGTTTGCTACAGTTTTCGAACGAACTGCTAGTTTGACGGACCGAAGAGTGTTTCCCATGGCAGTTGGATATTTCTGTCTAAAGAAGGGCTGTATCAGATACCTGGTTTCAAATCAACAAATGAGATCTTTTGTCTGTAAATGAGCAGGCTGAACTATTGAAAATCGAAGGTCGAGAAAAATCAAATAGGAATACTGAAAAGCGTTGTTTTATTAGAGCTTATATGGCAAGGCCGAAATATCCACCTGGCTGACATATTCCCGATTTGGAATCTGAATTGTCCAAAAACCCGTCTGGGGCTTTGGTAAAGTCTGCTGGTTTCTCCGTATTTGTTCCTTCTCTTTTTTCTTCGGAGAAAAAATCAAAAATAAAAGAAAGAATGTATGACCAAGCTTTCTATCTGCCTGCAAAGCCTCGCGATGTGTTAATTTACTCGAGGGAATATCTGCACGACAGTGTTTTTGACCTTTGTGGTATCGTGCTATTGAAAAAGCTTTTCGATAAGGGTTGTAGTGCAGAAAACGTACACTCCAAATTGAACGAAAAACAACATGGTAAGGTATTGGACCCTAGCGTTACGTTTACCCACCCGAAACTAGGCTTTTTCAGCGCTGATCTTTGGTACCTTCCAAAGTTCACATAATGGTCTACTTAACTATCTTTGGCTTCGGCTTACGCTTCAGGGCCAAAATTCTGTCTGAACAGGAATAAATTCCTCAAACTGACCATCGACGGGCGAAAAGTTGGCAGCTTAATCACTTTTATTTTTCCCCTGTTCGGCGTCCGGTTAATTTAACCTACCAATGCCACGGCTTAAGCGGGGCGCTGGTCAAAGCCCAAAACTTGCCTACCAAGAAACTGTTTGACGAAACTTTGTCCCACTTACTTTGTGCTCAATCGCGCTCCAACCGATGATTTAGACAAAACGCTACTGTCAAATTTGTTGATAACAGTTCGGGGAAATACTTCTGTGACGCCTTCGCAGCCACCGGAACACAATAAAACCCATTGTTGCTTGGGTGCTTTGCCGTATGGATACTACGGCGCTGATTCATTGCAAGCCCCTTGATCGTAAAAACGCATAGGGAAGCTGGGTATTTTGTTTTAGACATAAATGTCGCGATAAGACTGCTGGATGCAATGAAGGATGGAAGCTGGAAGCTATTTAGTCGTACTGCTGCCTTTGTAAACTTTGCTTTCTATAGAGAACATGAGAGCACCTTGTCAGGAAAGAAAAACAGTAAGATTACAAATGAGAATAAAAATTGGGAGATCAAACGGGTCCGAATATCCATCTACACCGGGGGATAAAAGTATAAATAATCAATACCCGCATGAATCTCGGCTGGATAATG

TCCAATCTTGACAACTCTTCACCGAATTAAACACACTGTTACGGCCATTTTGATCGCAATACACGTTGCCACCAGTCGCGGTTGTCAGCATAACAGTTATGCGTGTCTTTACATCGCTATTCAGCCGAGAGAGAAACAGTCGAGAGAGAAACAGTCGAGAGAGAAACAGTCGAGAGAGAAAAAGGAAGGCAAAAGACCGAATTTCTGCGCCGTTCAACTTTCAAC

ATCTGAAACATTTAGAAAAGGAAGACGTGCCAGGTTTGGAAAGGGTGAGAAAAGATGTCATAACTCAGGCGCTCCATTGCGCACACCACTGCCATCAGGTGGCTCGTTAATTATGAGCTAGATTCGTCAGCTAAGCAGCCTTTTTATGTGAGCAGTCTTCACACCTCGCGGAAAACATTGAGGGTATGGCAGCGCCTTCAGCAGTTATAACGACCGGGATAGCATCAGTGACGTCCACTGGGTCCCGGGAAGCCGTCGCGACACCCACCCCCTGCCCACCGACGGAGGCAAAGGCAGCTCTACCACCGTTAATGCCATGTTCATCTGATGGGGAGCCTACCACCACTACAGGGGAAAAGTCACGGGACTGTGACATAACGCTACAGGCTCTGAAAGAAGCTGCCCCCCAAAAGGCTTTGCTTTGAGAGAGGATACAACCTCTAGGTTTCCCCTAGCAGGTAAAGCTTTGCTGCGACCTCTCAGTATGGATTCAGAGACGCTTGGACAATTGGATGGTTCACAACCTGTGACTCGCTACCCAGTTGTTCCTCAAGATACCGGGTCACTTGGCAATTTGGACAAGAGCAGCTGGGCGGACGACGTCGACTACATCTATGAACATGGAGCAGAGGCCAATTGCAATTATCCGTGGCACCGCCCATCCTTCGACGAGCCCCTACAAGCCTTGATGGCCTGAGCGAAAGGTGTCTGTCTAAAAGGGTCGCTTTAGATTAAGCTATGATGAGAAAAAGGTCAGCCGTGGACTTTGTGTAATTTAAAGACTTAGCAAGGGCAGGAGCTGTGAAGGTATATTGGCCTCACATACTACATGCTGATGCGGGATTGCTAAACATATTGCAAATAGTTGCTGGATGGCAAGTGCGCACGTCGTGCGCAGAACTGCATAACGCAAAATTTATATTGTTCGAAAGTTATAGTTTTTTTTCGTTTCCAAGATTCAAAACCAAAATTGGAGTAAACAAAACATATCACTGCTAGTCCCGGTGGATGAGGACTACGAGGAGTAAAAATTTTATACCAGAAATACGATTTTCAAACCACGTTACAAAGCAGACGTTTATGAAGTGTACCCAAGGGCCACGATCAAGCTAAAGTTTGGCCTCAGAAAACCTCTGCGAAAACGTGTACAGCACTGCTTATAACTGCCCCAAACAGTGCACAACATGTGCATCCTATCAGAAGCTCGAACACGTCACCATTTTCAACCTCGATCCATGGCGGCAACTCATCGAGCTTGGACCGGACCATAGAAAGTGACAAGGTGGGGATTATGTACGGAACGCAAAGCAGTAGTCCAATGAGCAGCCTCAATATAAAGACAATGGGCTTCGGTGAGAATAAAATCTCCTTCGACTTTTTAAGCCAGGTAAAACGGCCATAAGCCGACATGACGACAAGGAGAGTAGCGATACCAGTTAGCACTACGCCGGCTATGAGGGTATGGCGGAAATATGGCGTTGTGATTTGCGTAAGAGTAGCGTCGACATTTTCAATGTCTTGAAAGTGCTGTTTCAACACTTTCACAATTTCCGGCTCGATGAAAGTAGAAAGGTCAAGAGGCAGGGCGTCACATGAGTTTTTGTCACCGATTTGAATACAGAACTCTCCGGTCCCCAGGGAGCAGTTTTTGGGAACTAGTTCCGAAATAAGCTGGGGCGCTTGGCTGATGACTTTGGGTATATTCTTGATAATTTCTGGGACCGATGTAGCAACTGCTCCTGCTGCACTCTGGAGATTGTTCAAGATGCTGGAAACACGAGATCCGGGTCTTATGCCGTCTAAAAGACCTTCTTGCTGCGGGAAACGCCGTTCCAGCGCATCGAGTTTTAAGATTTGTGTGACATCAAACTTTTGAATTTAGCAGCTTAAAAAGCCAGGG

Chr.2
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AAAAAGCCAGACCGGATACCAGAATGGCAACGCGATCAATTCGTGTCAGGTAGCGTATCATCTGTGCGGGAAGCTGAGTTGAGTACCAAGCTTAGCATTGTCTGTTGCATCAAAGCGTGGAGGACAGCTTGTCGTAGTTCCAAAGAGAAAGAAACAAAAAAAGAGGTGGTTCTGCCCAGCGAAGCCGATGGTGCTTTCTTTTTCCTTGTCTTGTCTCGGCATGTCATCGGAGAAAAGGCACATCTCCTGAAGGACCTGCATCAAAAAAGCCAAAAAAAACGCGTTTGCCTTGCGGCATTCTACGGGTGACGTGCAACCAGTCAAGGGGAATTTTTGTTTTCTGGATTGCCAAAGAGTAGGCAGCTCGGACTAGAGTAGAAATGCAGGTACCCTTGTCGCGTCAATCATAAGCACTTAGTGTAGACACCAAAAGGCAACTAACTCATCTGTGTACATACGTACGTATGGCATGCAAAGAGGGGCCGTTTAATCAATGTCAAACTGCCTTCAGCCGGAGCGGGCCGTGTCAATCGCAATCTGGATCTGGATCTGGATCGGACGTTGATGTGCACACGTGCCAGACACAAAGGTCTCGGACATGTCGGGATTAGAGTTAGGGCTGTCTTTGCAAGGCACGTTTTTTTTTCGCATGTCTTGGATTTGTAGATGGAACTTCGTGGTAATTAGGTATGGGTGAAATGTTGACTTGGGGGTATAGACTCAAAATACGTAATTGCTGCATGTCTTGGCAGCCCTGGAGTACTTGCTCCGTAAAAAAGTCGCGTCGAGAGTAAAAAAGGCAAGCTAATGCAGGGGACGAGGCCAAGGGAGCACTCGGCTAGTCCTAAAATATCCTTCAGCTGGAATGTCAGTGCATCCATCAGCTGCCGAACCATGGATGCAAAATGGATGGTGTGCTCATCTCAAGGTGCAGCTCATGTGATGCGGGGGGATGCGAGAATGGCATGATGACGGGATGAATCTTGGCTGCCTTTTGCAGAAGATCGTCCAATGATTTGCTTTTTTTATACTGGGGTATTCTGTGTTTTTTTTTTTTTTTTTTTTTTTCGTTCTCGTCGGATTTTGGACACAACCCACAACAAAACGGACAGAAAAAAAGCCGTGTAAAAGACTAAAACTATCAACAGCAAGAGTGGCCCAGTGTTTATCAGATATGAAATAGTCGCAAACCCAAAGCCCGACCAAGGAATGAGTAGAATTTACCTAGATCAACGCTAGACGACAAGATGGACGGTGCCTAAACTTGGTAGTCTAGCTGCCACCAACAAGCGAACTATTACCCCTGGTGCGCAGAACGGGAGATTGCAGACGTCGTAATTGGTCAATCGCTCGATCGCCTAATTTTTTGTGTTCGTTCTGCACACTGTGGTCTTTCAGCCGTGGGCTTTTTTGCCATTGCTTGTTGGCCGCCGCCTCTGTAGCATCCTACTCCATGAGTATGGTCTGCCCTGAATTGCTGCTCGACCCTTTGAGGACCGAGACAACCGAGACAAGGAAGGCTTGCTAGGCACGCCTGAACAAAAGAGAAGAAAATAAAAAGAAAAAAAATAAAATAAAACCAAGCAGGGCAAGCTTGGTTATCGTTTATTTTGCAAGCCTTGTTCTTGGCGCCAGTGTTCCGGGTTCCCGAAAGTGCACAGCAGCTGAACTGAACCAAAAACGTTTTTGTTTGCTCTTTTCGCTAAGCGACTCGGTGTGTCTCTCCCAAGCCCGACGGGGGAGGAGAAAAAAATATGGTTGTGTTTTTCGCTCCCTTCCTCCTGCCCCCAGATCCTTCCGAGTCGTGACTCGAATTTTTTTTTTTCTATTTTATTTCATCAACCCTCCTTCCCTTTCTTTTTTTGGTCCTCCACA

ACCCACCCCCGCATCGCCCACCGCGTCATTTGGGATCTTCGGTAAGACGTCCGCAGAGGAGGCGCAGTCTTCCGGTCCCGTCCATTCGTTCTCTTTTTGTACTTAATTTTGTCCTTTCCGACTCGCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCAATAATGCATAGTCACTCATTCAGTGTCTTGTCGGCCCTGCTGCTGGCCTCCACAGCCGCCGCCTCGGG

CAGCTACGGTCAACCCGGCAAGGTCGAGGTTCCAGTCGTGACGGTGGTTGTAAAGAGCACAATCACGACATGCACGCTGCCCAAGACACCTCCTCCGCCATGCTCCAGCAAAGGTAGCTCGCAGGGCGGGTCTAATAGTGTTGCCACACCGTCTGGAGGCAGCAACGGCAGCCCGTACGGCGGTTCCAGCGCGGCGGCCACATTGACGTCAAAGTCAACTGGACCCTCCAGCATCCCGACCTACTCGGTCCCTGGCAGCAACTCAACCATCAGGACGAGCCCTGGTTATGGTAACGGGACCACCAGTAGTACCAGGACAGCGACTGGCACATCTACCTCGGCGTCGGCCACGTCGAGCTCGACCAGCTCGCCACTGACGGGCTGCGGCAGTGACTCGTACTGGCTGGCCAATATCAAGCACCAAGGTTTTGCCCCTTATGCGCCGAACCCGTCAAACTACACCGTGTTCCGCAGCGTCAAGGAATTTGGCGCCAAGGGTGATGGCAAGGCAGACGACACAGTAGCCATCAACCGCGCCATCAGCGAGGGAGGTCGCTGCGGTCCGGGATCGTGCAACTCCACCACCACCACTCCTGGCCTGATCTACTTCCCCCCTGGTACCTACCGCATCACGTCTCCGATCATCAACTACTACTTCACCCAGATTTATGGCAGCCCGCTCTGCATGCCCGTCATCAAGCCGAGCTCCAACTTTACCGGCGCATGGGTCCTCGACGCCAACCAGTACCAGGCCGGCGGCAAGCTGGGATGGGGCTCTACCAACGTCTTTTGGAGGCAGGTTCGCAATCTGGTCATTGACATGACGGATCTGCCTGTGGCTGCCGATGTCGCCGGAATCCATTGGCCGTCCTCGCAGGCTACCAGCCTGCAGAACATCCATGTCAAGATGGCCAAGGGCACGCAGACCAAGCACTTTGGAATGTTTATCGAGGAGGGATCTGGAGGCTACATTGGCGACATGGTGTTTGAGGGTGGCCTGGATGGTATCCGGGTCGGAAACCAGCAGTTCACCATGCGCAACCTGACTTTTATTGGCGCCCAGACTGCCATCAAGCAGCTGTGGAGCTGGGGATGGACCTACTCGGGCATCACCATCAAGGATTGCAAGGTCGGACTGGACATTTCCAACGTTGATACCAGCACTGGCCGCAACCCCGTGGCATCAATCGTGTTTATCGACTCGGAAATCAGCAACACCCCGATTGGAGTCGTGACCAGCCGCAAGCCCCCGGGACAGCAAAACAATCCCGCACAGGCAAACACGCTCATCCTCGAGAACATCCGCCTGTTCAACGTTCCCACTGCAATCAGCGGCCCCAGCAACAGTGTCCTCCTTGCCGGCTCAGCATCGTTCACAACAATCACCGGATGGGGCCAGGGTAACCGCTACACTGCTTCTGGCGGCCCGACTGCTTTCCAGGGTCCAATCACTCCTTTTGCCCGTCCTGCAGCCCTGACTGCGGGAACCAACTTTTATGAGCGCTCGCGGCCTTCATACGCCGAGGTGCCTGCCTCGCAGTTCTTGTCGGTCAAGTCCGAGGGTGCCAAGGGAGACGGCAAGACTGACGACACGGCAGCCATCGCCGCCGCTGTCAAGAAGGCCAGCTCCTCCAACAAGGTCCTCTTCTTTGACTACGGCATGTATGTCGTCAGGTCAACCATCTACATCCCCGCCGGCATGCGCATCACCGGCGAGGCCCTCCCTGTCATCATCTCCGAGGGTGAGTTCTTCAACTCGATGGCTTCACCCAAGCCTGTTGTGCAGGTCGGCAAGCCAGGTGAGACGGGAGCGGCGGTCGAGTGGTCCGACATGGTGCTGTCTACGCGCGGACAGCAGATGGGCGCCATCCTGATCCAGTGGAACCTCGCATCCACCACC
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GGCAAGTTTGGGGCTAGCAAATGAATCCAGCAACGACCGTGGCGGAGAAAACAAGGTGAAGGGGACGGGTCCATGCGCTTGCGAAGAAGACGAGGAGGAGGAGGAGGAGGAAGAAGAAGAAGAAGAAGAGGAAAAATATGAAAGGAGGCTGTAAGGCATCGCCACGGGGGCTTGATGACATTCTTATCAGCCCGAGGTTGAAAGAGAGTATAATAGCAAGTGGGGCGCTCTTATTTTGCTCAACTAGCCACCTCCCAGCGTTTGAGGAACACGTACGTTCATGGGCACGTGGGACTATGATGGGTCAAGAGGAGAAACAGAAATGCATGCATGCATAATGTGGTGGGTTTTGCTCACATGACTGAGGATATAATATATCTGAGGTCAACCATCTCTGGTAGCAACAGCTGCCGGTTTGACAGGACTGTCATCCTAGTCATGTCAGTATACGATACGCTATGATCTGCAATAAAGTGGTTCCAGACCTCGTACAGATCACGACATGCCGACCGATCGAGAGCACAACCTGGATGATGATGATGACAAGGTTGGTGATCATAGCACCCAAATACGTCAAAGAAGGCCCGAGGTAGCATTGACCACAAGTATTACCACGTATCACCACGTATGATGCGGTTATCTACACCTCGCCCCGAACCGTCGGGAAGCTTGCCTTGCAGCGATCGAGTAGGTTTGGGAGCAATTTGTGTTGTTTGTCTGCTGCAGCGGCGGCCACCGAAGCACCCAAAAGCATGGTTCGGGATGCGGAAGCGTACGCGGCCGGACCCGTGGTTCATGTCTGGGGCGATGCCCCACTCCTGATAAACTGTGCAATGGTGGATTGCTTTGCCTGCCTGGGATGAGGCCAGTCTTGAAGAACAAGGAAGTAACAAGAGAGGTCGATGGAATGTAGGCATCGGCTTCGCGTGGGAACACGATTGCGTTGGGTTTTTGCTTGCATCCGACACGCACAGACTAGGAATTCTGGCCTCCTCGGACTGGGTAGATCAGATCAGTTCGACTGGTGCGGTGAGGTAGATGAAGAAAGAAGAAAAGATGGGATGGGTTTTGGTGGCCATGATTCGGGCCAGGCGAAAACGAATTAACTTGCCGTTTTTGGCCACGAGGAGAAGCTCGGCGTTCACGAAACGCTTGGGTTGAGAGGAGAGGATGCTATTGCGTATGTGACTCGATGCTCTCTTTTTTTATCGATTGCAGGGTGGCTTGACAAGAAAAAGTGAAAAAAAAAAAATCATCACTTGATACCTACCAGTAAATTAATTACTCCCATCACAACTAGTATTTCCTCCCACCCAATCTCTGAAAATAGCATCTGTCAAAGCCATGAGCACAGCACCACCACCCTTTTATGTGGCAGGTTCATTTGAAGAAAAGAAAGGAATTGCAAAAGACGAGAAGAAGAGAGAAAAAAAGGTACATCAGCACAGCCAAAAGTTGGAAACTCTTTTTCCAAAACATTTCTGCCGCACTTTTGCTGTTGGTCCAACTGGGACAGGTCCTAAAACCAAACCAACATCGGACGGTCGTCCTACAGCCACCATTCAGTACGTACCAGTGTTGGTCCATCCAGGGTCGCGACACGCCACTCAACGCGCAGACACATCCCTGGCAGCCGATCCGAGCATATCATATCCCCGATCGTTTATCAGCCAAATTTTGACTCCAAGTGATTATCGCCCAGGATCCACGACGTACCTTGGATTGCACGCCTGGGAAAGAAACAAAAGGTCGCCAGGTCACGTAGCCCAAAATCGTCCCAAAAAAAAGTTGCAAACACCCAGGTAGTACTCCTTTTGCAGCCTTGCTTGGGATTGTCCGGCAGTCGGAGCCCCGCCGTCCAAGCTTGCGACTCCAAAACAGTTTTGCGACTATTTGGGGAACCTGCACAAAAGGCGACACTTGAACAAGCTGGGACCTAAGCACTTGGCT

TGCTACGATAGCAGTTGGGTAGGTCAATATACTTTGGGACGACTGTGACAGGGGGGGGGGGGGGCCAGAGGGCAT

GCCCGTCCATCCCGTCTCTTCTCTGTGCTTGGCTTCAGGGCCTCGATACAAGGTGCCGTCATTCGCCGACTTGGGGGCCTCAATAGGCTTTTTTCCGAGGCTTGTTTCTTTCTTCTTGTCCCGAGACTGGCATCTCTTTTTTTTTGTGTTTCTTATTTTTTTCTCTAATTACTTCTTTTGGTGTTTTCCTTTGAACCTTTTTAGGCCATCATACCCTTTACCCTGGATGTTTGACAATGACCCCTGGTGCTCAGTAAAGGACTTGGTCAAAAAGGACTTGGGGTCACTACAACCAGTACCAAATGAGAAGAAAAAGATCAAGCACAAATGCTCTTTCGCACGCCGTGCTTGTGGCCGCCACCGGCCTGCTAGTCCTGACTCTTCCGACGGGGGTTTTGAGCAGGAGGCTCTTTGAGGGGAACGGTGTCGCCAAGATCCCAGCTGACTCCGGGGAGCTGACGGAACCTGCGCTCTTGGATGCGGCGGCGGCAGCGCTCATCACCCCGGCACCAGTGGCAGTGATAGCAAAGGTGCGACGGGACGATGTCGACTCCCTGGACGTCGACTACGGTCAGGCAGCATTTGGGCCGGGGCCTGGGCCTGGGCCTGGCCCTCCGCGACCACGACCACCATCACAGCAGCAGCCGCAACAACCGCCGCCGCCTCTACGGGGCCCGGAGGACCAGATAGTCATGTCGCTGTCCAGCGCGCTGCTGGCCGCCCAGAGGAACCTCAGCCAGGCGTCCCAGACGTTTGAGCAGTCCATCAGCGAGCTTCAGGGGTCCTTGTCCTCGGCGACGTCGGCCGCCCAGGCTGCCAGTTCCAACGCGGCGGAAGCGTCCACCTCGGCGGCCTCTGTTGCTGCGTCCGCGTCCACCGCTGTGGCTGTCGCGAGGGCGTCCATCAGCAACATTCAGGCGGCCGCATCCCAGTCCCTGGCGGATGCCGAGTCGAGGGCCAAGTTGGCTCAGGCCAGCGCCAATAGTGCCGAGGCGGATGCCAGGCAGGCGAGGGTAAGTCAAACCTTGGTTGTTTTCTTTTCTCTTACTTTTCTAGTCTGTCTCGGCAACACGAAATGAAAAACATGCACACAATGCCAAATACTCACATTCCAAACCCCCCTAGGCCGAGGCGGATAGCCGTGTATCGCAAGCCCAGGGCGCCTCCGTGTCCATCACGCAGGCCGCCATCGCCGTGGTCGCGTCCGTGCTGGGCTCGGCTCTCATAACGCTGATAGTGCTCTGGCTTCTCATGCGGTACCGGCGCAAAAAGCGGTTGGAGAAGGTCGCCGAGGAGGAGGAAAAGGAGCAGATAGCGCTGGCGGCGGAGAAGCAGCGCCTGGCGGCCGAGGAGGCCAGGAGACGCGGACTGGAGCGCGGGGCGGCGGCCATGCTGATGCACTCCCGGCAACGGAACACGGGCTCGTTTCAGTCTCGGAATAGGCCCAGCAGCACCGGCGCAGGGGGGCCGAGCCGCAACTCGGTTGCATCGCGCAGGGGCAGCGTGGTCGGGCAGCGTGGCCCGGGGTCTGGGAATGGCAAGGGCGGACCCTCGACCAGGCCCCAATCGGCGTCGACCATGGCCAGCAGCAGCAGCCGCACTTACGTGAGCGACCATCCCATCAGCTTTCCGAGGGGGGCCGTATTGTTATTTCCGCCGGGCTCTCGGAACAGAGATTCGTTCAGCAGCGAGCAGGGCATGGTTGGCTATGCGATGAGCACCAAGAGCGATCACACGTCGTCGAGGCCTGTCACGGCTGACATGTCGGCCGCGCAGGGCGCCGGACGTTTCAACCTCGCCTTGGGGTCGCACCCCGTGGGCGGTGCGCCATCGTCCAACTCGGATATGAACCGGACATCGGTCTACAGCCCAAACCTGGGTTCAGACCGGAGCCGTCCTACGTCGAGAGCGCCATTCTTCCAGCAGCGACTCGGAAGGTTGGATGAGGAAGACCTGCCTAGAACCAGTCTGGACC
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GCCATTTCCGCAGCGGAGAACCCTTGAGGAAATGTCTCTTTTTGTGCCTAGTCTGCTAGCTTCATGCGCGTGTTTGCGCCTCCACTGGTTACGCTTGAACTTGAACAGGGTTTCGGCATCCAGAATAAACGGCACGATTGACAGTGGGCTATCTTCTTTTGCGTAGTGCTAGGCTCTAGCTGCTTGCTTCTTTTATTCGACAAGGTTTCCGTCTGTCCCCCGGCAGGGGAAAGCGGATTCTTTGCTTGTGGCATGTGATGTTTGGATAAAATTGCCCGTCCAGGGCAAACGCTTGGCTTGCGCCTCTCTCGTCACAGCTCTGGGCTCAGTGGAAGGGGGATGGGACATTTCTTTGCCCATCCCATCCCATCCACTTTTATTTTATTATTATTTTATCTTTTTGGTTCTATATCTTTGTCTTTTATCTATTTTATCGTTTTATTTTTTATTTACTTTCGTTACCAGTCAGTCTAGCCGGCCGCCCGCACCTTAAGATGAATGTCACTCAAGGGGACAACTCTAGCAAGTCAGCTGAGAGTACCATCCCCTTGTCATGACATCCCTCTTTGGGAAGTCTACTGTCCAAGACCTGTTGCATAAAGAGCTGCCATCTCATCCCACTTCCCTTCCCTCGTTCTCTTGTCTGTCTACATTCTCAAACCACGCTTCTCATTCTTGCTCGCCTACCTTCTTATCTCACAGGTCATCATCAGTCTGGACATCAAATACCACCACTCGTCTTGACAACCCCGCCAATATATACGGGAGTCTACAAGGAAATATAGCCACAACAAAGAAAGCACACACACACACACGCACGCTCACACATATCATCAAGATGTCTTTCGCAAACACCAGCCCTCTTACCGGCTTCCTTCAGCTGGCCCCGGCTACCTCCAACTCATACCCTCAAGTTCAGAGGTCACAGCAGCCCAAGACTGAGGCCGAGCCCGCAGCCGCCGCCGCCGCCGTCCCGGCAGAGTCCAACGCCGCCACAGCCAGCCCTCAGCCTGTCCAGCGCCGCAGCTCGAGCCTGAGCAGCAGTAGCAGCAACGACGGTATGCGCTTCCTCAAGCTCGGTCCCGTCCACTGGGGAGAGCACATGGAGGACCACCAGGGTGACTTTGCTGTCGAGTAAAGTCTACATCTGAAGCATACCTGACGCTTCTGTTGTAATGAATTCTCTGGGTCTATCTATTTTTTTATTTTTTTCACTTTCCTCTTTTTTATCTTCCTTGGTACACTGGTGTTGTGCAGGCGCTCTATCTTGGTCAAAAAGCGGAACAAGACAGAGGAATGGATTGGATTGGATGGACGAATCTTTTGTTTGGAAATACCACCACAGCTACGATTTACAATCATGACGAGAGCAAATCTCAAAAAGAAATTCAAAAAATACCCTCTTAATGATGCCTTTTTTTCGTCACCATCAGTCCCCCACAGCATGCCACGTCGGAAAGGAACAAAAAACGCCAAAAATCCCACTCTGCATGCTTACGGCAGTACACCGCTGTCCTCATGACAAGCGAATATGTGCATTGCATTTGCCCAAGATCGCGATTTATAAAACTGCCCAATGCCTATTACGGGTTTCCGCACAAGCAACCACACACGCACGCACACACACACACACACACACAAAAATAAATATGTACCCGAATCTCTTGAACTTCTTTTTTGTTTTTTTCTCTTTTGTTTCTCTGACCGGCTTCCGGAATTGTCGGCCATACACCCTCAGAGAATGATCTAGTGTGGGGGGAAAGAGAAATAGTCAAGGAGGGGTTTATACCGTAATCCCCTAAGCCCGCCATGTTATCTGATAGGGGCGTCAAGAAACAAACAAGAAGCGCGAATGTGGCTTGCTCGGAAAAGGGT

CCGTGTCGCGCTCCTTCAGTCCTGATAAAATGCTGCATAGTAGCTATGAATTCTCACTCCATATCAATTGTTATTATTATTATTATTATTATTTTATCTTTTCATTGCGCAACTTTCTCTGTGTTCCCCCCCCCCCCCCCCATTATGTTTTCTTTTTTTAAACGAATGCCTTGCCCTTCCTTCATGGATGGGCCTGTTTTCTCCGGCAAAAGTCCATAAACGCCG

TACATTACTCCCGTAACCAGCCTTAGCCCCCAAATACACTTCTTCTCCGTAGCAACCATCACCTTGTTTATAACACCGTGGGAGTGAAAAAAAAAGATGGGATGATAAACTGACGACTTCCCGGGCTGGACGGAAAGGACCCGGAGGACATCTTTCTCATCCGTACGTCCGGCGCCGATGATACTTTATGAGGAGACAAATGAAATATGTATAGGCCGAGGCAAGCCGATCAGCAGTTTTTTTCGTTCCTCAATCTGCATCAGGCGACCAACCATACCAAAAGGGGTGGCATCGCCAAAAGGGAAACAATTGAGGGGTCCCCCCCTTTAACCTGCGATGCGTGCATGAGGGTGGACGTACGGAAAGTCAAATCTAGATAACTACAGTACGTACTATATAGTATACCAAGTAGTAACCGCATGGTAGAGTACCTATCTGCATGTGCCTAGAGGTTGGGTACGGCCTTGGCAGTAAGCGGCAGCAAAAGGACCAAACCTTCGGAGCTTGGGACGTATAATCTGACATGTAACCAAACAGAAAATAATAAAAGAAGCAAGGTCCACCCCTTTCCCCCTTCAATTCTCAGGGCCAAGGCGTGTCTCAAAACGAGAAAACGTCATCTTTTTTTCAGGATTACCATAACCGGAATCCGTGAGAGAAAGCATTGGACAGGATGGCATTTTGCGAGGCCGCGTCTATGGGTTGTAAAAATGGTTAGCCGACCTTTCCCTGCATATTCCCAATAACGGCCTTTCCGGTATGTCCCGCGAACATCCATTCTGGGTTGTAGTTCGCCTTGGTATAGGCACGCGACAAAATACATGGCACTGAAACAGACAATGCCGAGGCAGAGAGATCTTTTGAAGATCTCGATGTTCTTTGCTTGGGCATGGGTTCCCCTCTTTTCCACCATTTCCGCTCGCTTCTATTGTAGGTCCCTGGTTGCGAAAAAAAAAGCTCTGTGATCTCGTCAAGTTTGGTTCCTTGGTCAGTGATCGTATATCATGAAGTATCGATTCGTAATAAAACCCGGATCCGAGGATGCCTCTGCATAGCTGCCTTAAATGACATTGACCTAGACCGGGTTGTCAATCATCAAGTACAGTATGAACGAACAATACGTAGTCATGATATATCTGAAATTCCGCAGGTTTATCCTGCCTGCCGCCCTCCATTGAGACTTTGATGGTTCCAGGAAAAACAAAAATCTGCAATTAGATGTTCCACCATTTCGCATCTTCGCCTTTGAACTTGCGCAGCATGACATTGAGATTCAGCTCAGTCCAGCCAGGAGCTGTGAAAGCAACAGTCGCAGGCGATCCTTTGCTTGAGTGACACGAGATATCGTCGTGCAAATCATCATGGCAGGTCGTATCGTCATCCCGCACACACCCACTACCAGGCTTGTGGGCTTGGCTATCGTGAAACTGACACCAGAGAGGCGAATGCTCCTTCTGCGGAACGCTAGCACGGGCGACGGTGAGGTCAGGATCATTGAGCAGCCTGAGAACTGCAAGAAAAGCCTCATTGCTACCGAGGATCTTCTCACTCCTCTTCAAGCTTTTCTGCACAGGACCAGCACTGCCCATCGCAACGCTGCTCGACTGCCATGATACGGATGGACTAGGAATCATATTTCGAGAAACCTGATCGTTGAACCTCACCTCGAGCCAGCGCAGCGACCCCCGTAGAATAAGATCCTGAAGCGCGGGGACGACCTCGTCCCCAAGAGACCCTCCGAACCTCTGCACGATCAGAACCAACTTCCGGATCTTGAAGCGCGCCTCGCTGCCCATCAGGTTACGGCAAGGCGTCCGGGTGCTGATTGAGCGGCAGTCGACGTCATCGTCGCTGTCGCTCGGGTAGCCGTGGTTGCGGCCCAGCTCTTTTGGTTCCGGCT
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GATGCCACAGCGCTATACAGAGAGTTAGTTGATTCCCAGGACGAAGGGCCATGTAAGAAGTGGTGGCTGGTGAGGACTGAGGCCTGATCTGAAAAGGGCACAAACCTCATGTTGGCAGACTGAGGAGTCGGGAGCGAGGTGGACGAATTCGAATTCTGAGGCACTTCGTCCACGGGGTCGACCTTTAAAAGAGGAGGACCTTGATCTGACGGCTGCGACGTTTGGACGTTGAACCAAGCTGCGTTTAAAATATCCTCGGAGAGCTGCGGAAAGGGTGCATGTGAAGTCTGTGATGCAGGGGTCGGTAGGAAGCCCTGGATGTGCCGGACGGCGAGCTCGGGGCTAATATAAGGTGAGGATGTTGTTCTTTGCGAAGATGCCGATGAAGACTGTGTGCCACTGAGGTCGAGTGGTTGCGCTCCTCGTGGTGAGCTAGACAGTTGAAGTGTGTTGAGCAAACTTCTTGTTGTCGAGACACCGCTGCTGGCTCTGGACCTATGGTTCAGTGAGTGACTGTCCTCGTGAAAATGTTCTGAGGGGTCCATCGCGAAAGACAAAGGAAAAGAAGAAAAAGAAATAGCTGGCTGGTAGCAGTCCAGGCGGCACATACGGTGCTTGTCGTCGAATGAGTCCGTGGTGGGGCGTGGTGTGGTATGTAAGGTATCTTTTCTACTTTGGTGCTATGGGAAATAGCTCAGATAAACATAAATGAGGCTTCTTTTCGGAGCAGATTTAGGTTGGATGCGTGATTCAGGGTCGAGATGATTTTCGAGCTACGTCCCAGCAGCGAAGCTGAAGGTGCGGCGGTAGGGCTCAGATATAATATAAAGGGGCGTGCAAGGCCCAGGCACCGGTGAAACAGCGATGGATGTCCCACGAAGAGTGATATGAGGACAGTCGAGGAGTAGTAAGGTTGGGTTTGGCGGATGGATGCTAGCCTTGGCCTCAGCCACTCTGCAAGAGACGAGTGCGAACAAGCCGGGACCGGGGCAAGGTTATATCCAAGTGCAGAGAGGTGAAGAGGTGTAAAGACGTTGTAACCTAATTCCAGTTGATGCGCACTACATCTTTTTTTTTTCTTTTTTTTTTCGTGGCGGCAGGGAATTTCGATTTAAAAGATATCCAACCTAGATGAGCAGCAGCTCCTGGGGTTGTGAGGGGTGGCGTGGTTCTAGGGCAATACCGTAGCTCCATTTGGTCTTTACCCTGAGCAGAGGACGGGAGATGACGGGGGTGTAGGTACACACCTTTGACCGGGGAGGGGGCGCAAGGGGGCGTACATCGCGTCTATCAGACCAAGTCTCCTTGTACGCGCGATGGAGAAAGGTGTGAGTGGATGATACCAGGGTTGATTTCAAGGCAAGTTCTTTCATCTAGTACTGCGTACTGCACTTTATTGCTTAATGTAAAGGAAGACCATGTACGTGTGTAGTAGGTTGAATAGACACAAGGCCACCGCATTGCAATCTCGCGAGGCATGGGCAGAAGCGAAGCAGAAGCTTTGGACAATTGGTTACTTGTTGCAAACCAGAGAGTCCCATCCACCCCATCTTACTGTGCGTTGTCTCTTTTTTCCCCCTTGGGACTGGACTTGTGCGAGAGGAGCAAGTGGTGGAGGGTGGTGTCTGTTTGTCTTTGCTAGGGGAGAAGAATAATTAGCGAATAGCTGCCAATCGAATCCGGGGGAGCCCACAGTTACCCTGTTTGTTGTCTGCCTCTGTTTTTTTTTTTTTCTGTACATTTTACGTTAAGGGAGGAGGGGTGAAAGAAACCCCCAAGGGAGTGAGCGCAGTCTAGCCGCGGGTCTTTGGGGCGCGGGTCTTGTTAGTAGTACTTGTAGTAATTTTGGCTGGGTGGAACTAACGCATCGTTTCC

CCTGCACAGACGCCGACTTGAGATGAACGAAGAGTGTACCCAAGTAAGCCGGATCGTCCAAGCTTCTAGGGAAACCCCAGCCCCTAGTCGTTTTACTGTACCATACTAGACCTACCGGTAGCAATTTGTTGTTGTTGTTGTTGTTGTTGTTGTTGTTGTTGTTGTTGTTGCCTGAGGCGCCGGGACCGAGAGGTTTGTCCAACTCCCGTCAGCTAATCTTGGCCTTTGTGGCGGTGCAGCGACAAAGTCGAAGACTAGGCTACCGAGATTAATCATGTTGTAGAAATTGATTACAGTACT

TTGAGGCAAGCAAGTAGTAGGTAGGTAACTAAAAGCCACCTTAGGCGACGGTAGAAACTAATGGGAAAGGAGTAGTCGGAATAGGCAGCTTTGAAGTCGTTGAATTTTGTTGTTCAGCAATTGCTAAGATACTGCGGGCATGGACAAACGGGGCAAACATGGCGGTGATGCTGACAAGGCAAGGTGTACCTACCCTACCACGTTTGAACGACGTCCAGTATTGGAAACAGGCTCCACTTCAGCTGCTTCTTTTGGTTGTTCTGTGTGCCTTCCGTTGTTACCGAGTGGAGTATCGGCGACTTGGTGGATTCAGTGGGGGAACAGGTTGGTGAGAAACTAAACCCCTTCCAATCGGCGCGTTAATTGAGCAAATCAAGAGTTGCAAGCCCATCCCTGCCGTCAGATTTGTCCCGCTCCACTCCACTGTCGGAGGCGCGAAGTGCGGTATATGCTATGTACCGTACGCCGAACCTGCCTTGTGTAATGTTGACGTGGTTCTAGCGCAGCTTTGTGGTGGATGTCTTTGCGGGTAGACTTGCCATAGCAGCATCGGAATCTGAGATTTCCATGTTATAATATTGAAAGACGCTTAATATCCATAATGTCTCGTCCTACGAAAGACCCTGATGAGCTTGATCAATTCTCATCCCATCGCTTGGGTACAGCGGGCATTAGGCACGTGTTGGAAAGTGGGGGGGATTTGATAGGTACCTTAAACAGGTAGGTACTTACTTTGTATTGTAATACACCCCAGCGTCGCTCGGTATTTTGCTGCACGGTAGGTCAGAAGCCCAGAGATAGAGTGGAAATCATTTTCTAACTCGGGTGAGCTACAACGGTAATGCTGACCTTGACATCCATTCAAAGTGGGGAACCAAATACGATACAACGTGGTTGAGAAAAGATGCAGGGTACTTTCAGAGGTACTCAAAAAGAAGACAGTGGCACGTGCACTCAAACGGCCAACGCGCACATATGAATGGCGATCCATGGCAATCGATTTTGACGACATGGGACCCACCATGTTGGGACAGGAGGGAAAAAACGACACCAAACATGAGTTCGTTGACAGTGGGTGAGGGTTTTTTCTCTCTCTTTCCCCCGAACACCATTCCACATGGCACCGCACAAACACCACAATCCAGTTACAACACACCCAAATGGCTCGCTCATACAACTTCTGTGGGCTCCAGCACTTAAAGGATTCGAATCCCTGTCGATTTCTCTAATAAGCGGGCCCGACAGCAGCATTGTCGCGGCAAGGCTAGTGGCCTTTGTCGTGCCCCTTCAATCATGATTTCTGGAGACGGCGAGCGGCAACTAGCTGACGGCGGATCACGCAACTGGGCAACTGGGAAGCTGCAGTCGCACCATGCCCTACCCACCGACCGCTTGCTTGCTACAGGCCCCGTCACCAGCATGAGATAACCTGGAACGAAAGCACATGCAATATGCTGCCTAGAGGTATCACCTACGTACCTACTGTACCTACCCACCTTACATTAGGAACATACATGCCTTATTTACTATACTGCCCTACGGGGAGTAGCCGGAACGTGCACCTCGCCCTACAGTCGTTCGTTTTATCACAGACAATCGCCAGACCTAGTCCTAGAACTAGGTAGAATCCATGCACACAGCGGGACCGCCTCTCTGTTTTATTACTACCTATGATGATTGTTTCGTTACTGATTCAAATTCCGAATTTCCGGGACCGCTTTATATGTTTAGCCACTATGATTATCATTTTATTACTCATTCAGGTTCCGAAATTCCGGCTACAGGTCTTGAAAATGGTTCGAAATGGCAATTCACAAAGTCGCTG
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AGCTTTCGCTGCTGCCATTGCTCGAAGGCAGGCTGGCGGTGTTGGTGTTGCCGCCATGTGAAGGAGCCAAACGACTCTGTGTCTGGGGAAAATCAGGACCCTTCTGGCCAGTCATTTCTCCAGACTGGCCGGCACCCTGTGGGGTAAAGGGTCGACGGTATTCGGCAGAATCCAGGGCAGGCATGCTGCGGCGTCTGAGGCGCTTTTGCTCGTCGGGAAGCTGATGGCGGTATGCCTGGAAGTCATCTGTCGAAGAAGCCGTCGTTGAGCTGTAGAAACTGTTGGGTCGGTTGGTGTTCGACGGAGTCCTGTTCCTGGGGACAGCAAGCCTCTGGTCGCCAAACTGTGGGGGAGGTAGTTGCTGTCGACCTGCCGCTCCGGCAGGAACGTCTACAATTCGAGGAGCGGGCCTCCTGTAACGTTCGGGAGAGAGTCGGACCGGAGTTGCCTGTGTGAAGGTCACCTGGGTTGCGGTTGCCGTCGTAGCGCCAATAAGATGAGCCGACTGGGGTCTTGGAGCGGAGGGATACCTTCGACCGCCGACGGCTGGCAGGCTGGAATCATCCCTCGAGCCAGCGCCATAATCTGCATAAGAACTGCTGGGTAGGTTCGTCATCGACACACTGCCGGGGTACCGACCACGTTGTTGTTGTTGTTGTTGAGAACCAGAGCCACTGAACGCCCGCATCGTAGGAACTGCCGGAGAGGAAGCGGTTCTGTATGTCGCAGGATGTTGCCATTGGTTGTTCGAGTGGAGGGTCGGTGTGCTGGTGAACGCATACGGCTGTATCGGCCCAGGATTCATCCGATAGACTTGTTGGCCACCTGACCCGCCATAATAGCTGTTTCGTTGCGGCTGATTCCCTCCATACGGTTGATTCTGCCCTTGCATCCCTGACGCTGAGCCCGGGCGTGTATGAAGCATCGTGATAGATCCGGACTGCTGAGGATATGGTTGCACCAAGGCAGCCATAGCGGGACACACAAGTGCCTAGTGTTGAGTACAGAGTATTCTGTGCAAATACAGAGGTTACCCGGTTTGAGTAAATCGGGTTTCGATGAGTAAAACGAGCGGCGAGTTTCCCTTCGATTAGAAGAGAAGCGGGAATGCAGGTAACGTAAGGCTGTTGGCACCAGGAGGATTGGTTAGCAAGAGAGTCACGGACCGGCTTTTGAATCCCAATATTGACAAGACGGAGGCGATGTGCCAGTACAAGACTTGCGAGTCAGGGCAGTACATTAATAGGCTGTCTGACGCTTCCAGCTGGGTTTAACTTGCCAATTATAAAAAGCCAATGATGAAGTTGTCAGGGTTTCTCTCGCTGGGAAATCAAACAAGCAAGGTGATTTAAATCCAAGTTGAACGGCCGGGAAAAGAAAAAAAGCAGGCAGATAGGCGATGTGATGTAGTAACCCTCGGCATACAAAGGGGCGAGTTCTCAAATTCAACGCAAGCAAGAAACGAATGTTCAAAACGAGCAAAACGTAGAGGGACGCCTGCGGCCAGCTGGGAAAGATGAAATGAACGAGTGTTTGGTGTCCAGGGAGCTGCTCACTTTTACCGTGAACGTTGACCCATGTGAAGCCGTCTGTTGCTACGACGAGTTGTTTTGTTTCTTCCTGGAAATCGTAGTTCGAAATTACCACGCTACAGGAGGCAGTAGTAAAAGAGGCTCGGATCGCGTGGGATTCTGGTTCGATCTTCGATGGTGAAAACAGATGAGAACAACGATGGACTCGGGACGAGCGCAGGTACGGTACGCAAAGATGCTTCAGAGCCTGTGGTGGCAAGATGTCGAG

ATGGAGTCGGACGGAGTAGGCAGGACTTTTGTCGGATCGGACAGTAGATTGAGTGCCCCGAGACAGGAACACGGCACGGAAAGTGTACCTAGAAATGCACGTCGGGCGGCCTGCGGACCACCAACCACCAAAAGAGTCCCAAATGGGGAAGAAAAGAGACAAGATAAAAGGGGGCAAGGAGGACAGAGAAAGAAGAAAACAAAAAAAAAAAAAAAAAAAAAAACACAGCAAAACAGACACTCAAGGAACGGAGCGGGTAATAAAAACGAAAGACAACAAAAAAGACACAGAAAGCAACTC

TAATGTGTGATGCCGAGCTCCAATTGTCGATTTGGCAGAATAAAACAAGATAAAAAAAATGCGTAAACGATGGGCAGGAAGGAAGAGACGGGAATAGGGGCAAGGGCAGTGGAAGGTGAGGAGAGGGGCAGAAAGGAAAGGAGATACCAGGAAGCCGGTCAAATTGCTGGAAGCGGAAGTTGAGATGAAAAGCTCCAGAAGGTGATGTTCTCACCAAGCGGAAATTCTGCCACGGAAGGGTTCACCTTTGCTTGGAATACCCACAGTTGTACTGGGGCAAGTAATTGCTTGATTGGCCAGGGGTCCTGTCTCCCTCGGGCCTTTTCCCCTCTCTTTTTCGCTGTCTCTCTTGTTCCTTTCCTTTTGTCTCCCTGCAGCAAAGAACTGGAACTGTACGGGTACAAAAGAATGTTACGGCGCAACCTTTCACATACATTCTCTCTCTCTCTCTCCCGGCAGGAGGAAAAAAGCGCCCCCCTCCATAGAAAAATAATATCCCAGCTCACTCGTTGCACCCAGAAACACGATAATTACAGGGCACACCCCTCCCCAGATGGGCTTGACGGGCGGCGTGTCGACGCTAACAAGCAGCGCACGCACTGCATGTCAGTTCGCCGCCTACTGGCGGGCACGCTAGGTACAGAGAGAGTACGCCCGTTTTTTTCTCTCTATTTCTCTTTTTTGATCGGGATTGGGGCCAGCCGGGGTTGCTTGGAGGGCCCCCCCTTGCTGGCACCACACTTGGGTGGAACATCGATTATTTTGAAAATGGCATCCTGTTCCTTGGGTGGACTAACGCTCAGGCAGCCCCCGACCATGGTTTGCCAGGTACTTGTACCGGATATGAACGTCTCAGCCATACCAAAAGTACCCCCAAAACACATCGCCTCACTACGCCCCTCCGTTGGAATTCCCCACCCCATCTCGCATTATCAAGCAAATATCCACCACGTTCGTTTCCCCAGGACGTGAGCCGGTCTGTGATTGGATCGACGAGATTCACGTTGTCGCGATTTCGCTCCGCTGCACCCCGACAAACTCGAGGGTAGCTTGCCCACCTCCCTCCCTGCGGGTCACGCATTGAAATCCAAACAATACGCAAACAGAAAAAACCAACCTTACGTGGTACGGTACACACGTAGTAATAAGGCAAGACTCAGTGATGTGCAGGGGTGGTGGAGGTGGGTGCACGGGGCAGAAGAAAAGGAGTGATGGAGAAAGCTGCCGGATACCATTAGCAGATTGCATTTTTGTTTGTTTTGTCCCGAACGCGCCATGTAAAGGACTTTGAAAATATATTTCCTTTGCTTGACAAAATGACAAGGTCTCTTTGACCAATGCTACGCTGATCAATCATTCAAAATGCCAACTTCTACGTAATAACCTGACGACCTACTCAAGCTACTGAAAACCAATTCATTCACCTGAAGCTTTGTTTTACTTGTGGAGCTGTATTCGTCCGGCGAGCGTTTTTTTTTTTCCCCGCTAGGTCGGCAGGGACGGTTCAACGACGTGAGGCTCCATGCCATTCTTGCCCCTGAGTCCGTGCCGTTTGACAAAAAAGCACGCTTACCTAGGTGCTTGCCAAGCCACCGGGGATTTGAGAGTGACGCATGTGCATTTTACAGTGCTATACAGTAATTATCATTACCAGACTAGGTACGTATCGTAGATTAGGCGCTTTGTACATAGAATTAGGCAGGCAGGTAGGTACCTACCTAGATATTCAAATTGCCCACTGGTTAATACACGTTGCCTGTACAAAGCAAGCAGTTGAATTTGTGCTTGCTGCTTGCTTGTCTAAGGCATTCATTCATCCATAAAAAGCATTAGAATTACAAGCAACAAGAAGAAAAAGGGTTTCTGCTTTACATTGTTTTTTCTTTCCTGAGGTGGAAAT
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TATTCAAATTGCCCACTGGTTAATACACGTTGCCTGTACAAAGCAAGCAGTTGAATTTGTGCTTGCTGCTTGCTTGTCTAAGGCATTCATTCATCCATAAAAAGCATTAGAATTACAAGCAACAAGAAGAAAAAGGGTTTCTGCTTTACATTGTTTTTTCTTTCCTGAGGTGGAAATACAACATGCACAAGCCTCCCGAACTTACCGCCTGCCCAAGATAGCAATTGATCTGTGAACCATCAAGTATGGTAGTATTCGACAATAAGGTATTGTTGGATTTTTCAAAGTGCATGACAGCAACAGCGCTTGCTTCAGCTGAGGAATCTCACCTACCTACAGTACATACTACGTAAAATAGAGCCGACCGTTTGTTTCTGGTGGTGGTAGGTGTGGGCATTCGGCAGGCCGGGTGTGCGTGTGTCGAGGCTGTGTGACTTGGTTGGCCCCATCCATTTTGCTCGTGTCTGTGTCTTTTTTTTTTCTTCCTTGTCCGCTCATATGTTCCAGTTGATGACATGATTCGTATTCTCTACATCAGACGGTCTCTGTTTGGTAAGGTGCCATCCATCGATCATCACTCGTACGGGACGCTTCAAAACACAAAGCCGATCACTGCCCTGCAACATGCCAACTTTTTCCCAATCGGTCGCCTTGCGCACAAACTCTTGTACAAAAAAAAAAGATTGAGATGAAAGGGGTGATGTACATTATTAATGAAATTGCCATTTGCACCAGATTTTGTGTCGCTCGCTCGTGGGTAAAATCGCCACGAAGGCTGTGGAAGATAACAAGGAAGCAATAATCAATCGCCCATAGAAACAGACAAAAAAAAAAAAAAAAAAAAAAGACCCTACCAGGACCAGAGTCCATCAAGGGTCTGCAGCCTATAAGACCCCTCATCCTTGCTCTTTCGTCCGATCTCTGTTGCCTTCACGCGGCATGTCTCGGAATTTTCTAGGTATTCATCTCGTAATTATTGGATTTGGGCTTTTCAGCAGATATGCCACCACTAGGTTAGCTCTGACCTCTGACGCAACGCTTTTCAGTCTCTTTGCAATTTTTTGCTGAAGTCATGAACCTTGATTTTTTTAAAGAAAAAAAAATCTATTTTATTTATGGGGATGACTTGGCAGATTAGTCTTGGTGCATTGCCGCACCAAAATGATACTACTAAGCAATTCATCTTGGGAGGGGAGCTTGGGGAGATCATCTCTAAAGACTCTATGTGGCTCCAGCGCCCTTAGATGGAATATTCCATTTCCCTCGCCTCGGCACAGATTGGGATTGGACGTTTATGCGGAACCCAACATGAACATCCACATTACGGAGTATACAACACGGACGTCGAGAGAATTGAAAAGAAGCAACCTTGTCAAGATTTTGTTACAAGTAAGTAGGAAAAAGCCGCCGACGCCGACAAGCTTAACCATGCCTAACCGTACCCTCTTTTGGTTCGCTTGATGTTGCTTTTGGCTGGTGTTTATCGTCGATCTTATTTGGGGTTCGGAGCCGCAGCTGAAGTGTTGCTTTCTCAGCTCAACGGGTAGGTCGGTACTTTACCTACCATTGAACCTACAAGAAACTACGGAGTATCCGTAGTCTCTCCTTGCCTACTGTAATACAGAAAGGTACTGTACTGACTGATGCATACCAAGGGAAAAAATTTCAGTGCTATTAATAATAAGTACAATCCAACCATACAGTCTAATTAGTACATGACTTACTTTCGGACGCGACGCGTCTTTGTTTGCCAAAACAGAGCTAAAGAAAAAAGCAACCTTCGTTCCTTAGGGGGTGTGCCTGGTTTAACATGCAAGCCCGGGACGGCTGGCATGCTTGTGGACGTACGGTAGTGAGGCGCCCAATCTGACAAGGCTTTGCACGCCACCGTTTTCCCGTTCCGCCATGCATGCAATGGCGTCGTCTGGTAATACCATGTACTTTCTTTTT

TCCCTTGCTCCCTTCTTACATGACGGTGGCCCAATTAGCGAAGCATGCGAGTGTGTGTGTGTGTGTGTGTGTGTG

TGTGTGTGTGTGTGATCTCCACGGCACTACCGTAATGTACAATTATTAAATCAAATTCCACATTTATTCCGTAGTCGAATTTATTTTGTTACCCCGGTTATCAAATTGTCACGGCGCAACCTTTGATTCTGCCCAGGTTGATTGCGTACCTATATTTTCAACCCAATTTTCCCCGGAGTTGTATCTCCTGTCACTCGATCTTTTTTTTTTCTCTAGCGACATGATACTTACGAGATTTCGAGGCTGTGCTATTTTGCTCGTGCGACGTCAGCTGCAATGTTTTTCAATGTCTGAACGCAACGCTAGTCAAGACAAGCCAGACAGGCGGGCAGGTAAAGTGTATGTAGGCAGGCAAAGCATTTCAAAGGTGCGGTACCTTGGCACTCTAAAGATCCGATCTCGCCTGAGTTCCCAGCTTTTGTTAGTCAGGTGGAAGAGAGAAAAAAAAATAAGGATGCAAACTAGTCTAGACTCTAGACATGGCCCAATGGTTTGGCGTCCCGCCGGCCTCACCGCCGATGTCTCTCTAGACTCCTTTGCCGATCGATTCTCTTCAAAAACCAAGAAATCAAGGGAAACAACAGACGTTAGATAAATTGAGGATTGGGACGTAGCATTGGCTTTTGGGACTAGTGGGGTTATATTATGATAGTACCTCGTACTCTACTGCAAATAGTAGGTTTTTTTTTGTTTGCTCGTTGGGTGAGCTTTTTACTCAGTTACAATCTTGCAATGAACCAAGGCTCCGGTGCATCTTGCATCTTGCACCCTCCACTTGAAAGCGGAGCGGTACCATTCTTTCTTCTTTTTTTCCGAACCTCGTAATCGGTCAGGGTGTTGACCTGCATGCAACACTCTTACTTTAGACCCCTCCATGTGGGCATCATCCAATCACCAATCCCATATGCAGATAATGACTTCTTGGAGATATCGTCATTAAGGACAGCCGCCATGCATGGCGAGAGGGGGGAAAGGAGGAAGGAAAAATAAAAAGAAGTTGCGCAGGGAAATGACCTGCACATTCTCGCTTCTTCTTGACAAATCCGTAGAAAACGGTCCCGGCATCGGGGCGATGGTCGGAGGTTGCCGTTCGGGCGCAGTCAATCTGGAACAAATCAATGCATTGTTATTTAGGGGAACAGTTTTGTGTTGCAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCGCCACCGCAAAAATTTATTTGGGTATCGGCACTAAGCATAGTAAGAAACCCACCTTATGCGATATAGCGAATAGCAAGAAGAAGAAGAAGAAGAAAATATATAAAAACAAAAACAAAGAGAGAGAACATCATTGGTTTTCAAGCAAGTATGATGATCCCTTTCGCGACCCTCCCCGGGGAATGCCCCCGGAGCGGGTTGAGCGGGGAGCAAGTATCGCCCGCCGATACCCACGATATGGGGGTTGCACCAAGTCCAGACATTGTCAACAGGAAAGAGACCTTCCTTTCCACCTTGATCTCCCAATCATTTTCAAGTCAGGGTACGACTGGTCATTGAGGGCCTTGTGATACTCAAAAGGGTTTCACCACTTTCCTGCTGTGAAATGCCGAGGACATATAGGTCCCGCCGGGGCTGAATGAATCTACCATGTACAATAGTTCCGGGTTGCAAACAGATACAGAAAGGAGAGCGAAGAAGAAACAAGAAGCAAAAAGAAATATATGGTACCTGTAGAAGCCTCAGGGCCAAGAACACACGATGCATCATGACCCGGTGCTACTGCTTTAACATAACATGCTAATTCACCCAATCACAGCTTTCCCGGGGGCTCAACAAAACCCAAAGACCCCGCGCCGAGGAATGTTCGCTTCCATATCCCTCCGTCAGAACTAACTACAATATGCAAAAAAGTCTTCATGCAAGGGATAACTGACTGTACTGGGTGCATCATGCTTCCGTGTATCTGGTGTGTTATGATGAACGAACCGGCGGCGGTAAGCGCTCCATTAGT
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GCAAGGAGAAGAAAAAAAAAGAGGAGACCGGGTGATAAGGGGGCAAGAGGGGCTGTATATACTGTACTGACTGGCTTGACTGGATGCCTAATTGAATCTTGTTCGACAAGACATTTGAGATATTATGTCTTGTCTGGCCGACGCTTTAGATGTGCCAAGAGGTGCTGTTGCGCACAAAAAGTTCCAGGTTTCTTTTTTAACGAGGCAAGTGGTACTCTCCGCTTGCGGGCCACAGGAAATTCCTCTTTGAGCGTAGATGCACCCAGTTGTGGTGTTTTAAAAAAAAGGCCAATTAAAGCCCGATGGAACCCAACCTTGCCAACCCCCATCGTCTGTTGTATTGGTCCTTTTCTTTTTTTTCTTTTCTTGTCGGATTGTTTCGTTTCGGGTGTGGTTTGACTCGATAAATTTCTCACACAGCATTTGATTTTTTCTTTCCCCCTGCAGCTTTTAACCTTACTTCGTACCTTACCTTACCTTACCTAGCTTACTCGCATTGGTTCCCCGGATTTTTCGACAAAGGAACGAGGGACAAAAACAAAGAAAGAAAAAAAAAAGAAAAAGAAAAAAAGAGAACTTAAAAAAAAGAAATTGATTAAAAACTTGACCAAGGTAGGTCAAGGGGTACGTACTTGATACCTTTTTCTGACAAAGTAGGCAGCCATGGATGTATTCGATCCGAGCGTCGCGCGACTTCTTGCAACCACCAGCGGGCAGCAGTCCACCTCTCCGTTGGAGTCAGAAGCAGAAGTGGGGTTGCAGTCAGGTACGGGCGAGGGGCCCGAAGCCTCGTTGAGTGGTGAATCGTCGACATCGCAGGGCGGCGCGCCATCGGTGCCCGCGGCTTGTCTAGCGTGTGTAAGTCGCTTCATTTTTATTTTATGCTCGAGGTACCCTTTGCAAAAAAGTCATCGCAACCGACTGTGCCATTCATTCCGGCTAATCTGGGATTTTGTTTTGCCGTGTGTGGTCCGGGTTCGCCCCATGACCACCACCAAATCCACGTCGCAACAAAAATATAGCGCGGTAAACATTTGAAATGTGACGGCGCAACCCCGTGCTCCCGCTGCGTGGCTTCTGCCTCGGAGTGTGTCTACATCGCGTCGCGGCGTGGGTACAAGGGCCCTCGGAAGAGTAATGTGGCACACAATCCAAACAAGCGCTTCGCCTCGTCGCCGACCCCAGGCTCCGCACCAGACGACGACTCGTGCCCAATGCTCCTCGGCGCGAGCCCATCTGGCAGCACGGTCACGACTGGCTCCTATACCCAGGCGCCGGTGCTGTCGCAGTTCGTCGCGCCGCCGGTGGGGGCCAACATGCAGCTGTACAGGAACCCCTTCCTCATGGCCGGCGGCGGCAGCAGCAGCAGCAGCGCCAACACCAACACCAACCACGCGGGCTCGTCGCACATGCGGAGCCAGCTGAGCATGCCCGAGCGCTGCCTGACGTCCTTTTACCAAAACTTCCACGCCTCGCACCCTTGCGTGCTGCCCAGAGATGCGCTCGAGAGGGTCATCAGGGAAGGGCCGGCCAAGCTCGAACACCTCCTGGCGGCCATGCGGTACCTTGGCTCCCTGTACCTTGACGCGGGCCCCGCCAGGGCCCAGTACTTTGACGAGGCCGTCAGCCTCGCCTACCACCCCGGCTGCCCGAGGGATGGGTTCCTTGCCCAGACCCTGCTGCTGCTGTCCATCGGCCAGGACGGCAGCTGCAACCAGGCGCGCGCCAACCAGTTCATGGCCGACGCGGAGAGGCTCGCCGTCGAGATTGGCCTCAACACGCGCCAGTTCGCCACCGCCA

ACGGGCGCGGCAGCTCTGTCGTCGAGGAGAGCTGGCGACGCACCTGGTGGGAGCTGTACGTGGTGAATGGCATGATCGCCGGCGTTCATCGCATCACCAATTTCGCGCTTTATGACGTCGCCGCCGACGTCGGTCTCCCGTGCGAAGAGCACCAGTTCCTGTCGGGCGTAAGTTGATTTGAGAATATCCGGCTCTTTTTGTTCTTTTTTTTTTTTTTTTTTTTTT

TTTCTCCATGAATTCATTTGCTTTGACAAAAAGTGTCCAACAACTGACTTTGGATCCGCTCATTCACGACACACAAACCAGAATATTCCCATGCCAATGTACATGGAAGATTTTGACGATCAGCTCTTCTCGGGCGAGGATCGCGAGTTCTCGTCCTTTGCGTATCGGATCGCGTCGGCTCGAAACCTCGGCAGGATGATGAGGACCCCGCCGATGCTCTCGCCTGACGATGACAACCTAGCCAAGCTGGAGGCCTTGCTCACCAACTGGAAAATGCATCTTCCGCGCAGCAGACAGGATGCGCTGAACAAAAAATGCCAGCTGGACGAGATGATGTTCCAGGCTCTGTTTATCAACCATGCGTAAGTTTTTTTTTCTTTTCTTTTTTGTTTTTGTCAGCTTACTCGCAGCTTAGTCTTTTCGTTCCATGGTTTTGCTTTTCAGCTTTATTCCGAGTCGGCGATCTCCAGGCTCTAGCCCGCTGACCAGGAGAGGGTCCCCCCTGCCTAATACCCCGAATTCCAAAACGCTAATTCCCGATTCGATAGCTGCACCATAATGCTCCACCAGCCTCATTCCCAGCTGGACTCGTCCCCGTCCCGCAGCGTCACATCGTGCGCGCCGCACATGCCCGTGTCGAGCGGCGACGCCTTCAACACCCACACGCGGCACACGGTGACGGCAGCCTGCGAGGTGTCGAGGATGGTGACGCACGCGGTCCCGCTCCTTTCGCACACGCACTTCTTCACGTGCGTGCTGACCCTCTCGTCGATTGTGCACCTCAACAAGTGGGCGCTCTACTTCCTGCAGGACGAGGACGACCTCCGCCAGCAGATCCGCCTCAACATCGGCGCCCTGCAGCGCATCAGCGCCGTCTGGCAAAACGCCGCCAAGGCCGGCGGTCAGGTCAGGGGCGTCGCCCAGGAGATCTACCGCGCAAAGAAGGCCCAGCAGATCAGCCCGGCCTTTTGGGTCGCCTTCACGCAGGAGCAGATGCTCACTAGTCTGAATGCCGATGAGGGCATCATGAACGACTTTGACTCCATCTTGCCGCCGCAGGTCACTCGGCCTTGAGGAGGGCTCTGTGATGACTGATGAGAAGTAGCAGGTGGTGGGGTTTTGGTGTTTTTTGTGTTTTGCTATGCTGGACTGGGGAGCTCAGGCTGTTTTTTTATTTATTTTTTTATTTTTACTTTTTGTGTATTCTTTTTTTTTTCCTTGAATGATCTCCTGATCTACTCATCTGTGTTTACTATCACTCACTAATACCACCATGTGCGTCTTGGAGACAATTCGGCCTCGACTTGACAGATGCATGCATGCCATCTACAGAAAAATTTCCCGATGAGCCTGTTTTAGTGACAGGAACGGGACAAAGACTTGCCACTCGCCCTATAGGGAGTGCAATCACGAGTCGATGTAGCATTGTTTCCCCTTCTTCCTCCCCCTGGACGTAGTATTCAGGCAAGGTATGCATTCTATCGTCTACCCCTACACTTGTCAAATCTGCATGTCGGAATAACATTTTAGCCCCCATTTTACTAGGTACCTATATATACAGGCTTCCCCACTGTCATCGGCGACTTCCAGGCACGGCTGCAAAAATATGGATACCCCGACTGCAGTGGGGCATTGCTCATTAGTCTAGGTCTAGACCTGGTGGTAAAGATGGAGAAGCCCGCCAGGCCCGCCAAGTCGCCGATTTGGGGTGTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTGGGTGGCCTTGTTCACTAGTATGTGCTTATTTTGCCAACCAGGGTACAGGTTAATTATTGATTGCGTCTCTGCGGACCGGCGCTCGGAGCCCTCTCCTCCTATAGGGCTTTTCCGTGCCTTCATTGGTCCCTCGACGTTACACCCTACCTCTATCTCGTTCGGACTTTGTGAACCCCTCCTATACGGGTTGACCTGCCTAATACTACCTTGGCAACCCTGTTGCTTTTTTTGC
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ATGCAAGGATGTTCGACAGGCAATGGCAGCAACTCCGTCTCGCAGCACTGGCCCTTTTTTGGCGTCAAATCGCAAGATTTCTTTCTTGATTTCTCTTCACCTTTTTTTTTCTTCTCTTTTTCTTCTCATTATCTTGGGGTTTACTTTCACTTCCCCCCTGTCTTAGAACTGCTTGCACAGCACCTTGCTCAGGGGAATTAATTCATGGGATCTGACCCCCAGAAAAAAAAAGGTCCAGAAAATACTACTTACTGCGTACTAGGTAGTTTTAGTACGTAGTACTACAACGATATCTACCACGAACTAGACTAGCAATCCAGGCTCCACACACAATTCAGCATGAGAAAGATGATCATATGCTGGTTGAGGAACAAAGCCGAATACCGTAGTGAGCTGATGCGTCGTTGTTTGAAACGCTCTGTTGTGATATTGCAAAACCACCTGAGTGCTAAGAATGCACCCCCGTGACGAGAAACAAACCCCGGCCGGCTAGGACCTCCCTTTTCCTATATCCAAAAAAGTGAAAGAAAGAAAGGTAAAGACAGTAGCCCCATCGCAACAAAAAAAAAAAAAAACCAGTCAACCAGCAATGGGAAAAAAAATCTCGGATTCAATTGCGTGGCACGGACTGGCGACTTGGGATACTCGGGTGGGACTGGGCGGTGGTCGGAGTGGATGCCGGGTAGCGTCCGTAATCTAATTATTGACCCCATCCGAGAAGCCTAGGCCATTTGTTCCGTCCAGGGCAACTTGCAAACCCGCTCAAAAGCAGGTGGATCTCGATTGATTGATTGATTACATTCGTCCCAGTAGCCGCCGACCAGTCATTTCAAACGGGATGCATTGTGATGCAAGCCTTTTCTTCTGTTTTTGTGGACATGAGGTGGAGAAGGAGGCTTGTCGGTTGTCAAAAGAGCGAAGCAGCGCCGGTCAAAGAAACAGTCAAAGTCAGATCATTGTTCCTGCTACAGTGTGCCATCCCTCCTTTCTTTTGTTTTGTGATATAATCAAGGTACACACGAGATTGGTAGACAAGAATTGAGGTGATGGGCCTTTTTCGCTGCAACCCCGTAACCACTCCGCCTTGAAGCATTCCCTTCAATAATTAGATAAGACTAAAAAGCTGAAAAATGAGAACTTGCTATTAGCTTAAACCCACTGTCAGGCTCATCCCGCAGTTTTTTTTTTTTTTTTTTGCCCTTGAGCACATAACCAGCTTGCCAGCCCAGTATGCAGGCTAGATACAATCGGTAATTAACAATGCACGAGCCTTCTGAACACAGATCGGCAACACGAGACATCCACTTTTGACAAAACGTATGGTGGACCTCTTACAAAAGAGAAAAAAGAGACAGCACACAGAAAACCCCGAACAGCCAAGGGGTCTAGACGTGATCCCTAAAACCTGCGTCACAGCTATAAGCCCCCAAAAATGACCAGACTTTTAGCTAATATCGTAGACATAAAGCTGTACTCAGCATTCCAGCCGTGATTCCGCTTCGGCAAACCATGCCATGCTTGCACCTAGAAAACCGCCTATCCTGTCCCCTTACGCGGTTAGGCATGCTAGTTCCAGAGTATGCCGGCACTGGAAAAGACCATGTACCGGGCCACAAGGTTTGAACCACTCAAAGTGAGAGCGTTGGTGGAGCCGAAATCATTGTTCCAATCTTCTGCAGGCCGCCCGTTGAAAGTTCAGGGTCCCAGCATCCTTGTTGGCTGGTTTGGCCTTTTTTTCTCTCTTTTTACTTTTTTTTCCTTTTTGTTCCCTCAGGCTCTGGTGGAGCCCAATGCGAAAAGGGGATCGTTCTCGACACTCACACACGTACCACCCTTCTTTTTCCTGCGTGGGACCCACATATGCCCCTACCTTGC

AGCACATGATGACTTACGGCAGAGCGGGTTGGCGCTGCCGCCCACAGGATGCAAGTGACTGACTACCTACATACTATAGTAGGTAGTACAGTATGACTGGACACTGCCGCATGGAAAGAGGATTTAAAAAAAAAAAAAAAAAGATAGACGAGAGCCCTGCAGGAGGACAACGCCACAAACCCCTGTCCCTTTTTGGTTTGGCACGCTACGGATGCAATTTCGCGAAATAGAGCGCACGAGCCAGCTGTGCCCTGGCAACAACAGGCGGCTGTCCGATGAGATTTTCGGTTTTTTTTTTGT

TAAGCCAGTCTTCTTCCCCTGATGTTATCAAACGGGTCGATACTGTACAATGGGGAAAAGTAAACACGGTGTGGGAGTCGAATGAAGAACACGGCCCGGCTTGATTCACAGAGAGAATGAGTTCCCGCTTTCATGGCAAGTCAAGGTGTAATTATTTGCTGGGAGGGAAGAAAAAGCAAAGAAATCAAAAGATTGGAGCACGGCGAAATTTTGTCTGCATGTAGATCCGCTGCGCAAGACAAGTTTGGAGCTCCCGTCCTGGCAGCGACGGCGTTGACAGCCCAAGCCTAAAGCTGGGACAGGGCCGCTACAGGCATTGGGTCAGGTCGAGGGGGCCAGGCCAGGCCAGGCATAATTCCTCACAGACACTCGGTTGGATGGCCGTACTGTGCGAAAATGCGTTTCCATTTGCCATACCCCCATTGACGGAGGTACCCCTTGGTGAGGTACCCTACCGTGCAATACCATACCTCTCCTTCCCTGTCTCGACCCGCTCCACGCTGTGTTGCAAACAAATAAGTACTTGTCCCCTAGAAATAAATCCAGACTCAATCTCCCCTCCTGTTCTTTCCTTCCTCCATCTGTCTAATTCTATCCTCACAGAGATCAAAAGAGGACTTTCAGTTGACCTTCGACATTAAACCGTCCTTGAGTCCCTGACATATACAAGCTTTAAGATACCCTTAATTTTAAAGGCATACTTTTTTCTGCCTTTTCTTTCTCTTTCTTTTTCTTGTGATACCCAAGTTTCTTTGATACCCCAAAACATTTTTCACAATGTCGGACGCACAGAAGCCCGTTGAGGTCCCGAAGGACGCCGCCGCTGCCCCGGCAGTTGAGCCAATTGTTGCTGCCCCCGAGGCGACCCCCGCTGTTGTCGAGGCCCCCAAAGAGGCCGAGCCCGTTGTCGCTGCCACCACTGCCGAGCCCGAGACCGCCGCTACGACGACCGCCGAGACCCCCGCCGCCGCTGCTACGACTGAGGCTGCTACCGAGACCGCGGCTGCCGAGACCGAGGGGGCTAAGAAGGAGGAGAAGGAGGTTACCCCCATCGAGGAGGGCTACCTTGAGTCAAAGGGCACCAAGTTTCCTCAGTATGTTTGACCAGGAGAACGCCGACAAGATTTGTAGCGCCATTACTAACCTATGAATAGGAACTTCATCTACACCAAGCGCTTCTTCTGGTTCGGTACTGATGCCGTCGAGCCCAAGAACTTGGCCTCTTTCCTCAAGTCAGAGAAGTCAACTGAGAGCGCGCAGAACATTGCCGCATGGGCTAGCCACACTGGCGAGGGTCTCCTTTTCTTCACCGAGAAGGGCACTGACAAGACCGCTCCTGGTGGCGCCATCCAACTGGTAAGTCACACCTGACGCGATCAAGTATGAAGAAAAAACTGGTCCAATGTTCTTGGCACTGACCCGCTTCCGACCCATGCAGAGCGAGGCTTCTGAGCCAACTGCCGACGGCCCCACTAAGTTCCACTTTACTGCCAAGGGCCACAAGCACACGTTCAAGGCTGCTACTGCTGCCGACCGCGACAACTGGGTCGCCCAAATCAAGGCCAAGTCCGCTGCCGCCAAGGAGCTCGCCGCTTCTGTGACTGAGAGCGAGACCTACAAGAAGACCTTGGAGAGTTTCAAGCCTGCTGCCCCTGTCGCTCCCGCCAAGAAGGGGGAGGCTAAGGCTGAGGAGCCTGCCGCTGAGGTTGCCGCCGCTACCGAGGCCGAGCCTGCCACTGAGGCCAAGGAGACTGAGGTCCCCAAGATTGAGGAGCCCGCCGAGGCCAAGGAGGCTGCTGCCGCCAAGGACGAGAAGAAGGAGGAG
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CGGCAGCCACGTTACAGTGCTTGTGCGCAAGGACAAGCTGCGCGCCAGCAGCATCATGGCCAAGCGCTTGCTGTCGCACCCCAAGGTTACAGTCAAGTTCAATTCGGTTGGAGTCGAGGTCAAGGGTGGGGAGGACGGTCTTATGAGCCACATGGTCATCAAGGACGTCGTTACTGGCAAGGAGGAGACGCTCGAAGCCAACGGTCTATTTTATGCCATCGGACACGACCCGGCCACTCAGCTCGTCAAGGGGCAGCTCGAGACCGATGAGGAGGGTTATATCGTCACTAAGCCGGGTACCCCCCTGACGAGTGTCGAGGGTGTTTTTGCTTGCGGCGATGTGCAAGACAAGAGATACAGACAGGCTATTACAAGTGCCGGTAAGTTTTCCGCCCTGCCGACCTTGCTCTCCTAGTGAAACATCAAAGCACATGACAGGTCAGTCAGGATCAGACTAACTCTTAGACTCATAGGTTCCGGTTGCATGGCCGCCATGGATGCTGAAAAGTTCCTGGCTGAGCAAGAGGACGTCGAGCCCGATCGAGAGGCGCGCATGTAAGCGTGTCACATATTTTGATACTTCTTATATCTCAAATCGGCCAGCGTCTGCCGAGGCTTGTGATTGCGTTCCGAGAACGATTCAGCGATTTATACGGGGCTAAACTTTCAACTGGCTGTTTGGACTATGATAGATGGAAGAAGCTAAAGAAAATAAATATATACATATGTATAGATTCTATAGAGAAGGCACACCCTCAGGGGTGTGTTGCGTGCATCTAATCGTCCGTTTGTGCCAGCATGGGTATATTCGGTACACCATCCACTATCTGTAATATCTAACCACTGGAGCAACCCCGCTCGACTGCTTAGAAAAGTGGTGAGGCTTCTGGAGACGTCCTGTGGCCCTTTTTAACAGCCTCTTCACACCAAAGTGGTGAGAACCCGGTTTCACAAGGCTTGTGTGGAGTTACAGGGCAGCCTTGCAGAGTCTCGGAGCAAATCTACAGAAAATGCCTATATTTGACTGAGAAGTCCGATTCTAGTCAGCCAAGCTCAAGCTACCCGTAAGTGGATGCTCACCATCGAGGTACACGGGAACATCAGTGCTCGCATGTATATGCTAGTCTTGGCAAGGCTTAAGCTTGGCTTCTAACACCTTAGTTCTGGCTATGTATGGCGAGAGGGATAACGCTGTCCGCATCACATTAACTTTTCAAAAGTGGGCCTAAAGGCATTGTCGCCTGTGTGTCGTTGACAAAGCTCACGATATCAGGTGCTGGAGAGCAAGCACAAGCTTAGTTTCATATGCTGATGTGCCATGCCGAAAGGCTACGTTGCTCAACCTGGCCCTTCTTTTCAGTATCCGGTATCAAGACTCGACTGCTTTGTACCATTTCCATTCCAACAAAACAGCGGCTTAAAGGCACAAGTCCACCCACACCACATCCGCAGCGTCAGCAACAGCCCTATTCCAGACGATCATAAAGCTGTGCGACTCAGTTCTCCCGGCGCAAGAAGGTTTTTTGAAGGCGAATATGCCGTCTTTGCATTGCATCGAGCGGTCAAAAAGCGCTAGACTAGTATGAACCATGTACAAATGCAGTTATAACTTATCCCCTTTCTACATGACGCTAAAAACACACACTCGCTACGTTCCGCGCCGGGACCGGCTTACGGGCCACCAAAGGCGGCCTTTGTCGAGGGGGAGGGGCCTCTGCTGCTTAATTGCAGCCATCTTTTTTGACGTATCCCAAGACATACAGTACATAAGCATGACGGGTCAGCGCTGTCCAACCCTCACTGCTCAATACGGCCTTCCACCTGGCCGACCATGCACCTAAATACGGCAAGAAACAGGAAGAGGAAGAAGAAGAAAAAGGAGAGAGAAAACAACGAGTAAGAGGTTGGCAAGGGTTGGTAAGCGTGAAAAGATATCGGCAGGCCGTTGCA

GCAACAAGGCTGACCACCCACCCACCCACTCGGCTGCACATACTCATACCCACACACACACACACACACACACAC

ACACACACACACACACACACACACACCCCAAAGCCAACAAGGGTGTGACGAACAACCGTTTATCAGGTACCTGGTCTTGTCGTGTCTCTTTGACATTACGATTAATCTAAAACAAATGAGCAATGTGCCCATGCATCATGCAGGTTGCTGACGTCTCGGGATCAATAAATGGCACATCACAACCACGCCGAAAACCAAACGAATGAAAAGGCTTCGATCGAAGGCCGACAGGGCACACTGGAAAATCAAATCTCACAATCGTCCATCCAGACCGTGTTGGTCATTTTGCCCTCTTTGATTTGATCTATCATCAAACTGGCGTAGATCAACATTTTTCAATGCAACCAAAGACGTGGAGGGTGACAGGTAATCGAAGGAAACAACGCAGGTGTGAGGCGAGGTAGCGGCCTTGGCGGCACAGTAAAATATGCGAATGGGATAAGCATGGCATGTAGTATAATGTGTCTCTGTTCAAATGTATCATGATTTATGTCTGAATCTTTCGATATGTCTCGTCGATGATATGTCGAGGGGTGTCCGCTGGACAAGCCCAACCAAGAACGAACGCCTTGAACCATGCTTTCGCTGCATATAACCTATATGCCCAAAGTAAGGTAACGTATGTATCGTAATGATAAAATGTCCAGCGCTTCATAGCTCCGTTTTGCCTCTTTTGTCTCATTAAAAAAGTAACTCAAAAGCAAAAACAATAAATTCATCATCCCTCCGTGATTTCGAGGTCCAAATTTCCCACCCAACGTTTCGGGGCATATCAGACAAAGGAAACAAGATGATAGAAAAAAAAAGGTGAGATAAAAACAACAACAAGCGGTCATACAGATCGTGAAGAAAAGCAGATCATAAAAAGGTGTGATGCTAAAGAGTGTCGGTAAAGTTGGGTGCAGATAACATGTGGTCATGAAGTTGAGGTGCTCCAGGCGCATTGATTTGTGTCGTGAGTTCTCGTAGCGTCTTTGTGTCGTACGTGTGGTGGCCGACAGTGCCGCCGTCATTTCCAGTCGAAGGTGAAAGGCAAATAAAAATAATAATATGCGGGAAGGGAGAAGGAAGAGACGCCGTCGCTCAATGATCCAATCCAACCGAATGTAACTGACAAAGGAAATCAAATAAACAATCTAAGCCAAATGTAAACTGCCGATCATCAATGGATCGTACAGGTCTCAGATGGCAAGCAAGACATGAACAGAATGGTATCATGTAACACCAGCAAGGGCTGGTGTCGACACTGATAATCGGACAAGTGTCTCAATTGGCACGAATGACCAACTTGGAAAGGAACTTGTTGGATAGAGAGTCGAAGTCGTAGCGGTCGAACTTGGCATCGGCACGGCCCCTCAGGTATTGTTCTGTTGAGGTATGTTAGCGTTTTGATCTTTGCATGTGAAATACCTAACACGGCTGGAACAAAAAGATCAAGTTGGGCTATAGGATACATACCATGCTTGGTCACATGTTGGCGCACTTCTGTCATGGCCTCACACACAGCCGGGTTGTTGTTGAGCAGCTGGCCATGCCTGCGTGTGTCCCACTCGGTGAATGCGGGAAGCTTCTGGGAGATGGCGTGGAAAAGACCGACAATGACACCAACGGGCGTCGACTCCATGTCGTTGCAGAATTTGTTGACGGCGATGGGGTCGGGTACGCGGTAGTGGCAGTCGAACTGCATCTCCTCCCAAACACACAGAAGAATGGCGGCGAGCATGAAAATGGTCGGCCAGTTCTTGAGCCTGTCGCCGCTGTAAACGCTCGAGTAGAGAGCAGATAACTCCTCGAGGATCTCCTTTTGCAGCTCGCGCCACATGTCGGCCATGGCACACTTGATCTGGAAGTTGATCATGACGGGAGCGACGATCTTGCCAAAGTACTTGGAATCCTCGTCATCAATCTGACCCTCGGCAAAGTTCTCGGCACCCTGCTGCTCCACCATGGTGATGTGAAGCGTCAGGTTGTAGGC
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GGGCCTGCCATTTTGAAAAAGTCCAGCGCGTCGATGACGCACGTAACGGTCAGCTTCTCAAGCTGCCTCGCCGCCAGCGCTGCCAGGGCGGCCGCCAGATCCCCTCGCTTGTGCGACTCGTAAGTCTGCTGGTTGCCCTGGGCTCCCCAGAACTGGCCGAGTCCGACCTGGCGGAGGCAGAGGCTCCTGATAGTGGCGGGCAGCTGCGCGACGGCGGCGATGTGGTCGTCGATGAGCTTGTCGTGCTTCTCCGTCGAGCAGAAGCGGGCTTTGTACTGCCAGTCGATGTATTCGATGGAGGAGAGTTGTTTGGCCAGCTTGTTGACCACGTAGGGGCTGATGTACCGGACGTTGTCATAGTTGAGCGAGATCCCAGAGATAAAATCGGCCGTCAGTGACTCGAATGTGTTGCAAGGCAGCCCGAGAGCATCCAAGTCAACCTGCCAGGTGTGGTCCCATTCTGCCTGCCTGTCAAAGTCCCTTGAGGCACTCCTGTATAAAAATGCGCGGTAATCTTCGTCTATGGTGTTGAGGTAACTGTTGTCCAGGACATCTCCGTCGTACTCCACGAATCGGCATGCCAGCTCTTGGCAGTAGCTCTTGGTCTCGGCAATCAGCTCGAGGCAGATGCCGTCGTGGGAGACCTCGGATCTTTCCCAGCGACTAGTCAAGCTTATGAACCAGTATATCATATTAGTGACCTCATAGTTGATTCGCTTTGTGTTCCATGCGGCATTGTCCTCGGCGTTTGTTGTTTGCCTGTTCAGCTCCCGATGCAGACGGGCCAGGTTTCTGTCGCAAATGCTGGCGGTCCAGACACTATTGTCCACGGACTCGACTGAGTCTATGAACAGGAACTCAAGACCAATGTACCGAATGTATCGACGGCGACGGACGTCCAAGAAGAGCTGCTCAAACGTGATCAGTTCGTCTTTGGAAAACCTGAGCTCTCTCATGGTTATCCGCTCGACGATCACCTGCCATGCTTTGCTGACTGTGGCGTAGCCTGCCACCGTCTTGTCCTCGCCATGTTCTTCCTCGACGACCTACGTCGCGATCATGCCCTGGAGCTCCCCGGGCAGGTTGCGCCACAAGGTCTCGCTGATTTGGGTATCCATGCCTAGGTATATTTATAGCATGATTAGAATGGGATGACGGAAGGGTGAGCAAGAAGTGAGAGAGACAAAAAAAGCAGATATTCTCGAGTTGAAAGAGGAAGCAATTTTGTGTGACACTCTATAGCCGTCCATTCCGGGCAACCTATCAGCCCTAACTCACCTAGATATGCAGTCGGTTGAGGTTGCTAGATGGGCTATGCCTACTGTTAGATTGATTATTCGGAAGGAGTGGGTCTTTGTAGGCACCTACTCACCACGCCACTCTCGCTCCGCTGACGCCTTCCGATATAGCGAAGCTGCCACTGTAGGGTATTTCAGCCTATCCCGGTCAATCAACAAAGTAAGGAGTATATTGATTCCGTATTTGTATGGTACAGGTGCTTCGTTGATTCAGTTGCCTGTTTGACGGGTCTCTAGTCCATTCAATACATGTAAAAGTTCTGCCGCGAGGATGTGCAGTGCAGCGCATAAATAAAGTGTACAAGAGAAGCCACAAAACCCCGGAATCCAGCCTCTTTCAAAACAGTGACAAACGGGCTAGTGTGGCGAACTTTCAGAGGGACGTGACTTGACAAAACGCGTTGCGTAGCTCGGGAAACAAACAGACTCGGCAGATGCACGCGTTGGCTGTTGAGATACGCTGAGTAAACAACCAGGTACCCTGTTCAAGCCTTCCAAAGCTCTATTAAAAAATAGCACGAATGGCATTTTTTTCAGGTGTGCAAAACTATAACTTCCTAATATGAAGCTGTTCATGGTAGTTTCCAAGGCGGCGGGTGAAGTTTCTATGCGCTGCCTGTTCTGTCCCACCATCAGGCCACTGGCGTGGACC

CGAAGAGAGCAAGCCTGCAGAGTCGTCATCCACAGATTCTTAGCTGGTTCCCTACCTACCTACCTACCTACCTACCTACCTACCTACCTAGGTACCTACTCAGTCTCATCAAGGCTTCCCAAATTTCTACCACCAGAACAATCACACCGATTGATAGAAACAGACTAGACTAGTTCTAGTCCCAGTTCAAATTCTCCTTCTATGAGAGCAACTTCAAGCTCCCCT

TGATGGGAAAAAAAGAAAGTTTGGTCTCTGGTAAACTCCCCTATTCTCCAGACAGGAGAGATTACCAAGCAACAAATACGACACATCGTCATATGCCTGATAAGAAATTTGGCCAGGAGCAATCGATTCAATGAAAATGACATTTATCCGTGTCTATTACGCAAATTTATCTAGGCTCCGATTGCACAGCCGCGTGGTTTTCGATCGCATGGTTCCGTCAACTTTGCGGCTGTATGTTCATATCCGGGAGAATATGCTTTCCCCTGTTCGGGAAGGCCCTTGGACTCTTGTGATAGGCCAGCCAAGAGCGTCAATTGTCCCGATTCAAGATGTGCATGCCGTTGACACCGGCAGTTGCTCTTTTATCCCGCTGGTAGGGGCGGACGACGAATCGGGTTGTCTTTTGTTATTAGACTTGTTCCAGTAGTCGTCATGATGGCCCCAACATATGCCAAGTCCTGTGTATGGCTGGAGCCATAAATATAGACTTTTCCGGGCTGTTTTGTTGCTCGCTTTTGTGAGGGCTGCAGCTCGTAACATTGCATTCGGCTACGCCATCCAGAAACAACCCTACAGACACCGACAGAACTGACACAATGCTTTGGCTGGGTGCTCTCAGTCTTGCCACCGCCGTGCGCGGTCAGGCCTTTAGCTTCACCATGCTACGCTTTGGATGCTCCGAGGTTGTTATTGACCGCATCGATCCTCTCGTTGACCCGGGCCAGGTCCCATCGCCGCATCTGCATCAGGTCGTCGGAGGTGTAAGTATTCTTATACACAGGTACAAGAAAAAGACAGAAGAAAAGCGGCCCACAAAGATATTAACGACCGTGTATTACACAAACAGAACGCATTCAACGCATCCATGCCGTACGAGGACATCTCTGGCATCGCCAGCTGCACGACCTGCACGTTCGACCAGGACTTTTCAAACTACTGGACCGCGAACTTGTACTTCAAGGCCCGCAATGGCAGCTACCACCGCGTGCCACAGATAGCCAACGAGGTCATCGGGGACGCCAACGGAGGCATCACCGTCTACTATACGGCTCCGGGCCCCAACACCGTGACCGCCTTTAAGCCGGTGAGTTTTTTTTATCTGCTGTGATGAAAAAGGGGGGTAAAAACTTCTGACTCGATTCATTCCACTCCGTGTTACAAGGGCTTCCGTATGCTGTCGGGAGACACCAACAGCCGCGAGTCCAAAGGCGAGGGCAAAAACATGCAGAGCTGTTTCCGCTGCTACGACGGACCCAACTTTGCTGGAAACATCTACTCGCCCTGCTTCGACCCGGTCCGAGACACCGAGGGTCTGCCTTCTAAGCCCTGCCTGGGTGGTATTAGGTCCAGTGTCATTTTCCCCATGTGAGTCTTTTTTTTTTCTTTTTTTTGGGTAATGAACTCAGCTGTTTATCCGGATGAAAATTTGGCTAACAAACAGTTTCTTTGTAGCTGCTGGGATGGAAAGAACCTCGACAGCCCCAATCACAAAGACCACGTTGCTCACCCCGTGGACGGGCCGGCTTCTTTTGCTCTTGTGGATGGCCAATGCCCCGAGTCGCACCCGGTCAAGATCCCGCAGGTGAGTATTTGTGTTTTTGGTCGAGATGCCAAAGGGAGAGAATAGTCGCAAAAGCAGTGCTTACTGTCCCTAAAATTGACTAGGTTCACTACGAGATTGTCTGGGATACGACTCAATTTAACGACGCATCTCAATGGCCCGAGGATGGCTCCCAACCTTTTGTGCTTAGTAACGGCGACAATTGAGTACACCTTTTGCTTCCATCCAATGACACGACGGAAAGAGAAAAAAAAAAAAAACTGA
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TATTGCGTTGATTAGATTTGAAATCTTTCTTTCTTCGATGGAACAGGAAATAGGTGCGCCAAGACGACCGCGCTTCAACCTTGAAGAACCGTGGATACTTATGGATCTTGCTCCTTAATATGCAGATCACCATGGTGTGCTTGCTGTGTGAACCCACCCAGCTTATTGTTCCGGATCTGCGATCAAGGCGCCGATAACCACGGGCAGTCTGAACGTTTTTTGTTTTTTTCCTTTTCTTTCTTTTTTTCCCCTTCTTCATTCAGACAAACCCTTGGCGTCACACCCACTGAGTCTTTTTTGGTCCTGCAGATCCATCACGATTCAACACAGCACCTCTGTCTGGTAAGTTGTCGCTTATCGAGCAGGACAGTGTTTTTTTTTCATTCGTTCCTGGTCAAGGTCTGTCAACTTTATCCACCGTCAAAGATCTTGCGGGGCCCGGGGGGGGGGGGGGGGGTGCACTACAGAGAAGGGCGAGGCTAGGCGAGCATGTGTTTGTCACAGAGAGGCGGGACCCCCCTCCCCGTCGATTTAGACAAACACATTTAGAGCCAAACTCGGAGAATAGTGATCAACACGTGGATGTTCGTTTGTTGAAGATTATACAAATCCGTTGTATGAGCAGACGTAATTTCTTACGTGCGTACCCTTTCTTTTTTTTCTTTTTTTTTCTCTCTCTCTTTACTTTTTCGTTTGAGGTGAACCTGGAATTCATGGATCCTTTGGCGATCCGGATGGCTCCATATTCTCATCGCACGGTGGTGGTCAATGCGGTTTTTTTTTTTTTTTTTTTTTTTTGGAGATATGCTCTCGACGACATGATCTAATAGACTTGAGAGAGAAAGAAAAAAAGAGAACAGGGCACCATCCGACAGGAAAAAGCAACATGGAGGATATTCTTCCGTGGCGGAAAGCCTCTCCCGGGCCGTCGAAGAGGAGGGGTGTGTGAGTTTCTTTTCTCTATATGGCCGTTGTTCTTTTCTTTTTCTTTTTTTTATCTGTCTTCTTGTCAAGTCTGTTTATTCCCTTTTTCTTTCCCATTGTCTCGTTTGTGCTGGGCAGGGCAGCTCTTACTATGACAAGTATTTCCCCATCTGGCCCATGCGCACCGGTATATTCCACCCAAAGGTACCGTGCTTGGCTGCCGTGGAGGTAGGGATGGAGGTTGTATTGGTGTGTACATCTGAAAGTGGGCCCGGCCCCTTACAAGGCCATGGACAAGGCCATGGACAAGATCGCTTTGGACCGTTACATAGTCTTTTTGTTGCCAGGGTCGCGATATTGCCTTGGATGCTCCCTCCCAGCAAGGAAATTGTGCCATCAGAAAGGGCTGGCCGGCCTTGTTGCCCAAACGTTCGGGGTGTTCCGTCATGACGCGCCTAGGATGATGGCCTCCATTCTTTTTTTTTATTTTCTTTTATCCTTTTTACTTCTTGGTCTGCTCATGGTTGTTTCGCGACGACGCTTTCCCCGAGGGTGTGGGCTTCGGTGCCAGGATACCGCCAACTGTCACCCCCTTTCCTCGTCCTTGTTGCACCCATATAGATTCTGAGAAATCACCTTGTATAAATATATATAAGGTTCCCAGTCGTCCCCTCCGAATGGCAGGTTGTGTTTACTCGGTCAAGGTTGACAAGGGTTTTCATGGGATATCACTCTACACATACTACATTACTTTATACGATACCCTCCCCAGCTCTTTTAATCCTAGGATATCTCCTCCTTTGTACACGGCTCAACCTTGCTGGGCGCCAACCGCTAGTCGGTCTCGTTCCATTGATCCCCAGGATTTCACGATAA

ACCACTACACCGCAGTACTACCTGCTCTTTACACCACCTCGTTTATTTTATCTCTTCTATACCCTGCAGGCAAGGCCAAACCATATATACATGACACAGACATAGGCGCTTGCTTGTTGATATTATTCACACCTGGATGATGCAGCATCTACATGAGACGGCAACAGTCCCCCTTTCGACCCACACTCATACTCACTCGCCCACAACCACAACCACAACCACAAC

CACAACCACAACCACAGCCGCACACAACATGTCCCAGGACTACAGAACATCAATGATGGCGCCGCAGTCGCCGGCGGTGGCGCGCAACTGCCTGCCGCTCCGGTTCAGCGACGGGCCGAGGCAGGCGGTGCCGTTCTCGACGGTGACGGCGGCGTTTTTCCACCAGGCGCGGACGCAGCCGTCGCGGCCGGCGGCGCGGGACCTGACGTCCAAGACGAGCGCGGCGGGGCGCGAGGTGACGTACGCGACGCTGGCGCGGCGGGCGCGGCTGCTGGCGGCCAAGCTGCGGCGGCTGGGCGTGCAGCCGGGCGACCGCGTGCCGCTGGTGGTGAAGCGCGGCGTCGAGATGCTGGTCGGCATCGTGGCGGTGCTGGCGTGCGGCGCGCAGTACGTGCCGCTCGACGGCGGCGTCGTCCCCGACTCGACGCTCAGGGTCGTCCTGCGCCAGGCCGGCGAGCGGCTGGCCCTGGTCCTGCCGTCCACCGAGTACCGCGTCCGCGCCGTCAGCGTCGACTGCGTCACCGTCGTGATCCCCGTCGTCGAGGGCGCCGAGGCCGAGGCCGAGGCTGAGAGGGAGAGGCTCGGCGAGTACGACAAGGCGGCGGCCGAGGAGGGGTTTGTCGACCTGGCCAGGCCGGAGCTTGGGTGTTATGTTATTTACACCTCTGGTGAGTTTTTTTTCTTGTTTCTTGTGAGATGCGTTCATGTAAGTGAGCAAGAGCTGACCTGTTGTGTGTTTTTTTTCGGGTTTTAGGCACTACTGGTGAGCCAAAGGGGGTTGATGTGATGCACAGCAACGTCACCAACCTTCTCTGTCTCGGCCCTGGAAACCTTGGCATCAAGCCCGGGATGTGCGTTGGGCAGGTCCTGAACATCTCATTTGATATGGGTAAGTACAAACTTATGAAGGGACTCATGGCTTATGAGAGTGGTTGAAAGGTTTTGTTTTGACTGACATTTTTTTTTCTTATCCATTTAGCCGCTTGGGAGATTCTTGGATGCCTGTGCAATGGAGGCACTCTTGTTCTCCGAGGGTCTGACTGGCTGCCGGCCATCAAAGAGGTGAGTTGTCTCGAGGCCAGAGCTCCTAAATACTTGATGTCTGGGGCGTTATTAACGACTTGTCTGATGTTGTTCAGATTGATGTCCTCATCTGCACTCCCAGCATTCTCGCAAAGTACAACCCTGCAGAATTCCCTAGGATCAGGACGGTGGCTACTGCCGGAGAGCCCAGCAACCAGAGGTGAGGACAAGAAACAAGCCCCTTTTTGAGAGAAAAAAAAATGCATCAGGATTCTAACATGCATCACAGGCTGGCTGATCTCTGGGCAGCCCACGGCACTTACTACAACTGCTGCGGCCCCACAGAAACGACAATCGTCAACACCATGTCCAAGCACGTACCCGGTGCTCCCCTTTCCATCGGAGCACCCACTCCCAACAACTCGGTCTACATCCTGGATGAGCAGCTCAACCCCGTGCCTTTTGGCGAGCCTGGAGTGATGTGGGCTGGAGGTGCCGGCGTCTCCCGTGGATACATTGGTCTCCCTGAAAAGACGCAGGAGAAGTACCTGCCGGATCCGTTTGCCAACGATGGGTGAGTTGTTTTCGACTTTTCGACTTTTCGACTTTTGGGCATGCTTCTGATGCAGACACACAGCTGACTCTTGGCATAGGACACATGTGTACAACACTGGCGATCTGGGCAAGTGGAACGAAGACGGAAGCATTGACATTCTGGGACGAGTGGATGATCAGATCAAGATCAAGGTGAGTGCTTCAAGTTTTGTTTTGTTTTGTTTTGTCGCTAGACCGCAACACTGACAACAACTCATCTGTAGGGATTCCGCGTCGAGCTCGACGGCGTCTCCGCCTCGCTCTCATCCGGCCCCGGCATCACAGGTGCTGTCGCTCTCTTTATCGACAATGAGATCCACGGCTTCGTGTCGCCGCGGGTTTGCGACTTGGATGCGCT
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CCGTCATGGACATGTACGGCTTCGGGCTCGACCTCCCCTACCCGATGATGGTGTGGACCGTCTCGTCCTTTTGCGGCCCTGCCCTGGGCCCTCTGCTCTCGGGCTTCAGTGTCCCCGCCCTGGGTTGGCGCTGGTCCCTCCTCGAGATCCTCTTCGCCTCTGCACCCGTCTTCCTTATCATGTTCGCCTTCCTTCCCGAGACTTCGAGCGACAACATCCTGCTCCGCCGCGCCCGACGCCTTCGTGCTCTCACAAAGTCGGACCGCTTCCAGACCAAGGCCGAGATCGAGCAGAAGGAAATGACGTTTGGCGCCATCCTCGCCGATGCGCTCATCAAGCCCATGGAGATCTCCATCAAGGACCCGGCCGTGGCTTTTGTCCAGATCTACACCGCCATCATCTACGGAATCTATTACTCCTTCTTCGAGGTGTTCCCGCTCGTTTTCCCCGTCTTCTACGGCATGAGCGCGGGACAGGTCGGCCTCGTCTTCCTCTGCATCCTCGTGTCGGCGGTCGTGGGGATGACCGCCTATGCCTCCTACCTGGCCTTTTACATGCACCCGCGCATCCGCGCCCGCGGTCACCCGGTGCATGAAACGCGCCTGGTACCCGCCCTGGCCGCCGCTTTCGGCCCGACCATCGGCCTCTTCATCTTTGCCTGGACGGCCCGACCAGACGTGCACTGGATCGCGCCCACCGTGGGCATTACCCTGTACGGCGCCTCGGGCTTCGTCGTCATGCAGTGCCTGTTTTGCTACATCCCGCTGTCGTACCCGCGCTACGCCGCGAGCTTGTTTGCCGCAAACGACCTCTGCCGGTCGGCCCTGGCTTTTGCCAGCGTCCTGTTTGCCAGGCCGCTCTTTGCAAACCTCGGCGTCGCCCGCGGCGTCACCCTCCTCGCCGGCCTGAGCGTACTCGGAATCGTTGGCATGTGGGCCCTGTGGAGTTTCGGCGCCCGGTTGAGGGCCATGAGCAAGTTTGCCGTGTCCGAGTCGGAAGAGATTGTCGCTGCCGAGCAGGAGAAGCAGTGAATGTTTGATGAAAAAAAGTGATTGTTTCTTGGGTTTGACTTTATGGCTGGGTTATAATGCTAAGGAGTTTAGTGCAGAGGAGTTTTTCTCATCTCCTGTTACCAGTGTCCGCGTTTGATTAGGCCCTGCGACGACATAAAGAATTCGTGCAAAAACGAATTAGACTCTAGTTCTAGACTAGCTTAGATTCGGATCTTTTGCTTCCAAATGGTATTTTTTTCAGCACAGTTCATGTGTATTTCTTGGTTCGAGTCCACGGCATCACAGCATTGATTCCGAGTATGTATGCAGGAAAAAAGACCGAGGGTGGGACGGACTTGAAATAGAAGTCGTAAGTTATCATATGCTAGGGTATTTATTCACGTACCAACGTCACATTTGTGACCCCACTTCGCAGAGCTCAAGGGGCCCCAAATACCAGAGAGAAAGATATAAAATAAACAGTGGTGAGGCACCAAGCACCCCACGTCAGAAGATGAAGTCAACAAACGGCAAAAGTGTCAGTGCCATGGTTTGAATAACCACTGACCCGACACATCAGTGTAATGGGTATCATTTGATCAGAAACTTCAATAGTAAAAAAAAAAAAAAAAACAGAACGTAATGTTCCGTGTGAAACATATGACAATCAGCGGCCGTGGCTGTTTTGCATAAGATTGTAAAGTGTGTCGTTTGCATCCATGTTTCCATAGTTATTGCCCGTCATGTTCATCGACCTGTGCTGAGAGCCGTGTGATGTTGAGCCTCCGACGTGACTAGTGTCGTAGCC

GCCGTTCACGGCTTGTTGAGGATCGACGACACCTCTGTATCCGGCTGGATTGCTGTTTGTCGCTGCGTATCCATACCATCCTTGCTGCTGCTGCGGGTGCTGGCTGGAGGTCGACTGTGGCTGCCGCCCATACGATGCATAACCCTGCTGCTGTTGCTGCTGCGACTGTTGTGTCTGTGGCTGCGAGGGACTCTGCTGGCGCTGCTGCTGCTGCTGCTGCTGCTGCTGCTGCTGCTGCTGATGGTACGATGCACGAACCGAGCTTCTCGTGGCATGTGGCGAGGTGGGCCGCACGCTGAA

ACCATGTATGGAACTCGGCTGTGACATGGGCGCTGTCTGGTCTGTACGGCTTGCTGTGGCTGTTGCCGAATTGTTGTTGTAAGTCTTTGAGTTGTGGACCTGTGGCGCGGTAGCAGACGGCCATTGGTTGTTGCTATTGCTGGCTGAAGACTTATATGCAGTCGAGGTGGGCCGTGTAACGGGATTGCGGTAAGTTTGCGTTGTTTGCGTTGTAGGCCTGTGAGGGGTGGCATTGTGAGTGCTGTAATTGTCGTATGATGGGTAAGCCGGTGCGTTATTGGAGGCAGGTTGGCTGGTATATGAGCTTTGACCGGTCCCATTGCCAGTGCTGCCGCCAGCTTGACCAGTGCTTGTTGATGCGAATGTATTATTGTCGTTGCTGCTGCTACTCCCATAGTATTGAGCGTGGGGATCCTGCGCAGCGGTACCCACGGAGGCACCGACAGAGGAGTAAGAATTAGACATGGTCGGCGGTCCGTAATCAGAAGAGTTACTGATGGCCGCAGACTGGTATTCTCGCGACACCACTGGCCGCTGGCTTTGCCTTGAGCTAGTCCTGGCCGGCTGTAATGGCTGGGTTTGTGGCGAAGCCCGACTTGTCTGTTGCATAGCGGCCTGAGACAAAGCCGCAGCTTCTCGCAAGCCTTGACTGGGTCCCTGTGAGCCAAAATCTGCCGTGTTCATGGATGTCCGGGATCTGCTCCTAGTGTGCACCTGGTACCCATGATTCGCCGTATCCTGTACCTGTACCTGTGCCTGTACCTGTACCGGCTGCGTAGGCGGAGCGGGAGCGGTGTTGGAGAAATTCGCCCATGGGGTACTATCCGGGGCCGGATGGTCTACTACTTTGGGTTGGGTGCGCTGACCTGTGGGAAGGCTCCTGCGACCCGTCCGGGAGATGCCGGCGGCCTGCTGTGCAGAGGCAGCTTCTCGACTTGGCCTTGACGGCTGGACCGGTTCTTCCATCACCGCTTCGGGCACCTGAGCTGTATGACTTGCATGGCTTGCAAAACCGGTGTGCTGGGGATATTCTAAGCTCGGTGCAGTCAAGGTATGCTCTCTAGACTCATCAACTGGTTGGGGCTGGTAGCTCGATACGTTGTCGTCATTGGTCTGTGTCTGGGTCTGAGTCTGAGTATCGGCCCAGTCCGTGGCCGTGGTTTGCTGTCCAAAACCAGGAGAAGGCAGGTCATCTGGCTCTTCCTCCTCCAGTGCCGGAGGCGGTGCTGGAGCTGACGGAGGTATTGGTGCAACGACCGGTTCAGGTTTTGACTCAATATGCTCCTCTGACTTTGCGTTGCCTCTGGGGCCCGTGGGAATTTCTTGGCGATAATGGCACTCAATGTTGGTCATGCGACATTGCTCGCAAGTGGGCTTGGTTTTGGAGCACTACGCATCCATTGTGATTTGTTGATTAGTAAAATGTTCTTCAGACGTTCAATATATGCATGTTGGTTCCTTACCAGAGTCTTGGCGTCTCGACAAGGGTCGCATTTGCCACGGGTTAGCTTCTTCTTCTTCGTCCCACTTGGAGTTGCGTCTTCGCCAGACTCAGCACAAGCCAGAGACTTCTTTGCCGACTTCTTCTTCTTCTTCTTGGTCGTGGAGCTTGCAGTTTCGGCATCTGAGGAGGCTGTGGCGGCCGAGCTATCTGGTGTAGCCGGTGTCGATGGTGTAGGAGTACTTGCTTGTGCGTCCTTATTCGGGTGTACGATCCTCAGTCTCTCGGCACCATATTTGACCAACATAGCCAGAGATTCCTGCTGAAGTTCAGGCGACTGGTTGGAAAATATGTTGAACTGCTCTTCGGACAGTGTGGCAGGATCTATTCCGCTAGTAATGAGTAACCCATTGGCATGGTCACGCCTCCTGTCCGCCTCACCAGGTGGAAGATCGAGCA
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TCATTGTCGTTACGCTCGCGGTGTTGTTGGCCACGGTTGCCGCCTCGCCTTTGGTTGCCACGGTCGTTGTTGTGCTGAGTGCTCGCCTCGACCAACTTGCGCTCAGCCTCCTGCTGTGCATTCGCCTCCTCCCTGCGCAGCGTCTGGAGCAGAGTGCTGACCGTCTTCTTGGTCTTCTCCAGTGAGCTTGCAAGCTGGCGCCACTGCTTCTCGCCGAACACACGGTATCTGACCGAGTGAATCAGGAAGACCTTCTTCTTCTGGGAAAGCTTGCCCTCGACCAAGCCAGCGCGTATAACGTCGATTGCCCACATCTCAACGTCCTCCGAAGGGATCTGGAGCGCCTTGGTGATGGAATTGTACGATATCTCGCGCGTCTGCATGCTTGCTGCTGCCAGCGACGCAAAAGTAAGCAGTCGCATCTTTCGGTAGAGAACCTCATTGTCAAGGTTCTCCTTCTCGATGAAACCCTCGTGCTCCTCCCTGAAGTCATCATAGTCGTCGAGGTCTTGCTCGCCGAAGATCTGCAGAAGCTGATAGTGGACAGGGTGCGACTCGCTAAGAGCGTGGACAGCGGGCAATGCCCGAATGTCCTCGAACGAGAGCCTGGTTGGTGAGGATATCGCGGAGCGGAGGGCGCGGAGAGCAAGCTGCTGGGCCTCCTCGGATGTGTAATCCTCGGCATCCTCGGAGTCGAAAGTACGTAGCGCCTTGAGGATATGTTGATATGCCTCCCTGTACCGTGCCTTTGTTAATACCATTTCGCATTACCAAAAAGTATACCTGAAATATGATTCGGTAGGTTCAAAACTCACTCTTCCTCTCCAGCAGCAGTCATGACCTCAATAACCTCTGAATACATCTTGCGCTGGTCCTCCTCATCCAGCTCCCAGCTCTGCAGCCATCTCGGCAACTGCTTCAAAGCACTCTTCAGGTGGTCTGAGATTGGGATGCTGTGGATCTTGTAGAAACGGATGATCTGGATGAAAACGTTGAACCGCACTGGGTCGTTGGGTTTCAAAAGGTTGAAGATGCTCGTGAGCTCGAAGAGTGCTAATTGGGCGCCGTGCTGGGGCGACGATGTGACGGGCCTCGTTAGGTTTTGGCAGATTGTTGGCAGGTGCTTCTTGGGCTCCTTTGATTGCAGGACCAGATGCACGAGAAGGTTGTAGGCGCCTGTGAACTCCTTCTCCGGGATCGCGTTCAGCTTCTTCGACTCGCTGACAATCTTGGTCAGCGCTTCACTCTCCTTCTCGCTGTCGAGAAGAGGTTGGATCTCGTCGCTGATCTGGAGCACGCTTGCCATGTCCTGCGCCAGCTCCGCGAAGGAGCCGTCAACGAACACCAGCTGGGGCTGGTATGAAGCCGTCATTTTGTTGACTATGTTCGCAGCGATCGTTTCGATGGCGAGAATGGGTCGATCGATGCGTTGTATACGATTGTTTGTGCAGCTGGGAGTTTTCCCTCCACCGTGATTCTGATCCTTGCCGTGGGGCCTGCTCTGTAATTTCTGAAGTCCTGGCTGGGCGTGTTCCGGAAGCGGGGTTGATATTGGGGACAATAAAATTGAATGTTTCCCAAGTGGACAGACAGCACAGGACTAGGACGCCTACACAGGTGCACCTGGAAGATACTTTTCTTGCGACAAACCGCTGGAAGATGGACAGCAGGGGGCGATGTTAGCCCGAATCAATGCAGCTTTAAAAAAGTAACAAAACCACACCTATCGTAGAAGGTCTCGCCGCCGACAACTGCACCCCTCTTCTCGCCCTCTGTCGTATTTTTTTCTGCCGTAAACGGTGGGAAAATCATGTCACGTGCATCACCGCGGTCCTCATTGAAGGGCAGTTCAGAGGGCGGTGAGTTTTGGACTCTGTCGTATGTGGGGTGCCCGCCCGCCATCGAAACACTCATTAAGAACCAGGGCAACAGGCTAGGCAGGCAGGCAGG

TAGGCAAGTAAGGTGTCTCGACCTACGAAGTAAAATACATACCTACCTGGTACCTACCACCTACCTACCACCTACCTACCACCTACCTACCACCTACCTTAGGCACCTTGGGAGCTATGAGTCAAAATGTTGGGATTAACCACAAATAGG

TACCTAGATTGATAATGAGTAGGTACGCATAATCAGGACCATGATCGACAAGTAGCAATAATACAATAACCGACCTAGTCTGATTCTAGTCGTTGTAATTAGTGTTACACATACTACTTTACAACTGGCATAGAAATGTGAGAGGATCTGCGCAAGATGTCGCGATTGAACACAAGATGGAATCGTCAGGGCGGGCCAACGAAAACTGCTAGTTTGACCAAAAGAATAAAGCAAGCGGTTAATTATAACATAGGTATTTAATGAGGGAGCTATTTCTTCTCCGTCTTGTACCATAGTTATTACCGTTGACGCAATCCCACGGTTATTGAAAGATAATAAAAGAGTATGGCCACCGTGGGAGATGTACTTGCTGTTTGCTTGCTGATGTTTAATGTCTCCTCCCTTGTCTCAGCGACAAACGGTATCATTTACGAAGGAGGTGACAATCTGCTATAGAAACTGAGCAGGCGACCGTGACATTCAGGCTTCCTACGCCGCCTGACCAGGTCGTGCGTCGGAGCTCTTGTTGGTCATGCATCTCAGTCGGCCGCCGGTGTCATCCGAACCGCATGGGCACAAGGCTTGCGCCCCAAGGCCCTTTCAGGTATAGGTTGCACAAGCCAGTCAGGAGGCCAATAGAGCTAGGCTGGAGATCGGTGACGAGATGAAGGATCATACTTGCCTTATTCTGCATACTATAGACGATCCATTTTGAATGATCAGAACAAACCAATGATAGATGTAATGATTCTGGGGGTTTGAGCTGAAACTATAGGGCAGGTGGCGGAATTTGGAGTCATCGAGCAAAGGAAGGTACGCAATCGATTGTAGGTATTGCAATAGCAATTTGTTCCTTTCCAGGCAGCCAACGAGAGGTACCTTACCTAAGGTAGGTAGTCGGTACCTACGGTGGGTGCTTGCCTACTCCAGGTACCTTGACTACCTAGCTACCCCTGCACTCTTCTCGTACTGTGAAGGTACCTAGCTGATCTCCCTAGCTCAGACATGGTTATGGGAGGAAGCCCTGCCTAGGATCGCGTTTGCTCCCCTGACAGATTGAAGTGTTGTCGCCTTTGCGCTCGTCTCACTCGCAGGTCCTCGACCCGCAAAAACCATCGTCAGAGCATACAGCCTTGCCGCCTTGTGCTGCGCTGAACTAGCTAAAACGAGTTTCTTCTAGTCTGACCCAAGGTCACCTGAGGCGAACCATCTTGTCCAGGCCAAGCAGATCGTACCATACCATACCTGCCGGGCCTACCACCTAATAATACATTGCCCATCAGCTAGGCAACATCCGTCTTAAGCAAGTAATCGTTTGCCAACGCACACAAGCAACACACGCAATCGCCTCACCTCGTTGCCTGATAATATGGTTCCACGCGCTGAGGGAAGCCAATTGAAGAGGGCTCGGGTATGTTTCTTTAACGGTGATGGTCAAGATGCCCCGGCGACGTTTGAATCCATTCCAAATTCTAACAGCCTTCTTTCAGCCCTCTACTGCCGATTCGGACGGAGAATCTTTCAAGAAACCTCGCAGGACGGAACGTGCAGCTCACAAGGCGGAGGAATCCACCGCGCAGCCAAAAACCCCGGTGGACACCAAGCAGCAACTGCCGTCCCCCATCACGCATAACCCTACCGAGGGCAGCTTCGATGCCTACAAGGAAGGGACTGTAACACCGCCTGAGGGCCGCCCGAGCCAAGTCGCACATCGCTCGCCAGTCCAGGGCTTCTCGTCACCACCACAGGATACACAAGCAACACAAGCTATTCCCTCGCAGATCGTTGATCCGAAGGCCGCGCTATCCGACGAGGTCGAAGACGAGGTGAAGGAGGGCGTATGGGGCTATCTTTTCCCTCTCGATACCAGATACGGCGGCAAATGTGTCGTTTTGCGGAA
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AATGCCGTTCTCAGAGCGTCTCGCGAGTGAACCAACTCCTGATTTGATGATTCTACGAACCAGCAGAAGCGGTTGTGTGCTTTCACCTCGCGTAGATTTAACCGCATCAATTTGTTTAAGCACAGCTCATTCTTGCTGGATCTTTTGGAACGAAGATTGGCTTTGATCTAGTTCTAGTCTGAATATTGTTTCTATTTCGCTGGTGTAGCAAAAAAAAAAAAAAAAAAAGAGCGAAAAGGCTAATCTTTGAACATAATCATGCTGTAACCAATGCTTCAGATGCAGAGGAAACTAGAACTGGAGAGGAACCCCCTAATTCCAACAAACTGCCATGCCGTCTATCCTTACCCGTGGGAGTTTCAAATAATAGACAAGTCATATCCGTGATATCCTGGAACGTTCGCCATTTTAGTCATCGAAAAAAAACCCCTTGACAAAACATTCATACGATGATCAGCTATCCACCGACCCTTTCCTGTAATCTCAAATCATAACCCGACCCCATTCACCATATCAAGCGCACTCTCGACGGCACTCTCTAGTTCGCCAACCCTTTGCTTCAAGGCCTTGTTCTCGTCTTTGAGCAGACCAACCGTGTCCCATGCCATGCCGGCGTCTTGGCCGCGGCAGTTTGCACAGTTGGCAGAGCCGGTACCGTTATCTACCGGCGATGCAGACGTCACGTTCCTTACGAGTTTTTGAAAAGCCGTCATGGACTGGTGCTTTTGCTGAACTGGTGCGGACCGCTGGGGCAGCATACCTTTGCTGGTCGACGCCTTCGGGGCCGTCTTGGGCGGTACTGGTGGTGGTGCCATAGTGACCGACGAAGGCGATCTCGGCAGGGTGGAGCTAGGGCCGTCAGTCGTGGTGGAACTCCGAGACCGCGAGAAGACGCTCTCGACCTCAGCCATGCTCTCGTCGTCGGTGTCGAAGCTATCAGCACCGCCACTGCTGCGCCAGTTGTTCATCCTGCGCCGGTATTGAAACTCTTCTACCGCCGCGTCGACGTCCAAGTCCTCGACGATGGATCCCTCCGATGCAGGACCGGTTCCGTGCGCCTGCTGGTCGAGACGCACCTGGGGACCCTTTGGAGAAGATACACCGCCGGCTGCCGCAAGGAGTCTCGCCGTCTTTCGACGCTCGGCAGCCAGCTCTTCGAGAAGCTCACGCATTGCACGCTCTTGGTCGGCGGCCTTGTAGGCCATGTCCTCCAGCTGCATCTTGAGGTGTGTGGCGCGGGTAGTCGCCTCCTCCATCTCTTCGAGATCGGCCTCTCGCTCGGCGCTCAGTTCGCGAAGTGCTCTGACCTGTTCCGTATAACCGCTCTGAAGACGGCGGGCGAGAGCCACAGCGTTGACCTGGAGGTTCTTGTAGGCTGCTGGGGAAAAAGTGTCCCCGGCAGCCGGAGCGCCCCCGGAAAACAGTGCCGCCTCCACGTTCAGGCTTGACAGATCATCTCGAGGCTGATTGGGCTTGGCCGACGGGCTCAGTGATGACTGTGTCAGCCTCGATGATATTGCAGACATGCCCGAGGCGATGAAGCTGAATCTTGAAGAAGCAGGTGAGGGTGTCTGCCTCTCCCCCGGAGTCAACGTCCTGTTATTCCGTATGGGCGTCCCGTCCGTTGATACAGATGTGGGTTCATCCCTAGGAACGGCGCTCTCGACGCTTCGTATGCCCAAAGGTGACAACAAGCTGTCTCCCGCAACCCCTTCATCCTGCCCGCTGCGAGATGATACGTCCGAAACCCTCTTCTTCTTCTTCCCATCGCCGGTATAAGGCATCTCGACGGCTAGGATAGGCCGTTGCTGCCTTCGCTCCGGCGAAGTAGCTCGGTTGATGAGGGCCAAAGGCAGCAAGCTCGTACTGGACTGCTGCCTGCGGTGCTGCGGTGCCAACGGTGGTGTCAAGGCCTCTCTGCAGGCGGAGGAGGCGAACCCGCTGTGGTAT

TCTTGTACCGGCTGGTGGCGGCGTTCTTCGGTAGTAGGAGTAGTAGTAGGAGTAGTAGTAGTAGTAGTAGTAGTAGTAGTAGTAGTAGTAGTAGTAGTAGTAGTAGTGCCGGTGGTGGCGATGCTCAGGTCGTCGAGCTGTCGTGGAGGCGTCAAACACGATGGCGCCGAAGCTGTTGGACTATGTGACTGATTCCTTAGACTAGAATTCAGACGTGGTTGAACGCAGCCTGGGTCAGGGCGAGATGACTGGGATATAGGAGATCCTGGTGGTGAGGAGAGAGAGGTACTAGAGGCAACG

CCCCTGGAAGTCGAGCTTAACATCATGCGTTAAGGTTTCGGGGTCAGTATTTCTAGGGCGAGAGTCGGCGCAACGCTGCATGCCTGTTGGAGCCCGCGGGGCCAACCAGGGTAGGATAAGGGCCCGGCCAATTTCGAACTGGCGGTGGGAATCAGGCAAGTGTAAAACGGAACAAAAGGGAACCTTGTCCTCGGGAGAATGTAAACTTGAGGTACTCTGGGCAACAAGGAGTACCGAGTGCTGCAGGCTAGGTTGGGTTGTTACTTAGGTACCACGGACAGCCTAGGCGGGTTTCCAAGAAGTAGTTGCCCCCTTCAGCTGGCAGCGGGAGCCGAAGTGCGCTCGGATGTCCACTCAGCAACTTGTAATGAAACGAAACAAAGCACGCCGAATTTTTTTTTTTTTTTTTTTTTTTTTGTTTCTGTCAAGAGGCGATCATAGCCCGACGGCAGGGTCCAGACGACTAATAGTTCCAATGCGCAAACCGCAGATTGCTCTTAAAGCAAAGAGGCAGGGATGAACTATTACAGTCGGGTGGGTTGTTGGAACGTTGGAATGGTTGCGAAGTAAAAACAAAGCAACTTCCCTGCACCGTGCATGGATGTGTACGTATAACCTGCTCGCAGAAAAGCGTCGGTGCCGCCCGGTACTGTGTTGTTCGTGGCTTGTGATTTGGCAGTCGAGGTAGGTATCCTGTAGGTACCGGAAACTAAAAAAGAAGGCTAGCATCCGAGGTTTTGGGGGAGGATTTTGAACTAAAAATCACAAGTTTCCATGTGTAAAGTGCTTGCAGATGATAAGTAAATCATTCGATTTGCTGCTCATGATCACAAAACGAGCGAGTTAACTCATACATTCACATGAGCAACCAAGTCTGAGTACAAATACAAACAATAACAGGGATGTTTGCTTATGGTGGTGACGCATTTCCTTTGTACACTGTTTGACTGGGTTGTTTACTTTTTTTCTTCTTCGTGCGGGAAGGAGACTGGGGGACGACTCGACTTGGGAATTCCCGTCTCTGCCCTGCAATCGATCCTGGCCTGCAGTCTTGATTTAATAATTACTTGGCCTCCCAGGTTGTCCACCAGCATCCACGCGGTCGTCATTGGCTACATACATGCAGCATTCCACAATCCACATGAACTGGAGGGCTCCGATCTCCGTGGTTCAGGTTAGACAACGCTTGATGGCTGACCAGCGGGGCGTACGGCACTTGGCTAAAGGCTTCAGCCACCCAACGTTTGCATCCAATGCCAGCCACCGACTGCAAGCGAGAGCCGATTCGTGCAACCCCACGAACTGATGCGCACCTTGGCCTGACCCTCTAGAACTAGTTCTAGACTAGAAAGTTGATGCCGCGGATGTACCTACCCAATACCCATACCGGGACGAAAAAGCTCTTCATGGTAAAAAGTTCTGCCTGTCGAGATTTGCTACAGGTTGTAAAATTACGTTAATTGAGTCAAGACGCTCCGAGTGGCCAAATGTCAGCTGCTTGCCCGGTTAGCTTTGTCTCCCGGACTGCATGATGTTGGGAAAGTCAGTCGTACAAGTGGCTATCGGGTAATAAATGACGTTGCTCTGAACTGGGTTAAGTCTGCCACGACAAAGCGCCTGCCTGAGCAAAATATGCATTAGGCACCTCTTTGTACTCCATTTGTTGAGCTCCGATATATCTCAAATTCACCAGCCAACACTATGCCCCTGGAGGTCTAGATGCGTCCGTACATTCGCTTGCTGTTACCCA
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TCAGCTCGCCCATCGTCAGGCCAGGCTTCTGCAGACTCAGCAACCATCCTGAAGCAGCTTAGTTCCAAGGACAAGGAAAGTATCAAGAACAAGTTCACGTCTTTCAACGCCGCCTTTGACGACATGGTAGCACGCCACAAATCTTTCAGCATGGAGCGTGAGGTGCGTCAAATGTTTGCCCGCGACATGCAGCAAATGCTAGAGCCGCTTTACGTCCGCTTCTGGGACCGATATCACGAAGTCGACAAGGGCAAGGGCAAGTATGTCAAATATGACAAGGCTGCCATTGCTGCCGTTTTCGCCAGCCTTTACTGAGCTGTATGCCTCACGCAACCTATACATTCTCCATCTTCCCCACACCACCACAACCACACCAAGCCGTCCCTAAGCTGCATTCGTCCAGCTATCAACATGCCTGTCTCCAAGAGCGGACTTTGCAGGTCAGCATACTTGTTCTAGTAATGTCGAATTTGGGAAATCCATGCATATCGCATGGTTGGGATGATACCAAAACGGTCAGCAGGAGTTTTTGGCGTTGATCAAGTTAGCTTTTTATCGATCTTCAGTTTTCTTTCCGCTGCATGAATCATCAAAGTCTATGTGACCATCAAGACGGTAACGTATGCTGAACCAGGTCAGCGCTGATTTTATTAATATTGCCCTGAGCAAGTTTAACAAGGACAGTAGCTGCACATCATCATATACGGGTGGCCTCGCAGGGACTCTTTCTTGGCTTGATACGGGTGCTTTTGAAGTAAGTAACTACCACAACCCAGTGCCAAGTGCAAAGATTACTAGTGAAATACTTGGACCAAGACGGTTCTCAAGAGCAGACTGCCTCGGCGAACACGCCCCGCACGACCTTTCTGCAGCCATTACTGTAACTCCAGGGGCTTGGTAGTGTCACATCGCCCCGACGAGCAATCAGGATTTATAAGCTGCGGCCGGCCAGGAAAGGCATCGAGAGGCGGTTGAAATTGCACTTTACTGCCCGATATGCGGCTTTCGCTTCCGCATTCTCCGACACGGTTCGGGTTGTCGTCACCCTCCGAGCTATACCTTGTACATGGCCGATGACCCCTTTCGAACGTGACCAACTAGTCTTGGGGTCGGGTGTGACATCGCGACATTTAGAGATACACTAGAGTACCGCGCATTTATCACTTCCCCCGCGTCGAGCAATGCAAGCATGGTGTGGTCGATAGTACCGGTGATTACCGGATACCGATGGGATCATGCTATTGTGTGCGAGCTGTATGAAACGTTTGGGGGAGAGCATCTGCGCCAAGTCCTCGAGACAACACCCCCCATGTGCAGCGTGGTAAGTAATCAATTCCACAATAGCACAGTAAGTAGACATGCTAGATTTCCATGCTAAAAAGAGACATCGACCTGTGACTGGCATAGCCCAAGATCAGAAATCAATCAGAAATCGAGGTCACAACCTACTGGCTGGATGCGGCTCGCCTACCTAGGTAATCACACGCTTACACCACCCCCTCACAGCCTCGCGACATGCCGTCTTAGGCACCCTTATCGGGTCCCCTTGCGATCGCCCCCACGGTGGATGTTGTATTCCGCTCTTCTTAACGTTTTGTTCCTCTTGTTATTTTATTTTTTTGCTTTTTCTCTGCCGCGGTCATGTTCTCCATCGGCACAAGATTCCTTGCCACTCTACCGGTAGAGAAGCCCGAGATGATTTTAAACGATGGCTGGCGTATGTTGATAGGAACAGCAATAGGACTGCAGAACTCGTTAGTTAGCTCTCCACGGCCTTATCTTTCGCCAACAGGGCTACTCATGTCTTCCGACCTGTCATTTCTCACCTAGGTCAAGCGCCATGGACGACTGGCCAACTGGCAAAATGATACTACAAGGGGCCCCATGGGCGGCGGATAATAAACATGAAGCTTCCTTGTGCCACGGGGTTGCATGAAAGCACCACATGGC

GAACCTGTCCTGTACCAAAGGCACAATGCCTGTAAGATACGCGCGCAACCTGGTTGGTTGGTTGGTTGGTTGGTTGGTTGGTTGGTTGGTCGGGTGTAAAGATGTTGCCCATGTCCCCAGCATTGATAGGCAGGATGGGGTATGGCTTAC

TCCGGATGACTGGGTCAGGGCCCAAGGCCCATCCCGTCCCTGCCGCTATTCCCTATTTGCTTCTTTTGTTTCCCCATCATCTCCTTCTTTTCTTCTCTGGAATTGTGGGTGTGTGAAGCGAGGGCTGAAGTCGATGCACGAAAAAAAGCCCTCCTTCCATATCTTATTCTCCTTCCCATGTTGTTATAGTTGCCTTGGCGAGGATGTCAACAATTGAACTTTTTTTGTTGGTAAACCCCTCTTTGCAAGCGAAAACGACATTGTCAGCAGCAGGGTTAAAAAACCCGAGGTGTCACTTTTCACACCCTTGAAGGCTGGGGTTCTTTTTGCTGTATACCTATGTAATATCTGCCTCATGCAAGCCTTCTCACACCCAGGCTATTTAGTGTTACCTAGGCATCGCCGATGCATTTACGAGCAGAGTGCCTTGGCTTCTTGGCCAATTGTTTTGTTGGTCCAAGGAAAGCGACTTTTCCCCCCTTCCCAAGTACATCTCATCTTGAGGCATGGGATTGGTAAACGGCAAGGGTCTATGTTCGCGTCTCGCCGTAACCCCAACAATAATTTGAAGAGAGAGAGAAAAAAGGCAAACTGGCCAAGCCTCTATTTCATTCAGCTTATGTCAGAAAAAGAGACACGCAAGACACACTACACAATTTAAACCAGCCGCCTACATGTAGCTGACGTCCGCCAAGCCACGTACAAGAGCAATTCCTGCGCAAAGCCGTCATTGACTCTGCCGCACAACACACTTTCGTCATAAAAAAATAAAAATAAAAACCGCGCCGTCTTCCGTATCGAACCAAGAGAGAAAATCAGGCAGATAAATGATATGAGGAAAACGAAAACAAAGTACATAGAAAAACTTTCGGATAATGCCCAGGCGCCTCTTGGGAGATGGTGGCCGACATAACCGTGTAAAAGGACGGCCCCCCCCCCCCCCCCCAAGCCAACGAGCTGCCTGCTGCACTGCCGAGGATTTCCAGACGGTGATATTATTATTATTATTATTTCACGCAGGATGAATTCGCTGCAAAGCTTCCCCCATCCTATACCTTGAGAGAAGCATATTGGCTCTTTGGCTTCGGAGGAGATGGCGAGTCCGTTACTGCGAACCACAGCGGGGCTTCAAACCACCTCGCGGGAGCAAATAGAAATCAAACATGTCATAGACATGGGGAACGGGGAAGGAAGGGAGAATGAGCTGGAAAATAGTGTATGTGAGACCATGAACTTCTCCGCATTTGTTGGACCAGATTCAGGTCTTGGGTATGTATGTATGCAAGGCCTTGAATCGGGTTTGCTTCGTGCTGTTGTTGACATGCATACGGCATATTGGCACGCCCTTGGCGCTGTGCAAAAGTATTCGCTGTATGCTCATGTCGGGTTTGCTTGATCCGGAAAAAAGGGGGGCTGCGGTTTGCCCCGAACTCGATATAAACCCCGCTGATGTGATACTGGGCTTGGTGCAGCCTAGAAACGGAAAAGGAACGGATGTTATGTAAGTGGCATGTTCAACCGAGCCGGTTCTACTCTGCACTGTTTCAATGACAAGCCCGCAAGGGAAACTTTTAGGACTTCCTTTGCGGCTAGACTTGACTTCTCAGATTGAGAACTAAGCGAAAGTACTAACAACAAGAATGCTCGCGCCGTCGCCATGTAAAAAAGCTAAAGACAATAGATGATGGAAAAAATGAAGTAACAAAGCTCCTGTTCCTCTGCCAAAAAAGTACGCCTGGGTATCTCCCTCGCTTAAGCGAATGTGTATGAGTCAAATGTATGGGGCGTAACGGAAAAAAAAAGAGAAAAAGAAAAAAACCAGATAACAAAAAGTCCGTGAACGACAGCAGCGAGGCACCATTGGTGAGCCTCAAAAGTTCATTGGCAAACAGGTGCCAAT
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CATCCGAGTCTGAAGGAAGACGGTTCAGGACAAGATCCACATAGTTCGAGAAGAGCTCGGCTCGGACCGCCGGGGGATGGTATTGTTGGAGGCCCCAGAGGTCGCCTTGGGCAAAAGTGACCAAGTCGAAGCGGGAAACAATGCCGAAGCTGGATCCTCCACCACCGCGCAAGGCCCAATAGAGGTCAGGATTCTGCTCGGGCGAGGCTTCCATAACCTCGCCAGAGACCAAGACCACCTCGTAAGTACGCACATTGTCGCATGCCCAACCACGCTTGCCTGAAAAGTATGATAATCCACCTCCCAAGATGAGGCCAGACACTCCAACGTCGCCCATGCGCCCGCCAACCACGGCAAGTCCCATCGGGTCAAGGGTTGCGGCGACTTGGACCCAGCGAGCACCGGGGCCGACGGAGGTCGTTTCCCGATCGGACGAGACTTTCACCTGGCTAAGGCGCGCGAGGTCGATCGTGACGCCACCGGGGAGGTTCGAGCCCAGGTGGGCCGTGTGACCACCGCTTTTGACGGTGAAGGGGGCCGAGATGGAGGCCAGGATCTTGACCATGACGGAAATGTCGCCGGTGCTCTCGGGGTATGCAAAACATTCCGGCGACACATCGGACTGTCGTGTAGACCAGTAGTCGTTGGACACGGCGAACGCTGACGAATTGCGGTACGAAACCTTTCCGGGGAGCGCCCAGGACAGACTCGTGCAGGCATTCAGAGAAGGGATGGGCTCGGCGCTTGATCGAACAGCCTGCGCCAGCAGAGAGGCGAAGGGGTGGATGATTATTCTAGAGACCTTCATCTTGGCTGATACCGAGGCGATCTCATCTACCCACCTGTTTTTTTGAGTTGACAAAGGGATGAGGGGCGGGCGAGAGGGAAAGGGGTCCTGACACCGGGAGAAATGAAGAGCATCGCTTCTATTATATCAACCTTGCAATATGCTTTTTTTCATCTCTTGGTAAGGTGTACCTTAATTAACTTACAAGGTAAATGGTTCGTACTAAGATTATATCGGCAACTGACCGTAAAGTATATACGACCTACCCTGCTCAGCTACTGCAATGCCACCATGGCACTCAATAGGATTGGATCTGCAACGATCAGGGCTCGAGAATCAATGGACTCATGGAGCCATTCGTCTGATGGGGCAAATAAGATGTGAAGTTTAAAAAACAAGGCATCAAATCAAGTGAATGAAAACAATCCAAGGGGTTTCGGCTCCGGGATGGCCAATATCGGCCCCGGTAACCCGAGTCGATGCAGTCCTTACTATTGGTGATATTTGATGATGTTATGCCAAAAAACTTTTATTTTTTTTTATTTTTTTTGCTCTTGGTCCGCCTTCCTACTTACAAAAGGTATATGAATATTTATCACCCCGGCCCGAGATCAATCCCGCGTAAGCTGTCTTGGCTGTATGCGGGGCCTTGGTCTCAAGCTTTGTGCAAGGGACCCCTGATGTAACAAAACCCGAACCCACACTATTCTACCGGTAGAACTAAAATCAGCCGGGTCCGAGCGTTGTAACTGCCCTTGCAAATGTCGCCTTTTGCCTTTCCATCACACCTCACGGACCCGGGGTTGCAGACTGTGGCAACAATTGACCTGTTGACAATTCATACCACTCAGCACTTTCACTGGTCGCCGAGGCTTCTGTCAATTTATTTCACGCGCCCAGAATCAAAGCCTCTCATCACACATTTGAAATTGTGTAGCAACGCGCAGTTTTGTTTTTTGACTGGATTCAGTCGTCGCCAAGATGGACTTGCTCCCTTGGGTGTCATGGCTCTT

TGGCTGGGTTTACTTCACATGCTGGAGCCTTTCATTTTACCCACAGCCAATACTGAATAACCAACGACAGTCGACAACAGGGACCACAATTGACTTTCCACTGTCCAACTGTCTGGGTAAGTTCTTAGTTACACACCCTACCACAATTGGGCCGCCAAGCATGCGTGGCTTGAGCCTTACATCACCTATAGGGCTTATGCGCCTGAGTACCTGCCTGAGTACCTGCCTGAGTACCTGCCTGAGTACCTTGACTTGGGCACCGACATTGCCTATAGGTACCTATATCTGACCATGAAGCTC

TTGGACCACAGGCTTCTTCTCTTACTTTATCTACAACCTTGCTCTGTGCTACTCGCCCATTATCCGCAGCCAGTATGCTGCGCGCAACCATGGGCTTGAGCCAACCACGCGCTTCAACGACGTCGTCTTTTCTCTCCACGGGTTCATCCTCTCTTGTGTCACGACGAGTCAGTACATTCCTGGCTTATGGACCGGGTTTGAACGCGCCCCCGTCAGCCAACGCCCGAGCCGCTGGATGCTGGGCATCATCACCGGCTGCATCGTAGGCGTCGCTGCCGTGTTCCTTTTTGTGGCCGGTAGGGAAGGCCCAGGCACGGACCCGGCGCGAGACTGGTGCTGGCTCGACGTTATGTACGCCGTGAGCTACGTCAAGCTTATTGTCACCCTCGTCAAGTACACGCCGCAGGTCATAGTGAACCATCGCAACAGGAGCACCAAGGGCTGGAGCATCTCGCAGATCGCCCTGGACTTTTCGGGCGGTCTCCTCAGCATCGCGCAGCAGAGCATAGACAGCTACCTGCAGCACGACTGGTCGGGTTTCACCGGCAACCCGGTCAAGCTGGGGCTTGCCAACGTATCTATGATCTACGACAGCATTTTCTTTGTGCAACACTACGTTCTCTACCCGTCGTCCACCTCAGCTAAGGGTCCCGAGGCCGAGGGGCTTTTGGGGCGTGACGAAGAGGAAAGGAGGCTGGACTAGACTGTATCGTAGTACATATGTACATAGGTGCCTGCTATTTGGGTTCTACCTGCATCTGTCCATAGATATCATTGCGTCGAGTCCATTTCAGGGCTTAATGCGGAGCATAGCGCATGTTCTCTGTGAGCAGCGAAACATCAACGTCAGTTGTTGGCTATCAGCAAACATGAGATACCTTTGAGACGCTCGCAAAGTCATCAGGCATGTCATGGGTGAGTTTTTAGGATGGATTTCAAACAACAGGCATTATCACGACCAGCGGAGTATAGATTTAAATTAGCCCAAATTCCTGCTCAATCCGAACTTTGTACAGTTCTGTACAGTATGGTACAAGGCCAAGATGGTGCGGTGAAGTAAGCAGATCCCACGACGCCACAGATCATCAGTCAATTCTAGATATTGATGCCTCTAAATAGCTCAGGCTGACAATGGCTTTCAACGTCGCTTCCTCTTGGATTGTTTCTCAAAGCCGATCTCGAAGATAAAAGCAATGCGAAGTAGCATCATCCCCACCAAAATACCAAGATTTATCGAGTCCACAGCTCTCCAAGCAAGGGGGTTGAGGATCACATCGACCCCCAGCTCCTTGACGGTGGCCCGGATGTGCAACATGTCGCTCACCCAAATTCCTCCCATCACAGCCTTCCAGACCCTGAGGTCATCCGTCACCCTCAACACAACGGCGCTGTTGAAAGCCATGAGGAGGTACACAGCACCAACCTGATCCAGGAGGATTCGATGTACAGGTGGATCATATGCGAAATGAGGCGTCATGGTGTCGATATAACGTGTTGGGTCGAACATGGCCAAGACAGTGCCCGATGCGCAAAACACTGGCTCTACCCAGGACAGCATTGTGCGGTACAGGGTAGGTATACGTTGTACTGAGGTCATGTTGGCTGGTAGAAAAGCGATGCCGGAACTATTTTTAGGCGCGATGGAAAAAAATAAATAAAAAAAACCAGAAGAGATCAGATCCCACCAGTAATAAAGACACTTGGCGCTTGGCTTGCCTTGTCCAGTAGTTTATTCGGCGGTGGGTAGGTAGGTAATTATGTAGATAGGTACCTACCTAGGTACGTACGTCAGCACAGAATTTTGGGGTGCCATGTACCAGTAATGTGGGGTTTGAGTAACTGCTGGTACGGCACTGCCGGGGCTCGAGATGACAGGGTACCATGCCTGAGGCATCAACAA
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CGAATCATGCAAGGCGTTACATGATACAATCTGGCGCAACCCCGCAAGAGAACATAGTTTTGCAACTTTCTCGTATTTAAATTCTGAGGTTGCTGGGTGCCACCACAGTGTCAATAACTGGGGGCGCGATCGAGGATGATCCTCAAAGGTCATTGCGCGCGGCTGCTCAGGGATAATGTTTCAATCCAGTAATATCTGTTAATCGGACAGTTCGGTATCCATGCAGATCCTTGCTACTATCAGCGCAAGACCAGTCGATGTAACGATCCATCACTTCGTCGTGATGGATGATTCTGGGTGCAATTCCAGCCATGGGGAAGTTTGTGCCATCTGGATCGTGAATGACAAGGCAAAGGCATATTGTCGTCTCAGAGGAGATTCACCCGACAGAAGACAGGTGCCAAGACGAATACCGGGTAGTGAGGGAAGTCGCGAGAATCAAAATAGTGAGTAAATTGGCGGAAAGACTTCATATTATAGGACGGTGTACAGCGTAGGAATCGACGCGTTCTAATGGTGTACGGAAGGGTCGAAGAAGTCTGGTAGTTGGTTAGGAGTTCATTGTAAGGGTCGTGGACAGGCGCGTCAAAGGTATCGTGAGCCCTTTTTCGAGTAGGCTTTGGTCAGGGCGACAAAATTTGCTAGCCTTCTCGTGCATCACTCGGTCGGACGGAAGCCGGTTCAGGCTCTTGCTTGATGGTTACGATCTGCGTCTGTCCAATATTAGACGGGAAATCATCATTAAAGGTTGATTGTTGCGCACCAGCTTGAAACATTTGAGACCAGTCAAGTCCACCAGATTGTTGGTTCGAGGCTTGTCCTGCAAACATAGGCATGCCGTTTTGGTTTGGCGGCATGGGGTAGTTCGCGAGCTGAGGGTTGATGTTCGCGGCCATGGTGTGCGGGACAGTTCCGTTGTAGCCCTGATCGAAGCTGCCGGGCCGCGTGTTGTTACCCATCACGGAACCTGTGACACTGCGTCGGTCGCGGTCGTTAGGGTCTTCCATACGGTTCATGCTGGGCTGTCTGGACAGGTGGTTCTGGTCGTTAGACATGTTCGGCATGCCATCCTGAGCCGGGATCAAGCCGAAAGGGTGCACCATCCCATCAGGACCCATGTTGCCCATGCCGTTAATGGGGTTGAGCTCGTTCTCGTTACCCATAGCCTTCTGCTGGGCAGCCTGGTTCTTCTTGACGTGCGCATGCGGGTGAGAGAGATGGCTTGCTCCAGTGGGGTTGCCACGGCGGATCGAGCATTTTTGGAAGTGGCGCTTGAGAATATCGCTACGGGAGAAGGTGTCGCGGCACAGGACACACATGTACGGGCGGTCGCCGGTGTCTATTAATGTGTCAGTTGAGCAGCTTTCACGTCAGAACCAGCAAAGCAGGGCAAAACTTACGTCTCAGAAGATGCCTCTTGAGATGCTTGGCGTGCAGGTACGTCTTGTTACAATGAGGGCACGGGAACTTCCCGTCGGCATCCTTCTGGGGGATCTGGTTCTTTGCCGCCTGGCTGCCAGCGACCGGGGCCTGGGGCCTACCCGGCGCGCTCGGGAGGATTCCTCGGCGACCCTGAGAGCCAACCACATGTGTCGGCGCGTCGCCTTCCTGTTGCATCATTTGAGGCTGGGGCATCAATGGGCTCTGCGCGTATGGCGACGACATGCCGCCCTGAGGGACCATGCCACCCGCGGGCATTGGACGCAATACCGGGGGAGCGCGACCACCAGGAGGCGCGGGCGCAATAGGTTGAGGGTGGGCCATTGCGGTCGATGCCTGGGTCATCATTGAGGTTGTGGTGGGATAGCCGGGGTGAGGTTGTTGGTACTGCGGCGCGGGCATCATGCCAGGGTACGGGGCTCGTGCAACATTTTG

TTGCCCCGGGGGAGGTGGATAGTTGCTCATTGTTGGAGTGCCAGACGGGTTGGGCGTGGCAGTAGTCCGAGGGGTGTTGTGGTAGCTACCGTATGGGGAAGCTTGTTGTTGTTGTTGTTGTTGCTGCTGCTGCTGCTGGTGCTGCTGCTGCTGCGCCTGTTGTTGCTGATGCTGTTGCTGCTGCTGGGGTTGTTGCATGCTATGCGTCTGCGGCTGGAGGGGAGGCAGAGTTTGCGGCTGTCCCGAATGGTTTTGCTGCTGATTCTGAAGTCCGTTTAAAGTCGCAGAGGGCGAGGGGTA

TGAAGCCGTAGTAGTCGTGTTTACCACATTAGCCGAGTATTGGGAGTTGTCCATTTCCTTCTCAAAAACAACCTTTGCGAATCTACAAAAGGCTGACCATTCGACCCGGAGATTCCAGGAAGACTGGCAGAGCGCCTAACGGTGAAGTGAGTGGTGATTGTGGTTTTCGGCAAAATCAATACCGTCTTGATACGACGCGATCTGTTGGTCGAGTTTGTGCGGGACGAAGCTAGAGCTGAGCTGTAGCTTTTGCGCTTGGTCGCGTTTGGCGGCGGATAGCTAGGGACTCGGTTGCCGTTGTCACAGAAAATAAATCTTCTGGGGATGGACGCGATGGTCGGTTGTGCTACACCAAAGCCGAACTAGTTGGGCGCGTCGTCGACCGTGCTGGGGCTAAAAGCTTGGTACGAATAGTTCGTTGATATGGTGGATAGGAAAGGTAGAAGTCTCGAGTGGAGATAAGCACACAAAAAAAAAAGGACGAAGTGGGTGATGTGAGGCTCAAGAAGGCGGTTCTTGTGGGTGGTGTGGGCGCGGGTGATTGTGGATTTTGGCTGATTGAAAAAGATCTTTGGGAGGAGGCCAAGTGGAGACCTAGGTAGGCTTGATGAATTTTTTTCTTCGAGCCCTGGACGCGGCGCCTGTGCAGGAGCTTTCTGGTTTGCGTCAAAGCTCGCGCTCTCCGTTTTCTTTCAACCCAGGCAGGGTATTATATCCACTTCTCTCTCACCGTCCAGACGTGGCAAGCACAGTGGTTCCCAGTCCCTGGTCAAAAACGCGCAAGGAGGTAGTAAAGATAGTATCGCGTTGTGGGCTGCGCTCTCCTTGCTTGCTTGGTGGGCGCAGAACGATTAAAAAAAAACCGTTTCCAAGTGTCGGGTGGAATGGTTGGATGAGTGGAGACCAAGGAGTGAGTGGACCGGCCGGGAGGTGGAGGCTTTTATGTGGATCGAAGATTGAAGACAGCAGCCAGCTAAAAAGGTGGCAGGGGCGTCCCCAAAAACCAAAATAACACCACTGCCAGGAGGCGCGTGTGCGCACGGTGGGTGAAGATTTGATATGTACGGGGGGGACGACTTTGTTTTGAAATTGAAAGGAATAAAAGCATGCGCGCTTTAGACCTCTTAACAGCTGCTTGTTCAATTAAAACAAGAACTTGAAGGGAGGCGCTGGCCTTTTTTTCGCCGTATTTCTCTCGACAACCAGGCAAAAATTCTGGGTCACGCTTCCTGTTTGTATTCCGCAGGAACGGAACCCAACGTACCAAATCAAGGCGGGATCATTTCCTGACCAGGGCCCTGTTCCGGTGCCGGTCTAGCGCGCTTCCAGCGGTCGGCTTACAGTCGCCCTCAGTCTCCGAAACACTTTTCCGCCCACGGACCAGGAAGGGTGGCTGGGGATTGCCTAATTCTGACAAGTTGACGTCGCCAAGTGCTCTTTCATGTCACATCACGCCAAAGACGTGCTTTGAATTCTACGTACGAGGACATTGAAGATCGAGATGAAAATTTTACAGATTGCTTTGTTCCTGATGTCCAGCGGAGGGGGGGGGCGATTATCTTATTTTTCAAGATGTGTGCAGTGACAACCTCAGAGTACACACCACCTTTATCCACGACTCTCAACTTTGGCCATGTATGCAGTTGATTTGTAAACATAACACATGCATAGGGACGTACTAGCATTCGAGTCCTGTCGTAAGAGACCATCAATCATACTGGCTCACGTGGCCGACCTCGGATCTAGACGCCGCCCCCTTGGAATGAGACCGTGTATGGGCTGGCTATTCATTGCGGCCATGTTACGTCAATCTGGGCTGGTGGAC
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TGAATAGCCTCCTCTGCCTGCCGTAGGCTTTATTTGCCGGCCGGCTATATTTGATGCGACAAGCTTGGTCCACTTCACAGCATGCATGAATACATTGGGTCAGACGTGGCAAGGTGGGTAGGCTCAGTACCTACATAGTAGGTGTCAAGCTGTACTATGATAACCTCGATGATTAAAATATCTGAAAAAAAAAAAAAAAAAAAAAAAAACCCTCATGGTTTACAATATGCATTGATAGGTCATCATGCTCAGCAAAAGAAAACATACTTTTATCAACCTTGACGGAGCATTGTCACCGGTGTGTCCCCATTTCATCCAATCCAGCAGAGTTTGATCTCAACTGTAACCTGACCGACTGAGGACGATCCCTGGACTAGCGATCCACAGGGGCAAGAACGACGGACCACAGTCTAGATTCCTTTGTCAATCAACGTCTCCGGTTTCTCTCCGTTTGGCTTGCCCCAAGCTCCAAAAGGATCATCGAAGGGTAAAATAACTACATGTGTGTATAACGGTAAAGTAAGTAGGTACCTACCTACCTACCTACCTACCTAGGTAGGCAACATCCTGCGTCTGCATCGTCTTCCATCCTGCCCGAGAGAGAACTAGAACTAGTGGTAGCACTTGCGTGTGTGTTACCTAGACCACCCTTGACTAGGTAGCTAGCGGTGTTTCGAGCCCTTATGATATTGGAGAGACCAAAACCTCGGGCTGACACAGGGCTGTACAGGGTTCAACCCCCCAACATGGCGCTGTCGGGTTTAACCCCAACCACGCTGAGGACCCTGCCGTCAACATCCATAATACGTCGTCGTATTGTAATTACCACCAGGGTGAAAATAGCTGAGAAAAAAAAAAGAAAAAAAGAAAAAAAAAAAAAAAAAAAAAAGACAGCCGCCCAAGCCAGGCAGGACGAGGACGGGTGGGCGGTGGAAAAGAAACCATCGAATGGGGCTCTTCAACGTGCCACTTCGGGAAAGACTCCCGTAGTCTGAAAACCCTGGATTAACGGATACCAGTCCAGGTTGTCAAGATCGTACCTCCGTGCTTGGTCTGGAATATACCAAGAGCACATTTACAGTTGAGACAGGCATGGCGGAGGAAATACCTAGGACGAAAAACAAATCATAAAAAAAAAGGACCCGTGACTGTCTGGAATGACTGCTTTGCTTGCCGGGAAATCTGCTGGGCTTCTATGCTACTATAGCTAGCTTCGAAAAAAGACCACCCACGAATCACCTTGCACTTAACGGGCAGCGCACTTGGCACTTGGCACGCTCAGTCAAATTGCCATTGAATTTGCCATCAAGGACGCGGGGGACAACAACCAGCAGACTAATCCAAAGCTCATTCACTCACTCGATTTGATTTGCTCGACAACCTGCACCCGTCACCACCCAACCACAATTGCGCCACTACGGAGTACACAACCTCTATCCACTCACTACCTACCTACCTGGTCAGAAAAGCAGGAATATCCTTTCATCTCGACAAAAATCACCTGCACCTACCCAGTTAACCGCCCCGTAGAGTCCACCGACATTGGAGCCCTGCAGACAACGTCAAGCTCAGAGTCGCATTTCGTATTTTTATGGTTGATTTCTTCATTCCTAATTTTTTTTTCGCCCTCGGTCTAGCCCTACCAGGCCCTCTTTTCTGACCGCCGACCGCCTCCCGCCTCCCACCTACCGTCTCCTAACCCCCGGTCCACGGTAATGTATACAGCATAGGGTAGACAACGCAACCCGCTATGTTTTGCCACTTCGCCGATCCGAGTGCTTGTTTCCCAATCTGCTCGCCTGGCTGCCTACGCAGCTCACTTCCTGTCTCGGGCAAGTAAGTGATCGGCGCATACAGTACAGTACCACCTGGCGG

GGCTACCAAACCCCCCAAATCTTCTCCCTCGACTGCGACTGGGCAACAGCAGCCATAGAGAAGGCAAAGCGGCGCCCTCTCCATTACCGCCACTGCATTGTACCCGTACCGCACCGCTGCAATACCGCACGCATCGCACGCATCGCACGCATCGCACGCATAGCATAGCACAGCACAGGACAGCAACCCAAGACTCCGAACCCGCCTGGCGACGCATTCTAGAAC

TAGACTTAGCTCCCACCTTGCTATCGCCGAGCCCCTCCTTTCTACCGACTCGATCCCCACAAACGTCCTATAGACTATAGATCGCATACGGGCTGGTCGATCGATCGTTTTTCGGTCGTCGCACACAAATCAACCGCTTCGAATCCCTTCACTATATTTGCGTTTCGCTACGACTACATCTGCTTCCTCGACACTACGCCGATCGACAAGTCACCTATTAGTACCTGGCTTGTCCCCATATGGACCTGGGTCACGAGCCCGCCGCGGGCGATGCGACCCCCGCAGCGGAGGTGCAACAATGCCCGGACATATATTCCCAGCCGGAGAGTCGCAGAAGCACCCCGGATATACTTTCAGGCGTGCCGTCCCCTACAAACTCCACCGAGACCGCGGGAATGTCTCTGATCAGCAGTCCGACGCCGACGCAAATCGACCCATTCGCTACAGCTATTTCTGGAACCGCAGGGAACGGCACTCCTAGCATATCATCATGGAGTTCAAACTCGGACAGGCAACTTGGTCACGCCTATGGAGACGACCGAGTATTTCCTATACGATCGGTGCTAACCGTCGATAACTCGGGTCACTCAGGAGAGCAATCGGATTATTTCCCGCAACGTCACAGTCATGAAGACACCCCGCAGTCACCTAGAGGAGCTCTAAGGTCGTTTATGGACCTTGCAGGTCCTGTCAGGCGTCCAGGCCCTGCAAGTGAGGAGCCCAGCTCTTCCACTGTGACATCTCCCAGCGAACGTGTCGGCCGAGTTGAGCCAGGGGGGAGACAGAGGCAGAATACCGGCACTGGATCTGTCGTGAGCATCCATGGGGATTTCAGTCGCCATACTACCTTTGTTGAGCCAATACCAATTTCCCTGGACGATGATTCATCGTCTGATGAAGGTGGAAGGCCGCCATCCATTCCGGCGGTAGCAAACACTAGTGAGCCCAACGACGGACAATCGGTGGCCGCCGACGAGCCGATAGATGAACGCTTGACGAATATGAGGTTCGAGCACGTGGTGACGGCAGAGGGCCATGCTGTAATTACGGGAAGGTCTGGAAAACTTCAACGATGCGAGGATGAACCTATTCATGCACCTGGTGCAGTTCAGGGCTTCGGAGCGCTGGTCGCCCTCGCCGAGGACGAGAACGGTTGTCACTTGGTGCGCTACGCGAGTGAGAACACGAAGCACATATTGGGATATTCTCCCCAACGGCTGTTTAGCCTGGAAAACTTCTTTGACATTCTCAGCGACGAGCAGGCCGAGAACATGCAGGACCATATGGACTTTATCAGGGACGAGGAAGCGAACCCCGAAGCCAACGGACCCGAAGTGTTCAGCATTTCCATTCGCCTACCAAAAGCAGATCAAAACACGAGGATAAAGCCCGTCAAGATCTGGTGCGCCATGCATATCAACCCGGCCCGTCCCGAAATGGTTGTGTGCGAATTCGAGCTGGATGACGACGAGGCGAACCCTTTGAGGCCACCGGGCGAGGTCACTCCTGAAATACCTACAGACACGTTGCAGGCGAACCCCACCGCGGAGGAGCTCATGGAGAGCACTGAGGTTTTGAGCAAGCCCATCAGAGTTTTGCGCAGTGCTCGTAAGCGAAGGGGTGAGGCCGGCGCCATGCAGATTTTTGATATCATGTCGCAAGTACAAGAGCAGCTCGCAACTGCCGACAACCTAGAGAAATTTCTCAAAATTCTGGTCGGTATTGTGTCCGAGTTGACCGGCTTCCACCGTGTCATGATATACCAGTTTGACTCCGAGTTCAATGGCCGAGTGGTCACAGAGCTCGTCGACACGGCCCAGACGAGGGATCTTTACAAAGGTCTCCACTTCCCTGCATCTGATATCCCGAAACAGGCTCGCGACCTATACAAGATCAACAA
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CAGCACGACACGGTCGCGGTAAAGTCGAGCTTCACCAGGAGCCAGCCGTCGCCGGCGTCGTTTGCATTCGTCGCCTTTTCTGTGTTTGGTTACATCGCATCAGCGCTATTCTTTCGGCTGTCGACTGGTCGAAGCCAATGGTAAATCCAAGACGGAGGAGAGAGCGAGAGAAGAAAAAAAGAAAAAGGCCTACGTTGCTTGACAACATCATTGTCGATGCAAAAGGTAAAGAGCTTGGGGTTCTTGAACGGCGATCGCCACGTCACGTTGACGACGTCGAGCGTGTTAAAGGTCTGGAACTCGGTGGGAAATATCCAAAACACGCCATTCTTGCCCTGCGTGTACGTCGTGTCTATCTCCTGCTGGACGCCGAGGCGACAGAACAAGCCAAGCGCGAGGGCGAGCACGGCAAGGAGAGCCATGTTGGCCTGCTGTCGTCGAGTGGAGACTATTACTTTGACTCGTCTCCCAGTCACGTCGCCGCTGACAAAAGAACAATGCAGGTTCCCGTCGGATCCCCGGGTTGACGACGGGCCTTGGGGCTAAAAAAGCAAAAAAAGACAAGTCCCCCAAGAGATCAAGATGCAAGAAGCCGTGGGCACCAACAGAAAAAAAAAAGGACGGGGCCGTCCCGAGGAACCCTCATGGTAAATACTCCGTACCTCTCTCGGCCTGTCGGATTGGTAAGGCTGTCTAAATGAAATGTCCACCACACTTCTTGGCATTGGCCCCCTCTGCACCGCAGTCGACGATCGAGGCCAGAACGGAACCGTGGGGACCGGGGGGTTGCAAAGAGATTTGCGTCTCATTTACTCTGGCCCACTGCTGACAGCTTATGGAGAAGAATGCAACGCTGCAAACTGATCGATTGGATGCCTGGACTTCGGATCCTCGGCAAGGTGAGAATTTCAGGCGCCAGTCTCGCATCGGCGCTTGATTGGGCGGTAAATCATGGAGCCGAGGGGGGGAAAAGGGAAAAGAAAATTTCCATGTATGCAATACCATCGCTGCTATGGAAATAATTAGATCAAGGTAAAAAAAGGTATGTACCCTTGGTACCATACTCTGTACAATACAGTACCAAGCCTTGCAAAGCCTTGCAAAGCTTTGCTTCCGTGCCACCCACGCACACGATAATAATATCTCAAATGATAAACCCTTGCCACACACACCATATGCAGCTTGGCAGCCTCTCTCGCTTGGCTGAAACTCTGCCACCCTCCAAGGCACCTTTCAAGTTTCCTTGCCACCTCGCCTTGCCACTACTACAATAGTGTGCGGTGCTGGACACAAGCCGCCCTGCCTTTTACCGGTACTCCTTTTTTTCCTCCTTTTTGTCTATCCATTTCCAATCCTAGATCTAGACCTAGACCTAGGCTAGTTTGACGGCGGACAAGCACTGCAGTGGACGGCAATGCCATAGTTCTTGCCCGGCTTGCCCTCGGCCGAGCAGTTGGTCCCGGCCGGCAGCGGGAACTTTTGCTGAATGGCCCACAGGCTGGTGGTGGGCGAGTGGTTGAACAGGATGGGTGCGTTTGGCTCCTTGTCCCGGAAGAGCTGGATCACGTCGGTGAACCTGACCGTCAGCACCGTGCTGTTGGGCCCGCGCAGCCCGTAGCCCACTCCCGTTCCCGTCCACTCCTTGACCCCGGGGACGTTGTCCATCTCTTCTGCGATGTCGCTGATGGGGTCTTCGGGGCCCACAAGAATGGCTGTTTTGGCGCTGTCAGCAAGTTGCATCATTCGCATATGGCCGACGCAAAAAAAAAAGAAGAAAAAAAAAAAGTCTCGGTACTTTACTCACCCTTTATGTTATAGCCAGCTTGCACGATTTGCTGTACATCAAACTTGATGGCAGCCTCGACCATTGCTGGGTTAAAACCTGCAGCCTGGACTGCTGGGTGGTTCCACGGTAGGCCGCTGTGCCATTGTTAATGTCAGCTCATATAT

TCGTCAATGACCCGCAAAACAAGAACAGGGGTCGTCTCCTGCAGGCATCATGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGCAGCTTTTATACGTACGTAAAGACAAAGTTCAGCTTGCCGCATTTCGAGCCGCCTCCTTTGCCCTTGCCATAGTCTTGCCTGGCATGCAATGCATTGGCATGCTGTTGGCCGTGACCTGCAGCAGCT

GCATTTGCGGCAAGTCCCAGGAGGATGAGTGGTTTGATGGCGACCATTTTTGTGATGTTTTCTCGTTTGGAGGATATTAAGATTAGAGTTACAAAGGGCAATTATTTGCTGAAGCGTGGTAGAATTGTGATCTCGTTAAAAGCTTGATGGGGAATCTTCAAACCAAAGCAGCGAAACAGCAGGCGGCGACGGTACGTATTTGTAAACTCCCGCGATTGCCCACGTCTACACACCCTGCCCGAGTCTAAGTAAAGCAAGCACTAGCTATGTCACATAGGGTCAAAGAAGGATCATCTGGAATGTTGCTAACGGCAACTCCAGCGCACTGCTTTTCGCACAGGACGAAAGCTAGTAATTGGTCCAGACCACAATTGACCCCGAACTTTGTCCCATGTTTTGCCTCCCAGGCCGGAATTCATTTTATTTCGTCACACACAAGCGTACAGACCTTTTTTTTAGAGCAAGGGCCAGCACGGCTGGAGATGGAAAGAGGCAGCATGCGCTTTACGCGTCGACCCCTTCATCTTCCGACAAGCCCCTTGGACCCCTTGGACTCACATGATTTCTTCAACGGCTAACGTGCTAGCTTCCAAACTCCGTCGGGTATTATCGAGTTCGATTCCAGCCTTATGTCCCAATGGCTGGGGGCGCCGTCCGAGCCGGCGGCTCCAATACATGTTCTAGCCGACTTTTAGCTCCCAACTTGGTTTCGGGTAACTTTCAGCGCAGCGAGGTGTGGGATCCTTAATGAATGCCATGTTTTGTTTCGGGCTTCTTTTACCTCCCGATCCAAGCGGGATCAGTATTCACCATTAATAATATGTAAACAATAAAGAAACAAGAGAACAATGCAGAAGCGCTGAGATGTCCAAGTCAAGACCGTTGTCGAGACGACGAACAACATAGTTCCGATTCCGCTAGCTGTCGAATAGAGTGACAGTACCCCCAAGGGTCCAATACTGTACAACTACAAAGGAAGCTACTCCCAGACGGTCAGCAGATGTGACGGCATCCGATATAGCTTTCTATTACGGCGGAGCATCAGCACCGCTTTTTATCTCGTGGACATGGCGACTAGAGCTCACCGTCGGCTGTCGCTCATCCCTGCCGACGTGCCCGGGCTAACCAGGCAAGCCAGGCAAAGCCATACGAGCTTGATTGTACGCGTGGGCCGACGTATGGTCGTGTTGACCCTATGCCAAGGTTTCTCCCCTATCGACGGTGAGTTGTCTAGCTGCGAAGGCGGTGACCCTTGGAATGCCAAGTGGCCATGGGGCGGAGCGGACCGGGTAGACTAAGACATTAGGGGCTAAAGCTTGCAATCATTACATAATGCCTATCCAAAGCTACGGTACCTTGTCTTTGCTTGTGCAAGCTTGTGCAAGCTACCGAATATGTGAGCCATGCTTGCCACGCTCCTCCGCATCTATACAAACCCGCCAGTCGAGAGACTCGGTGGCAGATCTCCGTCCGCCGTTCCCCAGCTAGTGCTTTCATTAGGACCCAGAGTCAATTCCAAAACTCCCCCCTTGACCCAAAAGTCGTGCGTGATCCAGTTCTTCGTATAAGGCTTCCCGTCCAGCGTCGCGCTCTGGATGTAAATGTTTGCGTACGCAGCGTCAAAATTCACGCTTCTCACCGTCGCAGTCTTGCCGCTCACTGCATTCGTCAGGTTGACCTCGCGGAAAAACGGCGGAGTTATCAGGTAGACGTCCTGACCAGCCACGGGATACAACCCCAGCATGGCCATGGTGCTAAAGCTTCCCATGGCGCCACTGTCGTCATTGCCCGGGATTCCCGCCATCGTGTCGTTGAACTGCGACGG

Chr.3
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GCGAAGAGATAACGGCCGGACAAGACGTCGTGTTATAAGCCTCAAAAGTTCCAAACACGGGGGCGCAGGAGGAGGCATAGTGATAGATATTTACACATGATGCATGTTTACATAGTGACAGATATCTGCATAGCGAGTCCCTCGGAGGCTTATCGGCGTTGGCCAACGGATCCTTGAAGCTCAGGCCGAAGAAACAAACGCTTGGAAGAAGCGAGCCAAGTTCGAGTCATTAAAACGTCGCATCGGATAAGGTGTGGTCTTTTCCTTTTTTGCAGGAAGAGTGGTAGAGTCGGAGATGGCCGTAGGCGATCGTCCTTTAGTTGGGATCAATACGTAGGGCCTAATACGTAGGGCCTAGGCGCGTGCCGTGGCCCCTGAATCCCCCAGGGTGGTGCCCGGCAACAAAATCGGGGGGAGCAATCGGGTTCGAGTCATTGGGTTTGCCTGAGCCTATTGGTGTAGCCACGCGGACTCGGTACCGGGGAAATTGTCTGTCGTTTGGAGGCTTATCTGCGGCGATCGACGGATCCCGTGAACCCATACATTAGAAATAGCAACGTAAAGGAAAGGAAATTGCCCGTCTCCATCCACCGGCAAACTGAGTAGCTAGTCAACTGTGGGGGGCTGGATTCGTGAGTGCTGTGCAACTAGAATGTGGGTTTTTTTTGGAGGGGAAAGGGACAGATAGATGACAGCGGATGCAGGCCATGGCTAAAAACCGGCCTCTTCTACTTTGCCTCTCTGTAGACACCGACAATCAAAACATGTCACCATGACAGTCCTCGAGCTTCCAAGCGAGCGCCTGGCGTCGCCGCCCATTGCCGTCTTGACGGCGGCACTCATCGTCCTCGCCGTGGTGTTCAAGGCCGTGTACAACATCTTCTTCCACCCCCTTCGCTCGTACCCGGGACCTCTCCTGTGGGGAGCCTCGAGATTTCCCTACGTCGTCCGCTTCATGCAGGGCAAGATCCCCTACGACCTCAAGCGGCTGCATGCCGAGTACGGGCCCGTGGTGCGCATCGCCCCCGACGAGCTGACGTACAACTGCTCCAAGGCCTGGAGGGACATCTACGGGCGCAACAAGCAGCCCAACGGCGAGACCACGCTCTTCAACAAGGATCCCATCTTGTACTCGGCCGTCTTTGCCGACCACAAGGCGCTGATCGATTCCGACGGCGACGAGCACCGGCCGCAGAAGCGGACGCTTTCCTACGCCTTCTCGCATCAGGTCTTGGTTGAGCGGGGCCATATCATCACGGGATGCATCGACCGGATGATTGAGGGCGTCAAAGCCCATCTTGGGTCGTCCCCGTCAGTTTCGGCCGTGGTCGACATTTGCCCGTGGATCGAGAATGCCCTCTTTGATCTCGGCGGACAGCTCACGGTGGGACGCGACCTCAACGCCATCATGTCTCAGGGCACCGTCCACCCCTCGCTGGCGCTCTTCAAGAGCCTCTTCGACTTGGTGCAGTGCTATTACCTGCAGCTCCGCCGGGGCCCCGGCATCCTCATCAACGCCGTCGAGAGCATGCCGGGGTTCTCGGGCTACGACTGCGTGCTGCCGGTCAAGGACGTCCACGACATGATACTCAAGCGCATGGCCGACGAGAAGTACGCAGTCGCGGACGAGAACTCGGGCGATTTCGCTTCTTACCTGATGAGCAGAGCAAAGAGCGAGGGCTTGAATGACGACAAGGTCTGGATCAACTGCGTGCACTTGATCCTCGGGACCCCAGAGGCCATGCCGTCTTCCATAATCAGCACCATCTACCACTTGCTGACGACGCCCTACGCATACGCCGAGGCCGTGAGGGAGGTCCGCGCGGCCTTCAAGTCGTCGGATGAAATCACGGCCCAGGACGTCCAGAACCTGCCCTACCTGCTCGCCTGTTTCCGCGAGACGCTGCGCAGACGTCCAACCATCCCCGGCACTCTCACTCGCCAGGTCCC

TCCAGCTGGAGCCGAAATCGCAAGTCCCCTTTCCTCCTTACCTACCTCTGTCTCTCTCTCTCTCTCTCTCTCTCT

GTCTCTTCGCACGTATATCTAACCGAAACCCTCCAGTGCGGCAAATTCGTCCAAGGAGGCACCATCGTCGGCGTCAACCAGTTCGCCACCTCTCGATCGGCCTCCAACTTCCACGACGCCGACTCTTATCGGCCCGAGCGCTGGCTCGACCCCAGACCAGCCGAGTTCGAGGGCGACGACCGCGACGCTTTCAACCCGTTCGGCTACGGCCCTCGGAAGTGCATTGCGAGAAACCTTGCCCATCTCACCACCCAGACCTTTCTCGCCAAGCTGCTCTGGGAGTTTGACATGGAGCTCGACGAGTCGTGTCGGGACTGGGACGACCAGGGCCTCTATGTTCTCGCGCTGCGGGGCCCGCTGCTGGTGAAGCTGAGCAGGGCGGCCCAATGACCTGGTGAAAATGCGATGCAAAGGCTGTGCCGCCCGAGCCTCGCGTCACTGCAACAACTCGTTTGGCCGTAGCACTCCCTTGATCTTGTTTTTGTTGTTGTCGATTGCGGGAGATCTGCGACCATTTTTATTAATTACGAAAGTTTCGTCAGTTTTGACACGAAACATGTTTGGAGTAGCGCAGCTTATTCTTGGTTTTATAGTATTAAGCATAAGTAGATAGGTATCCAATGTGTTGGCCATAGCCCTGTAACAGCAAGTAGTGCAACCCTGAATTTCGTACGGAGTAAAGGTGGTGTGGGGTTTAAAAACGTGATTGAAACAGTAAAACGGTACAGCACAGGCTTAGCTGGACGGACGCATGGGGACCAAAGAAAACCATCCGTTTTTGGACGACCTCGGATCCCAAATTCGGGAATTTTCTCTCCCACTAATATTGTGACGACCGAACTAGGTAGGTAGTACTCAGGTGGGTGACCATTGGGGAATTCTCGGTGTTGTATGCTATTGAATTTTTACCGTCTGTGCGTATCATACGGATACAAGGTGCTGGTTGACCAGAGCATTTCTGTTTTTATTATATGCCGTCCTCGGCTGCGCCCAAACTATTGAACAATGCAAGGTGCAGAATGGTATCATCCTCAATTTATTGGTTGCCTAGGCAGTCCGAACACCTTTTGTAGCCGCCCGATCTGCGCCACTGTTTATTCTCCCTCGACCATACTCGATTTCGAGTTATGGGGTCTTGTTTAGTGCACATACCAAGGGAGAAGGCTGTTGATCATCATCCGGCTGAGGGGCTGTCCTTCAAAGCATCTTCTGGTGCGCATATAACTTTACGCATGGTTTATTGTTGCCAATTTGACGATATGAGGGGCTTGAGACCGGGAGCACATGCATATCTCGGAACCGTTCTCTACCAGAAGTACAATTTTTGATGGTGGCCTGTTGCAGCGCAAACCAAATCAAATGCTGTCATGAACGCAATTCAATTATTTGAAAGAAAACAAGTCCCAAACCGGCTCGTTTTCGCGTTTAGCAACGAGGGCAATAAAATCCTAGACACAAATGCAGCCTGACAATCGCCCCAAGTATCTTTGACCCTCATGTCAAGATATCTCCAATAACACATGACACATATACTACACACCGGACCGGTCAAGTCCCTCAGGCCCAGGACCCGGGGACAGCATCACCCTTCAAAGGTGCCTTCTGACACTTTCATTGTAACCCAAGAAACCATTGCCCCCACAATCATCGAGTGTATGCTCCCTTCTAAATCCAAGTATTGCTAGGCCCAAGATGTCCTCCGAGCCCAACTACAAGACTGGAACCGCTTGCACCGAAACCCTTCTTTTTCAGTCCCTTCAGCGACCCTTCCGCATTCCCACTTGGTCTTTCGAAAGGTGATGACTTGCTGCTGGTGGAGCGATTCTTGGCGCGCGGGCTCCAAAGCTTGGCTAGGAAGTTTGTGCTGGGCTGACGCTGACGCTTCAAGCTTTCAGGGGTCAGCGGTGAGCCGCCAGCCCACTCTAACTCCGATACGCTCAAGGTGCCGAAAGATTGGATGGATGGATTGGCCCTT
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CTGAAAAGCGGTTATTAGTTTTGGATGGCCATGGATCACATATAACGGACGAATTTATGCTTCTTTGCTTGCAAAATAATATTCAACTCCTATATTTACCCCCTCATTCGTCACACGTTCTTCAACCATTGGATCTATCGGTTTTTGGGCCGTTAAAAGAAGCTTATCGACGTCAACTTGGATTTGTTAGCCAATTTTGCTGTTCAACAGTTATTGGAAAACGAAATTTCCTACTTTGTTATCGAAAAGCCAGATTAAAAGCATTTATAGCAAAAACCATTCAATCTGGTTGGCGTACAACGGGGTTATGGCCGGTAAACTTGGTTAAACCACTTTTAAGCCCTTTTTTGTTAGAAAATAGCAACGCCAACGTTATAAAAGATAAAAACAACGGTTTGCAAAGGGATAAAACACCGGAAAGCCCAGCCCAAAAAATTAACGACCCGTCTTTACTTATTTGGAAAACCCCTAAAACGACCCGAGATATCCGACTTCAACTGCAAAAACTTTCCCAATCCAACAAAACCAACGCTACTTCACGTCTTTTATTTGCAAAAGTCCAAAAAAGCTTCGAAGCCAAAGATACCCTTTTGGCTAGCGCCCAGCAAAAAATCAGCTTATTGGAAGCACAACTGGAGGCAATACGGCCGGTTAAAAGGAGGAGGGTGGTTCCGGATCCAAACGAGCTTTTGGTTAACAAACAGAACATTATTGGATTGCAGGAAAATGATATAGAAAATTTGGAACCTTTAGCTGATGAAGAAGAGGTTAATGAACCGGAGAAGCGTGAAAACGATTGTATTTTTGTCCGTTGATAATTTTATATTTAAATCAGTTTATAAAAGTAGGCATTTCGTTGTTAGATTTTCAGGGTGCCGAACAGGGGGGGTGCCGAACAGGGGGTACGCAACGTTACTCTATTCTTTATTTTTTTTTTACTTTTACAGGAGGAGATGGTGCATTCTCTTGAGCGGAATACTGCAGCGTCTGATCAGATCTTTTGCTGTAGTTGCGCATATATTAGATAATTTAGATGGTGACTGGGTTTTGCGAATGAATGTTTGTACTGCGTGCTCACATGCTTTGCAGCTCTTCCCGACCATGCAATTAAAAGCAGTCCAGACTTGCTACTTCGGTGGCTCGTATATTGAAACACAGTGCTCAAGAATACTTGGGTATGTTGATGATTTGCACGTGGAAGAGGGCCGGAAAGTAAGACCAAGTCCAAAGGTAGTCAAGTGATGTTGCAGCTACCCACTTGTTGACGGCTATCACACAAAACAGAGAAAACCGGTTGTAGCAACACTCCAGGAAGCGAGCTCCGCCCAAGACTCATCTTTGAGTGAAACACAGGTATAGGCCTTTGTAGTTGGAAGGTCCTAGTGTATCAGCCGCACCCCTTTGGCTCATCGTTCATGAGTCCATGTCGATCACTACCGCCATCGTATCACTATTCTGGGGTCAAAAAAGGCCTGAAACTAACGAATACGATTTTTCTGTCGGCCGACGATGGATATTGTAGCGAAAGCAAGCAAGGGTATCATATTGTCGTTCAAGGTATCTGTATTTAGAAAAGAAGGGGCATTGGCACGGTTTCTGGCCTCGGATACGTATTTACGATCAAAGCCAGGACTTTGAGCCCCAAGGCTACCTAGTGCAGAATCCAGAGCAGCTAACTCCAATTATTCAAAACCAATCTTGCCAAGACAGTGAGTGTTGTGGTGAGGGGAAAAAACCAAAGGAGGGGGAACAAATCAATGGCGACCTTGAAAGAAGACGGTTGAGAGAGTGTTGCACTGC

AGCCAAGCGACAGAGCTAGACTGTCTTGGCATCTGACTCGTCTTAATGGCAATGCGTCCCTTTCTGGACAGGACTTAATAATACCACCACTGTTATTATCCTGCGCCTGATGACCCAGTTGAATGGGCCCGGCAGGCTGGAGCCAGTTGATCCATCTACCGAAAAAACAAGAGCAAACTACCTCAACAGATAGCAGACCCTCCCACGGTCCCACGGTCCCACGGT

CCCACGGTCCCACCCCTCTGGACCACACCCATGCATCCGTACTTTCCGGCTGCCAGAGTGTACCCCGTTAATTGCATGCGCGTTTACGCTTGCAGTAGCAGTTTGGTAGTGTCGCACAGGTTTGAGGGTGGAGGAGAATGTCCCAAGGGGGATGGTACTGCCGTAAATGGCCTATGTAACGAATCCATTTTGGTGCGATATATATAGGCAAAGCTGACCGTGCCGCCCCTGACACTGATGCAGACAGCCAAGAATCTCATACGCTTCCAAAAAAGAAAGAAAAAAAAAAAGCGACTCTACAGTTTTGAACATCTATATATCAATATTTTACTCTTGGAAACATGGAAATACAACAACATATATGTGTTATTGGCGCAGGACCGGCAGGGTTTGCCCTTGCCGCAGACCTCATCAGCCAGGGAAAGCAGGTGCTGCTGTACTCTCACCCAACCCATATGCGGCAGGCCAGCGCAGTCATCAGCAATGGCGGACTTGAGATCAGCGGAGCCATAGAAGGCTTTGTACGGATCCCAATAACGACAGATATAGCCGAGGCGCTCGCATTTTCACAAGTTGCATTCCTCACCGTGCCGTCGACGGGCCAAGAAACAATCCTGCAAGAGATGGAAGGATACGACCTGCGCCACCACACCCTCATCGCCATCCCCGGCAACCTCCTGTCCTTGATCAAAAAGGCCAACGTGGAAGTCGGCAACATCCTAGAGACCAACCTGTCGCCGTACTCGTGCCGGATGGACGGCGGCCGGCTGATCGTGCTGGGCCGCAAGAAGCGCGTCATGATCGCGGCGCTGCACAACGACGGCGACCAGGGCCCCGCGGCGACGGCCCAGTTCCGCGCGGCGGTGCAGGACCTGTTCCCGGCGGGCGTGGCGCTGCAGTGGTGCCACAACGTGGTGGAGGCGTGCCTGGCCAACGTCAACGGCGTCTTCCACCCCATCATGATGCTGATGAACGCGGGCCGCATCGAGAGCACGGGCGGCGACTTTCTCCTGTACCGCGACGGCCTGACGCCCGCCGTGGCGCGCGCCATGCTGGCCATCGACGGCGTGCGCGTGGCCATCGGCGCCGCCCTGGGCCTGCTCGTCCCCTCGACGCTCGACGTGTCCAACGCCTGCTACGGGCAGGACTTTGCCGCCCTCGAGACCCTGGCCGAGCGCTCGCCGCCGCACAACCGCCTCCGCGCGCCCGCGGAGTTTGCCGCCCACCGCAACATCTCGGAGGACGTGCCGGATCTGCTGGTGCCGTGGTGCGCGCTGGCCGAGGCGCTGGGCATCGACGCCTCGCCCGTCGCTGCGGTGGTTCTCTTGGCTGAGATGTCGACGGGGGTGGATTTTATGGAGACGGGGCGGAATTTGAAAAAGCTGAAGCTAGATGCTTTGTCGCGGGGCGAGCTCGTGGCAAAGTTTAGTCCGCCGGTTGCGCGGTACGAGAGCCGGCTGTGATGGTTTTTTTTTTTTTTTTTTTTTCTTTTTTTGTTTCTTGGGAAAATGGTCAAATGCACTCATGTTTATAAAATGATATTTACTGTATATATGCTACTTAGACCTTGTTTATTAAACCTCCATCTTGTTACTCTTCATACCGCGAACCCGCTCCCCATACGAGCGCAAGACCCAGGGCAAAGGCGCAAACAAGAGCGACAGGAATCCCAGCAGACTGTTCCCCCACCCCCACCCCAGCGCGCGGTACAAATTCAGCCCACCCACCGGGATCAAAGCACCCGCGAGACCCCGCAGCACCGCGTTGGCACCCACGACGCTGGCGGCGTGGCCCTCGAACGCATCGATCAGGTACGTCTGCATGGCGACAAAAATGAGGATGGACCCGAAGCCGGTGATGGCGGTGCCGATCTGCGGCACGATCCAGTGCGCGCGCATCTCGACCGTCCACCCGTACATGAACAAGCCGAGCGGGAAGGCCAGGGCCCCCGGCACCGTGATGATGCGGGTCAGTC

> MD303_chr03:1420947-1424947
CTGCTCGGATATAAACCAGAAGACGGGTGGCAATATCCTTCTTGTCGAGGGCACCTGCGGCACCGGTCTCCTCTTCTTCGGATGGATGTATCGGGTTTCCATCCCAATCAATTTTGCCTTGTTTCCATAGTTCAAGCTTTTGCTGATATGAAGGAGGGTATAGCCACATGACGAGGGGCGAAGTCAAAAATGTCGTAACAAGAGCCATGACGACGAAGATTGTAAAGGTTCTGGTCGAGAGAATGCGAGCCTCCCGGCCGATGTTGAGGACAATAAGTTCGACGAGACCCTTGCACGACATCAGCGTACCGATGGTAAAGGACTCGCGCCACACGAGACCGTTCAGCCTGGCACCTATGGTACCGCCGATGAGTTTGCTGAAGAAGGCGACAAAGATGACGGCAAAGACATAAGCCCAAATCCTGCCACTATCCAAAAGGCCAAGGTTCGTGTTGATACCAGAGAGCGCAAAGAAAAGAGGGACAAAGATGACAGCAACCAGGTCTTCAATCTTTTCTGTCAGCTTGACGGCGAAACCACCCTGATGGGGGCACATGAGACCGACCATAAAGGCACCAAAGATGGAGTGCACGCCGATGATGCTGGTAAAGAAGGCAGAGGCAAGAACCATAAATATGGTCAGAGCCACCACACCTTGAGTTGGGCCATTTTCCAAACTGTGCGTCTTGTGCAGCACCCACATGAATGCCGGTCGGACTGCATAGGCCAAGAACAAGCTGAACCCGACGGCGACCAGGAGAATATATAGGGCTGTGATGCCGGCGCCAGAATTGACGAGAGTGACGCACAACGCGAGCAAGATCCATCCGACGACATCATTAATGATGCCTGACGTGAGAACAATGACGCCGACGTTGCTGTTGAGGAGCTTGAGCGAGGTCAGGATTCGACAGAGTACCGGAAATGCCGTGATAGCAATGGCGATGCCGATAAACAGTGCATAGACACCAAAAGAAATGGGCGCAATTCCCTGCTCGTCTTTGAACTCGTTGTATAGACCATAAGCGAGAGCGACGCCCAAGCCAAAGGGGATTGCCATGTCGAAGCTCGCGACGCTAACGGCAATGCGCCAGTTGCGCAGAAGGTAGCTGAGATCAATCTCGAGGCCGACCAGAAACAGATACAGCACCAGGCCGATGTTGGCTGCCAAGCGGAACGGCGCCATGGATGCAGGCGGGAATATAGTAGCTGTGAAGCCTGGGATGCGGCCCATGACTGAAGGTCCCAGTATAATTCCCTGGGGGTTATTGGCGCATTAGTTACAATAGACACACTATGGGTACTACACACAAGCTTTTTCGTTGTATATGGGAAGCAACTCGAGTTCCGGGTAGAATGCTTACCGTGATGACTTCCGCAATGACCTTTGGCTCGTGTATCTTGGCCAGAGGCCAGTACAGAAGCCGTGTCAACCCAATGACGATCGTAGCTTGGATTATGAAGAGTACAATCGGGTCTGAAGGATTGAACACTGTTGGGTTCATGCCCTCAAAGATGCCGGCCTGAGACGCTGCCGTGGCGACAGGCGCCGCAGTTATTGTTGCAGCAGACATTTTGACTACTCTCTTGTGATGCAGACCATTAACATAAATATTGAAGATGGATAGTTGCAGCTAGCTTCGTTGCTCCGTTCAAATTCGCGGTCTTGGGTATGTCAAGCGCACTTTTGCCCCGACGTGAGCGCCAGCCACTGTTGTCGCCAAAGGAGGCTAGCAATCTAGAGCAGAAGAGAGGGACAGGAAGGTCAAGGATGCGCTGGCGCAGGAGGGCAATCCTTCAACGGCGGGCAGCCTTGCCCTTGTCGGCTGGAATGTACTCTTCGTCGGTCAACACAACAGCAGCAGGTTCGCAAGC

CAGCTGCAAAGCCCAAGAATGGCAAAGCGTCTTGGCATGATCGTAAGGGTCCTGGTTTGGACTGTGTGACGGTCAGCAAAGCCACATTTCGACCCTGGTGGTAGGAGTGAAGCCGCATGCATAGATGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGGGTGGGTGGCCTTGGCATTCAGAAGCGTTTTTGAAATCGAGCCTATTGGTTGCTCGACATTGGCTGCAACGATAAGACGTTGGATTTTAGTTTTGTCGGCGTCAAACGTTGATGCAGACCGCTTGGG

GTTTACAGGACCCTTGATGCAGTTTGGATGCCGTCTGAATGATCAGATGACTTCTAACCCAAGCTCTCCACTACCGAAGGTCTTTTGCCCAGAGCCAATTGCGCTAGCAGGCAGCCCCTCCCTCACCTTCCCGATCTTTCAACCCTGGCTAGCACCTTGGCCATCTATCTGCCCAGGTAGCTATGGGGAGCTTCGGCCAATCACATCCTTCTCTCGCGTCAGCAGCTCCCGTCACCTCGGAAGCAACCATAGGTTCATCGATACCTGGACACCTTCCAGTGATCCTCCTGCATGCACGCATTCTCACCGGAGCTTCTGTCCCGGTCATCAACGCCAGGACGATAACACAGCAACCAAGGAAGTAAGTACCTATACAGGTACCTTAGGTAGCCACAACATCACCAACCCGAGCCTTTGACCGTCCGCAACACGAATGATGTTGTCTGCAGAACCTATAAATCTGTACCTTGACCCAACCTGGGCCCATAAGTTCTCCAAATTACGAGACTGATTGCCGAGCCGAGATGCTTTGAGATTAATACCCTTCAAGATATGCCGTTACTACCCATACCAGCTTGACTGGGTGCGAACTACTAGCAAAACCCCCTTTCCTGCACTGTCGGGAATACATCTCCAACAACTGTTCAACATACAGTACTACTAGGTAGCCCAGTGTTCCCAGCGTCTGGCAGCCAGACCACGAGACAGGCTGGGTTTCGAGGCTTAGAACACTGGCACTGGATTGTACTCATAGTGTCCTCCCTATTGTCCCATTGCACCGGTGCAGAACCTAGCATTTCCAAGGGGAAGGAGATGGCTGTTACGGCGATGTTACTTTTCGACCAAATGCCCCGAGCGACTGAGAGCGAGAGTCGGGATCTTGCGAGACTGTAGAAGCACGCAACAAAGACCTATGGCGAGGGAGACAGAATGGATAGAAAGCCCAAGGATTTACCTTGCTAATAAAAGAATAATTGGAAGAAGACTTGATGATTTAGTTTACAGAAGCAAACGGCGATTGCAAAATTCTCTGTCTGCATCAGCATTTCTATGCTAATGATAATCCCCTGCCAATGATAATAAAAGCTAAAACAGTCTTATGGAGTTGATGCTCTCTCGATCTCTCACCTCCCTCACCATTCCCCACCACGCTCAACACGGTACCTGGACAGGTTCTCCGTCGGGGCGGAGGATCTACTTCCGCTGTTGCTCTGCATCAAAGTCAAAGATCTTCATGAACTTGGCCGAAGTGAGGATGGCCAATCGCAGAAACTCATCTCCAAGGCATCCCGTCGTAGCAGAGCCCAGCAGCTGCAGTTGGTAAAACTCGATGGTCGGGTCGAGCGTGATGGCGCCCATCGTCCAGCGGGCAATCAGCTCGGGTTCGTGGCCGTCCAGGTTTCGATACAGCTCATTGTGGTCCTTGCCGACGCGCCACATCATCGGCGTCGACATCTTGACGGGCTCTGTATCGCGTCCAATCGGCAGCTGGAACCAGTGAGCGCGGCAGTGTTTGCGGTGCCGGCCGCAGTAGGAAGGGAGGTCGAAGCCGACGTAGGTGGGCGGGTCGATGCGCGCGCGGATCTTCTCGTAAACCCAAGCTTTCTTGTCAGGGAAATATGTAGGACGGACGCTGACCCGCACGTCCTTGTTGTTCTTGCCGCAGGCGCGCATGGTGGCGACAGGGGTGGTCATGCCGAGCTCTTGAAAGAACGGAGACTCCTCGTACAGGGCGAGTACCGAGTGGCGCTTCTAAAGCCAGCCGTGGTGCTCGTGCCGAAGGATGAAGAGAGGCTCTGCACCCATGCGTTCTCTCAGAGACCAA

> MD304_chr03:1420968-1424968
GACGGGTGGCAATATCCTTCTTGTCGAGGGCACCTGCGGCACCGGTCTCCTCTTCTTCGGATGGATGTATCGGGTTTCCATCCCAATCAATTTTGCCTTGTTTCCATAGTTCAAGCTTTTGCTGATATGAAGGAGGGTATAGCCACATGACGAGGGGCGAAGTCAAAAATGTCGTAACAAGAGCCATGACGACGAAGATTGTAAAGGTTCTGGTCGAGAGAATGCGAGCCTCCCGGCCGATGTTGAGGACAATAAGTTCGACGAGACCCTTGCACGACATCAGCGTACCGATGGTAAAGGACTCGCGCCACACGAGACCGTTCAGCCTGGCACCTATGGTACCGCCGATGAGTTTGCTGAAGAAGGCGACAAAGATGACGGCAAAGACATAAGCCCAAATCCTGCCACTATCCAAAAGGCCAAGGTTCGTGTTGATACCAGAGAGCGCAAAGAAAAGAGGGACAAAGATGACAGCAACCAGGTCTTCAATCTTTTCTGTCAGCTTGACGGCGAAACCACCCTGATGGGGGCACATGAGACCGACCATAAAGGCACCAAAGATGGAGTGCACGCCGATGATGCTGGTAAAGAAGGCAGAGGCAAGAACCATAAATATGGTCAGAGCCACCACACCTTGAGTTGGGCCATTTTCCAAACTGTGCGTCTTGTGCAGCACCCACATGAATGCCGGTCGGACTGCATAGGCCAAGAACAAGCTGAACCCGACGGCGACCAGGAGAATATATAGGGCTGTGATGCCGGCGCCAGAATTGACGAGAGTGACGCACAACGCGAGCAAGATCCATCCGACGACATCATTAATGATGCCTGACGTGAGAACAATGACGCCGACGTTGCTGTTGAGGAGCTTGAGCGAGGTCAGGATTCGACAGAGTACCGGAAATGCCGTGATAGCAATGGCGATGCCGATAAACAGTGCATAGACACCAAAAGAAATGGGCGCAATTCCCTGCTCGTCTTTGAACTCGTTGTATAGACCATAAGCGAGAGCGACGCCCAAGCCAAAGGGGATTGCCATGTCGAAGCTCGCGACGCTAACGGCAATGCGCCAGTTGCGCAGAAGGTAGCTGAGATCAATCTCGAGGCCGACCAGAAACAGATACAGCACCAGGCCGATGTTGGCTGCCAAGCGGAACGGCGCCATGGATGCAGGCGGGAATATAGTAGCTGTGAAGCCTGGGATGCGGCCCATGACTGAAGGTCCCAGTATAATTCCCTGGGGGTTATTGGCGCATTAGTTACAATAGACACACTATGGGTACTACACACAAGCTTTTTCGTTGTATATGGGAAGCAACTCGAGTTCCGGGTAGAATGCTTACCGTGATGACTTCCGCAATGACCTTTGGCTCGTGTATCTTGGCCAGAGGCCAGTACAGAAGCCGTGTCAACCCAATGACGATCGTAGCTTGGATTATGAAGAGTACAATCGGGTCTGAAGGATTGAACACTGTTGGGTTCATGCCCTCAAAGATGCCGGCCTGAGACGCTGCCGTGGCGACAGGCGCCGCAGTTATTGTTGCAGCAGACATTTTGACTACTCTCTTGTGATGCAGACCATTAACATAAATATTGAAGATGGATAGTTGCAGCTAGCTTCGTTGCTCCGTTCAAATTCGCGGTCTTGGGTATGTCAAGCGCACTTTTGCCCCGACGTGAGCGCCAGCCACTGTTGTCGCCAAAGGAGGCTAGCAATCTAGAGCAGAAGAGAGGGACAGGAAGGTCAAGGATGCGCTGGCGCAGGAGGGCAATCCTTCAACGGCGGGCAGCCTTGCCCTTGTCGGCTGGAATGTACTCTTCGTCGGTCAACACAACAGCAGCAGGTTCGCAAGCCAGCTGCAAAGCCCAAGAATG

GCAAAGCGTCTTGGCATGATCGTAAGGGTCCTGGTTTGGACTGTGTGACGGTCAGCAAAGCCACATTTCGACCCTGGTGGTAGGAGTGAAGCCGCATGCATAGATGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGGGTGGGTGGCCTTGGCATTCAGAAGCGTTTTTGAAATCGAGCCTATTGGTTGCTCGACATTGGCTGCAACGATAAGACGTTGGATTTTAGTTTTGTCGGCGTCAAACGTTGATGCAGACCGCTTGGGGTTTACAGGACCCTTGATGCA

GTTTGGATGCCGTCTGAATGATCAGATGACTTCTAACCCAAGCTCTCCACTACCGAAGGTCTTTTGCCCAGAGCCAATTGCGCTAGCAGGCAGCCCCTCCCTCACCTTCCCGATCTTTCAACCCTGGCTAGCACCTTGGCCATCTATCTGCCCAGGTAGCTATGGGGAGCTTCGGCCAATCACATCCTTCTCTCGCGTCAGCAGCTCCCGTCACCTCGGAAGCAACCATAGGTTCATCGATACCTGGACACCTTCCAGTGATCCTCCTGCATGCACGCATTCTCACCGGAGCTTCTGTCCCGGTCATCAACGCCAGGACGATAACACAGCAACCAAGGAAGTAAGTACCTATACAGGTACCTTAGGTAGCCACAACATCACCAACCCGAGCCTTTGACCGTCCGCAACACGAATGATGTTGTCTGCAGAACCTATAAATCTGTACCTTGACCCAACCTGGGCCCATAAGTTCTCCAAATTACGAGACTGATTGCCGAGCCGAGATGCTTTGAGATTAATACCCTTCAAGATATGCCGTTACTACCCATACCAGCTTGACTGGGTGCGAACTACTAGCAAAACCCCCTTTCCTGCACTGTCGGGAATACATCTCCAACAACTGTTCAACATACAGTACTACTAGGTAGCCCAGTGTTCCCAGCGTCTGGCAGCCAGACCACGAGACAGGCTGGGTTTCGAGGCTTAGAACACTGGCACTGGATTGTACTCATAGTGTCCTCCCTATTGTCCCATTGCACCGGTGCAGAACCTAGCATTTCCAAGGGGAAGGAGATGGCTGTTACGGCGATGTTACTTTTCGACCAAATGCCCCGAGCGACTGAGAGCGAGAGTCGGGATCTTGCGAGACTGTAGAAGCACGCAACAAAGACCTATGGCGAGGGAGACAGAATGGATAGAAAGCCCAAGGATTTACCTTGCTAATAAAAGAATAATTGGAAGAAGACTTGATGATTTAGTTTACAGAAGCAAACGGCGATTGCAAAATTCTCTGTCTGCATCAGCATTTCTATGCTAATGATAATCCCCTGCCAATGATAATAAAAGCTAAAACAGTCTTATGGAGTTGATGCTCTCTCGATCTCTCACCTCCCTCACCATTCCCCACCACGCTCAACACGGTACCTGGACAGGTTCTCCGTCGGGGCGGAGGATCTACTTCCGCTGTTGCTCTGCATCAAAGTCAAAGATCTTCATGAACTTGGCCGAAGTGAGGATGGCCAATCGCAGAAACTCATCTCCAAGGCATCCCGTCGTAGCAGAGCCCAGCAGCTGCAGTTGGTAAAACTCGATGGTCGGGTCGAGCGTGATGGCGCCCATCGTCCAGCGGGCAATCAGCTCGGGTTCGTGGCCGTCCAGGTTTCGATACAGCTCATTGTGGTCCTTGCCGACGCGCCACATCATCGGCGTCGACATCTTGACGGGCTCTGTATCGCGTCCAATCGGCAGCTGGAACCAGTGAGCGCGGCAGTGTTTGCGGTGCCGGCCGCAGTAGGAAGGGAGGTCGAAGCCGACGTAGGTGGGCGGGTCGATGCGCGCGCGGATCTTCTCGTAAACCCAAGCTTTCTTGTCAGGGAAATATGTAGGACGGACGCTGACCCGCACGTCCTTGTTGTTCTTGCCGCAGGCGCGCATGGTGGCGACAGGGGTGGTCATGCCGAGCTCTTGAAAGAACGGAGACTCCTCGTACAGGGCGAGTACCGAGTGGCGCTTCTAAAGCCAGCCGTGGTGCTCGTGCCGAAGGATGAAGAGAGGCTCTGCACCCATGCGTTCTCTCAGAGACCAAACCTCTCCCTTCTCCTGAGGC
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TATTTTATTTTTTCTGCTGGCACATGTCGAATCTATTTTCGCACCACCGTATTCTGGTGTGTCGATTTGACGTCGTATCGATTGACACTGTCTTGCTGAATCGTCTGCCATGGTAAAGATTGGAGATTTTTCGGTGGTGATAATCACACTTACATCCTTATAAGTAGATGCTTTGTACCCACGAAGACAAAGGAAGGGGTTTCTCTCCCAACATCAACAATCCAAAGCTTCTCAATAAAAAAAGCCATCTATCTACCTTTGCACCTTTGCTCCATTCCGGTCGAATAACCGACACCCTTGGCTCAAAATGGGTTGTAAGTTTAGTTTTGTATCTGGAAGCGACCTAACAAATACCCGACCTAGTCTATAGATGGACACGGGAGGAACGCCACCGCTAACTTGTGATCCCAAGTCTTGGAGACGTCGTTCCCCCTTAGCCACAAGCACGCCATCCCCGCGGGAGTGGACAAGGCGACGGCCATTGCGAAGCTGCACGACCACATCTACATCATCGACTGCGGACCCTACGTGACGTCTCGCACCCCACAGCCATCCCCGGCATGGGACTCGTACGACAAGCCCAAGGGCGTCACGTTCGCGTCGGAAAAGGTCGATGTCCACGAGGTCAGGAACAAGTACGAGAACCCCATCATGGGCTCCGACATCAAGAGCACCTACTACTTCATCGATACCACCGAGGGCGTCTTCATCCGCGTCCACAGCCCCATGGGCACGGTCATTGAGAGCATCTTCACGGTGAAGGAGAAGAGCGACGGCAGTCTGGAGCTCTGCCATGAGCTTCAGGGAAGGTGCAACAAGGCCCTGGCCGGTATCTGCAAGAAGGATGCGGACAAGAACTATGAAATGCTTGTCGGCATAATTGCGCAGAAAATGGTGGCTTGAGAAGTATAACAATGGGAAAGCGAGCTTGTGCATGAAAGTCGAATCGCTGTCTGTCAACATTGGGGGTTGTCAGGTAGTAGTATCTTCAATTATTTAGCACCGCTAGAAATTGTGCAGAGAGTATTCAAGTTGGGATTTATCTAAATTGTGCAAAACATCATGAACTGCATACCTACCCTGCCTAGCTACCTGACCGGATGACTGGTTTTGTAAATCCTTGTTCGTGTCTATTTACATGCCAGACTATTCTATCTCGTTTGCATCTTGACCTTATCTGCTTTTGACATCTATAATCTCCGTATCTGATTTCCACACCAGATTGGCACTCGAACTGAAGGCCTTGGCCTAACAGTGTGTCCGCAGCAAAAAGAAAAATAAAAGAAATATATAGAAAAAAAAGAGAGAAACTTTGCTGGTATTACACTATATAGGGCTTGGAGGGTCAAGGATCAGAATGGAAGAATAAAGTCAATGGCTATATGATTACGTCACATTGGTCACGGCAAGGTGAGGTGTGAACCTGTTGAAAGCTGCTATGATTGATAATCGCACCACAAATGAGATGACAGCAAGCCACGGACCACTACCTAGAATATTAAAGTTTCAAGCCGCCGACTGGATCGCAAGGTAAAAGTCTTGGTTGGTTATAGAGAGTTTTGAGATGCATACGGGCCTCCACATGAAAGAACTAAACGGGCACGATAGCATGGCAGCAAGTGCCGGAAGCACGGGACTGCTATTTTTGATATCCTATTCTTCATCATCATCAGATCATCTTCACAAGGAAAAGAAATGAGCAAAGTTTGATGGATGACCTCTCGGGTTCTTTATCAACTCCGCACTACCACTATCATCTTTTGAGGTGCTCCAGCCCATTGTTAAAATTCAATCATGGGTATGGACCTTTGAAGAGTTCGGCTGAAACGCTGTTTAGCCCAGGCAGAGCTCAGGGCGGAGCATGTCTTCCAAGAA

ATCGTCCGTTGGGAAGGAGCGGACAACCGGTGAGTAACAAGAGTGCGACGACAGTCTCTCGCTAAATATTTAGGGGAGGACGCCTGTACTGCAGTTCGGTAGCTTCAGTCAAGCACGGCAGCACCAGCAAGAAAGCAAGAAAGCAAGAAA

GCAAGAAAGCAAGCAAGCCAGCAAGCCAGCAAATATTACCCTGACACTTCAACTCAAGCACAACAGCGGACCAAAATGTTCAACTTAATTTCCAGTCTCAAAGTTGGAGCGGCCCTCGTTGCAGCCGTCTGGATATGGCAGCGAATCATGCTGTACAACCACCGGCGCAAAATCAAACGGGATTCCGGATGTCTTCCTGCTGCCAAATTTCCAGACTGGGACCCGCTTTTCGGCATTGGATTCACTTACCACATGGTGACAGAGGATATATTAGACTTCCAAATCATGAAAAACACGGCAGACTGCCTTGAAAAATACGGCAATACCTTTACGTCAAAGGCCATGGGGTTCAACTTTATTTGGACTTGCGAACCCGAAAACATCAAAGCTGTCCTTTCCACTCAGTTTGACCAGTTTAACAACCAGGGCCGCTCCGTGGGCGCCGAGGACTTTTTGGGCAAGGGGATTTTCGTGTCGGACGGCGAGCATTGGCAAAAATCACGGGCTTTGGTTCGGCCGAACTTTGCTCGGGACCAAATCACCGACCTTGTATCTGTGGAGGAGCGCTTCCAAACGCTGATTTCGCTGCTCCCAAAGGATGGATCGACCGTCGACCTTCTTCCCTTCATGTTCGACTTTACCATGGACACCTCGACCCACTTTTTGTTTGGGGACTCGGTGAAATCCCTCGAGGCCAACGCCCACGAGAGGTCCATAGGTCACCACGGCCAAGAGAACCTGGATGAGTTCTCCGCCGCCTGGGACTATGCGCAAAACGACATGCTGTCCCGCTTCGTCCTCGGCCCGCTTCGGTACGTCTACAAGGAGAAGAAGGCCGCACGCTGCATCAAGCTGGTGCAGGATCACGTCGAGAAATACGTCGACGAGGCGATACGGTACAACAGCCAGGTGCGCGCTGCGGGCGGCGACGAGAAGAAGGAGCCAGAAGAGCGCTACATCTTTCTCCGCGCGCTGGCGAAGCAGACCCAGGACCGACGGATGCTGCGGGACGAGCTGCTCAACATCCTCGTGGCCGGTCGAGACACCACGGCCTCGCTGCTGAGTAATATGCTGCATACGATGGCCAATCGACCGGATATATGGACCAAGCTGAAAAACGAGGTCGCCTTTCTTCAAGGCAGGATACCTACCTACGAGGACATTCGCAATATGAAGTATATGCGGTGGTGCATCAACGAATGTAAGACTTGACCGTGCAATGAGCCATGATCTCATCCGATACCAAAAAAAGGAAAGACAAAAAAGCTAACACCAACCCGTGTCAAAAGCCCTGCGCCTCCACACCGTGCTCGCCCTGGTGGGAAAAGAAGCATCCATAGACACGACGCTGCCCCGCGGCGGCGGCCCGGACCACAAGGCGCCCATATTCGTGGCCAAGGGGACGTTTATCGCGTACAGCTTCCTCGCGCTGCACCGGCGCAAGGACCTGTTTGGAGAAGACGCCCACGAGTTCAAGCCCGAGAGGTGGGAGACGCTGCGCCCGGGCTGGAACTACCTGCCCTTCAACGGCGGGCCGAGGATCTGCGTCGGCCAGCAGTACGCCCTGACCGAGGCCCAGTACGTCTTGATCCGCTTCCTGCAGACCTTTTCCGCCATCGAGAGCCGCGACCCCGAGCCCTGGAGCATCGGGAATCGCATGACGACGTGCCCGAAGAATGGAGTGCAGGTTTCTCTCCGGTGCTAAGAAAGGGGGGTACTTTCGCCTGGGGCGGGGGACAGGGCTTGGTATGTGTGAACTTCTGAATCTGGGCTGGATGCGACTGCTTTTACTATGCGGAGCAGCTGAGCCTACGTTGATTGCACTGGGTTCACATCTGCTTGTCAAGGTGTGCACTTTGGACAGGATCACCGTAGTCTCGGGTGGAGTTGGAAGTTTCGATAACTCCCAATGCAGGACAATTTTGTGCCGCATCCACCAGCTTTAGTCCAGCTTCTACCTTTCAGCAGGCGACAG
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CCAGCTTGTGACGCCAAAACCAAGCGAGCCTCAAAGCGGAGGAAGAAGCTACGGAAACGGTGCCTTTGGTACGGACTCACTGTCACCTGAATTGATCCAATTGCCAATCGTGAAACTCGCAACCCAACGATTCGACAAAAGAGAATCCTGCACTTAGCTCGTCGTCCCCTCACACAATGCGTTGACCCCCAATCGGCTCAAGCCACCAGCACACCCAGCAATGCCCGGTCCGAGAGCTTCGCTGCCGAGCCTCAGCGCCGTCGACAATGTGTGCTGGCGGTGTTGCAGCAGCAGCAGCGGCCGGCCGGTGCCCGGGCAGAGATTGAGAGGGTTCGCAATCGCAAACCAGGCCCGGCCCCTGTCGACCTCGCCCGTCCGTCCGCTCCGTTTCGGCGCCACAACAACCGTTAGGGCAGCAGCATCTCAGTCGCCGAGGCCGAATGGAGCATACTTTTTATCAAATGTGCTACTGGAGAGGTTCGGTGGCTTCCAGTTCAGCCCTCGATCTAGAGCCATAGCCGGCACATCCGGGTCAAACATATCAAATACAAAGAGAAATGCCACCGTCGCCGCCGCCGACATACCGCCCTCTACGTCGACGCCACGCCCGCAAGTCGATGAAGAGCTCCCTCCCCACCGACGACGACAAGCTGCGCGTCGCACTGCCGAGCAGGCGGCTTCTGCTTCTTCGAATGCACCCTCAGAGGCTGCACAAACTACCCCAGTAACACCACCGCCTGCTGCGCCGTCAGGCGAGATCCCTCCGGATGCATCCAGTATCCTCTCCAACGCAGCGGCTGCCCAGCCCGCACAGTCTCTCCGCCGCCGCCTGACGACACTCCTCGCGCTGTCGAAGCCCCGACTCACGATGCTTGTTGTCCTCTCGGCGATGGTTCCCTACGCCCTGTACCCGGTGCCGGACTTTTTGACCCCCGGAGTGTCGGCACCGTCCCTCTCGCCCCTGACGCTGCTCTTCCTGACGACCGGAACAACCCTCTGCTCCGCTGCCGCCAACGCGCTCAACATGATCTACGAGCCCAAGACGGACGCCCTGATGAGCAGGACGAGGACGAGGCCGCTGGTCAGGAACCTGGTGACGACGCGCGCCGCCGTCTGCTTCGCCCTCTTTTGCGCGACGACGGGCATCCTCGCCCTGCAATTTGGCGTCAACCCGACCGTCGCCTTCCTGGGCGCCGCCAACATCGTCCTCTACGCGGGCATCTACACGCCGCTCAAGCGCGTCTCGGCCCTGAACACGTGGGTCGGCGCCGTGGTGGGCGGCATCCCGCCCCTGATGGGCTGGGCCGCCGCGGCGGGCGAGTCGGCCGTGGGCGACGGGTCGTGGCGCGAGCTGCTCCTCGCCCCCGACGGCAGCAGCGCCGGCGGCTGGCTGTTCGCCGCGCTGCTCTTCACCTGGCAGTTCCCGCACTTCATGGCGCTGTCGTGGGGCGTCCGCGACGAGTACCGCGCCGCCGGCCTGCGCATGCTCGCCTGGACCAACCCGGCCCGCAACGCGCGCGTCGCCCTCCGCTACGGCCTCGTCTTCGTCCCGCTGTGCGTCGGCCTCTGCGCCGTCGGCGTCACCGAGTGGTCCTTTGCCGTCACCTCGCTGCCCGTCAACCTCTGGCTCGCCCGCGAGAGCATCCGCTTCTGGCAGACGCAGGGCGCCGCCGGCTCCGCCCGCGGTCTCTTTTGGGCCAGCGTCTGGCACCTGCCCGTCGTCATGGTCCTCGCCCTGCTGCAGAAGAAGGGCATGTGGGGCCGCGTCTGGAGGAGCGTCTTTGGCGAACCTGACCTCGA

CGACGACCTTGCCAGCGACGACGGCTGGGAGTACCTCGATGAGAGTGAGGAGCCCCCGGCTGTGACAACACGGTCGTGAGGGTTCCTATCTGCTGGATCGAGATGCCTTATTTTGCGTGTACTTGTCCCACGGAGTAACAAGACTCGGAACAAGGAATGAATCACACAGTGGCCATCTAACGAAAGAACAAAACCGCTGGGTGTGTGTGTGTGTGTGTGTGTGTG

TGTGTGTGTGTGTGTGTTCGGGGAGATAGGAGGAAGGAAGCGCAAAGGGGCACACGAGGTGGCGTCTCTTGCATTGGTTTGCTACACGCATCCGATAAAGGTCATGGTGCCACCATATTATTGGGGTTCAAGAGGCCGATCTGTGGATCAGGAGAGAGCTATTTGCTTTGTTCCCTTGTCACTTTGTTGTATTTTTTTCAAGCATATAGAGTGTAAAATTGTACAACACAATATCCCTCGTTGTTTCTTTTTTTAAATCATTTCTGCAGATGTTTAACCAGCCAGCCAGATACCTACCGTCCTGCCCCTCGTTTCGGTCGAGCAGATCACGCACTATCAGACACATATTGCATCGCTTGCCGCCGCAAGGGACAGTCTAACAATGCCCAGCGTCTAGGTCGAACCGCGTCGTTTTCATGTGTCATATGCTCCGGAAAGGCTGGGTAGCGCCTGTTCTCATGAGCGGAAATACCGCACGAGTAGCAGCGCACCAGAGGATACAGATCTGATATATAAGTACCAAAGAGAAGCCAAATCAGATTTCCACCAACTTCTAGTCTAGGCTCTATTTTTCATCGCGGTGAAAATATCAAAGCTATCGTTGCACGTTTTTCTTTCATGCCAATTTGCCACCAATTGTTACGGGCGCAGTCCTTATATGCCCAAATTTCCATGCCTTGATCCTGCCAGTCCGTGGGGGGTATCTCGAATATGCAAAAGTTCCCGCTGTCCTCATGCCGACAAATGAAAGGGGTTTCACGAGAAAGTGTCGTTTTTGAAAAGAAAATAAGAGAAGACACCCATGCTAAGAAAGAAAGGAGAAAACAGGTCGAAAGTCGTTAGCATATCAAAGTCATGAACGCCGGTCTTATGCAATGATGACAGACTTGGAGAGTCAGAAACAGACGAGATGAGATGCAATGAGATCAGAAAGAAAAATGGAATGAAGAGAGAAAAAAAAAGTTGAACAATTATAAGAGATAGAGCCACCGTAAAGTGTACTCTAGACTGCAGAGAGCGGAAGAAGAGAAACCAAGAAAAACTAGAGTAAAAAACATGAGCGTAAAGAAAATCTCAAGAGTTAACCCCCAGATACCAATATACATAAGGAGTGAGGCCAATGTAAAACCCCAAGCCGCCACCAGAAACGCCATACCACCAGAGTGAACGTGAGAAATAAAGATGTAAAAAGTGCCCGGCCTGTTACCAGTAAAATGTTGCTGGTAACCATCAAGCGAAAGAGAAAGAGGGGCTGCGCCCATCTTTCAAAAGGAGAGTAGGAAGAGGAATTAAAGAAGAAAAAAAGAAACCATAAAAGCTAAAAGAAGCGAGGCGTTAAAAAAATAAGGTGGGGATATCATGTGAAAGAAAAAGGAATGTCGTCTGGATGCGCCAAAGTGGGTGGTCATCCAAGAGTAAAAAGGGTAAGAATAAAAATCAAGAAACAAAAGTAGAAAGAGATTTGAGACAATAAGGAATTCAGGAGCCAAAAGACTCTCTCACACTTCCGTGTTGTTTCGGGTCAGGTGCGGGCCAGTAAAAGTGGCCGACTTAGACGCCGTGGTGTCCAGATCCGGAGCCCCGATGAATCAGGGAGCCAATCCCCATCTCCACACTGGGTAACCTCTGCCCATGCCCCAAATACGGGCTAGGGCTATGACTATCCTCTGCAGGGTTCTGGGTATAACCTGCAGTGTGTGTACTTGATACAGAGTTGCTGTATCCATGATGGTGTTGGTGCTGGTGTTGGTTGTGGCTAACGTAGTAGCCATTATGGTTTGCGTATGCAGTTGTGTTGGGATGATGCATGGCCGCCGTCACGGCACCGTATGCACTACCTCCAGTGCTGCCACCAGCACTGATACCTGCAGACGACGGTGAGGAATATTGGAGTTCCTGATCATCCAGGGGGGTCATTCCTGAAACTCCGCTATCGTCATCGTAAACTGCGCTCGAGTGGCCGGCGTCGGCACGC
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CCCATCTCCACACTGGGTAACCTCTGCCCATGCCCCAAATACGGGCTAGGGCTATGACTATCCTCTGCAGGGTTCTGGGTATAACCTGCAGTGTGTGTACTTGATACAGAGTTGCTGTATCCATGATGGTGTTGGTGCTGGTGTTGGTTGTGGCTAACGTAGTAGCCATTATGGTTTGCGTATGCAGTTGTGTTGGGATGATGCATGGCCGCCGTCACGGCACCGTATGCACTACCTCCAGTGCTGCCACCAGCACTGATACCTGCAGACGACGGTGAGGAATATTGGAGTTCCTGATCATCCAGGGGGGTCATTCCTGAAACTCCGCTATCGTCATCGTAAACTGCGCTCGAGTGGCCGGCGTCGGCACGCTCACGTCGAGCCGCATGGCGAGCAGCCGACTGCAGGTTTTTGATGCCGTTGGCCATGATCTGTGCGAGGTGTCATGCCTTTCATTAGTGTCAATGGCCCTCTGATGTTTTGAACCAGATATTTCTTGCGTACCTTTTGCTCAACCACATTCCACTTTTCGCCAGTGATGCGTGCCAGTGGCTGCCAAATCTCCTTGCGAACCTTCATGTACTCCTGGGCCAGGCGCTCCAACTTGCGCGCATCCCAATCATCGGCACCCCTGCGCTCCATCAGACGCTCATGGCGTTTGCGGCACGCGTTGGAGGTCTTGGAGGGAAAGTGAGTGGACTGGATGCTGGACCAGTTCAACCCCTGTGCGCGAGCGGCAAGGAGAGTCTGGTCCTCCTCAGCGCTCCATGCTCCGGAAGAGGCTCTGTGTGGGTGAGAAGGGGTTGGTAGTCCATGGCTGAAGTTGTTCCCAGGGATACTGATGGGCGGTGGTGGCGGCGGTGCAACAGCGTATGGGTCGAAAGAAGGCAGCGTCATGGGAGGCTGCGTGTGGGTTGCCGGCAATGGCTCGTAATATGAAGCAGCCGCAGCCATATTACTGTTACTCCTCCCGTTGTAGTATGCCATTTGTGAGGTGGTGGTGGATATGCTGGCCGGCATTGCGAGAGGATTGGCTGTGTATCGGAGGTGGTTATGCGATTGTCGCGTGATTTTGGGCATGCTAAGTAGGATTCCGTGGTTTGGCACTCTCGTCTTAACGAGTGTGACCCAGCAGGGAGAGATGCGACATATGATTTGGAGGTGTCAGACCCGAATACGAGTGAACGGTAGATAAAGAACTATGAGTGAGCGTCTTGACGGGTGTGGGTTGAGGAAAAGTCGACCGTGAATGAAACGAGGAACGGTCAGGCCAGGCTCGATTTATGGCTCTGATGGGTTAGGTGTTGGAGATATCGAATGTCTCTTGGACGGTTTGTTTTAAGAGAGAAAGTGGAACGAAAAGAAAGTTATAAACAAACCACGAGGCACATATAGAGTTTGATATATCAGTTTGTCAAGTTCATCTGGATGTCACAAGGTGAGACGGCTGGAGAAGTGATCACGGCGATGCAGTGACTTATAAGTGAGATTGGGTGACAGGGAGGAAAATCCAAAAGTAGAAACGGCATCGATCTGGCTTGTGGATCCCCCCGGCTGCAGGCACAACTGTGTAGGGCCAGAGCAAGGTGAAGACGCCGTGTAGTTGATCTGAAACAAGGATACATCTAAGCTGGGCTTGTCTGCTGAAACCCGGTAGGTGTGTCTAAACAAAGAGATTGAACGGCTTTGAGCCGCGCACATTGGCTGACGGCTTGTGTGGGCGTCTGTTGTCCAAGCCGGGCGGCTAGCAAGATGCCCAGCAGTGGGTCTGCCGAGAACGCGGAGCGGTAGGGCGGCTAG

CATTCTGCAAGTTGATGATCCTCGAGGGGGTTACCTTACCCTTGTCCTTGTGCTCATCTCAAATTCAGACGAACCATCAAGCTTTCTCAGACATTGGATGGCATTGCATTGTGCTAGGACCTCAGTATATTGATTAGCTGGATGTTTGCGATAACTCGTCATGTCGCAAACAACCAAAAACCCCAACGTAAACAAACGAAAAAAAAACAAAAAAAAAAACAAAAAAAAAAAAAACAATCAAGAGTAAAAGAGAAAAGAAACAATCAAAAATACTCGAAACCACAAGCCGCATCGTGAATA

GAAATTTGAGATTACAGCTTACTGCACTGCAATCAGCCACTCGGCACATCAAAACAAAAGAGAGAAAAAGGGGCAATAGAATCGGGGTGCAGGCGTAGACGCACGGCAAATGCAGGTACACACGACACCCAACGCTACAGGGTCAAAAATAGAGGCGGACAGGGGGGTGTGTGCTGGTTGGTGAGGGGGAGGGGAAATAGCCGCCAGTTACTGGCGCCGGGCAACCGCCAGCCTTGTACAGTGATGCCCACCCACCATGGATGGGCCAAGACCAAGCCTTGTTTGTTGTCATACCATACTCACTCTCTGAGGAACGGTTACATAATGTTCCGTCTTCTTTCCGGGCTAAATCAGGAGCACGATCTGAAAGCCAAGATAAGCAGACCGCAGCAAAAATAATAAGAACTTTATTGAGCTTGGTACCAATGTACCTACCTTTTTGTTTCTGTGTATTATTTCTTAGACGCAGGGTCATTCGGGTACCTATGACGGAATCTTTTAGTTCTAAATAAAACAAGTGCCCGCCCTGAGCCTCCAAGTACCTTGGGCTGCCAAAGTACCGTCTTCAAGTCGAGGTCAACACAACCCCAATGCAAATAAGCTCGTCAGGAAGCGGCGAAGGAGCTCGTCTCTGTCATGAAACAAAAGACAAAGTGCTCAGCCACTCAGATGCACTCGGTTCGGGAGTTGATGGTGGTTGTTGGCCTCGTAGGGAGACGGTAACCAAAAGAGAAAATTCGAATCTTCATTCCACGCCAAGCTCCCGACACATTGGGACTGGATTGCAGAAGCGCCATGATGGGGAAAAGAACCCACTGGTCGGCGTCTATCAAGCGCGAACTGACAAACGTAGGTAGTAAACGTACCAAAGAAACATGGCATGTCAAATCGGCAACAAACCAACAACATTCTAAACGCCGCGGTTAAAGAGCCGAGGCACGCGCGAGGCCGGGTTGTTGCGGGCGCTAGAGGGACATCACAAAGTGGATGTGGCATCATCACATCAAAGCCGGAGATGCATCGCAACATTACCGGCCTGGGGCTTTGTGGGTTCACACTGTCGCAGTACCCGCTTCAAGAGACAAAGGGACGATGAATGAAAAAGACTAAACAAGACTGGCTGCTTTGAATGGGGGCCGCTGGAAAAGTTGCTCCCGAAGCGAGGGGGCTCACAATCGATGAAGCACAAGTTAAGGAAAGGGAGGCTATGGTACGTACCTTGCCTTACTGTTGTGATGAACTTTGAAAGTGCTCCGCAACGTGGGGGCTGCTGAAAGTCAAAAAAGATGCATGCGATCAGAAGGTCTAGTGCTTTCCAGTTGTGGTGATGGCACAATCGTGTAGAAGGTAAACATGAAACGCTCCGACGGGCGCTTTCCCAAATCAAGCACTGCGTAAACATGACTCCAACGGAAAGTCCTCCCCGAACAGTGTAAAAAAATGAACAAAAAAAGATTCATTATAGGAAAGAGGTACCTAGGTAGGTAAGGTGACGGGATTTCCATAGTTGACAGGCGCGCGCAGGTCCCCTACGATTCAGCGCTTCCAAAAAGCGCACGTCAATGATTCAAAAATAATGAAGCAAGCGCTAGGGGAGAAGAAAGAGCCGCCGGTGAATGTGACGGGCGCGTGTTTTCTGCGGGCAAAGGTACGAGCCAGGTTCTGGACGCCCAAACAGGTTAAGCTTGACGCCCCTATTTTTGGCTGGTCTGTTCACGTGGAAGCGACCGTGGTGATTGGTGGGAGCTTGGGGGGCGGCGATCCACCATAGGCGATCTGGAGTTCTCATCATATTCCACGGAGCGGAGAGCAAAGACACCGAGCATCCTTGCCGATAACCTACAACCTGCTTGTTCGGCTGAGCTGCACAATGTCTTTCCTCGCTTTGGCGTACACAGTT
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AGCAAGAAATAAAAGTAGTGTTGCTGTAAATAGACACTGCATTTGGGGAGGATCGGTCGCACGCATAGATGTACAGAGCGTGTTTTTGTAAAGTGCATCATTGCAGCTTGGCTGCTGCTGGTCACGAGAAGGCGTTTGGTGTTTGGCAGTACAGTTTATACTACGAAAGAAAGAAAAAGAGGATTGGTTGGATGATTAACCGTATTCTCTTTGCAGATGTGCATCGTAGGTTGTGTTGCTTGCATTTGATTTTAATATATTTGTCCACGTTCTGCAGGTTTGAGGCCAACGTTGGAATTTCTCCAGCCTCTTCCTTGACCGCGTTATTGGCCATTATTGCGTACCTTGGATACTACAGTACTCAAGCATGATGCGTTGTCAGTCAACCACGGATACGTAAAAGTGCCTCGTGCCAGGGGTCCGGGCCTATCATATGTACGACAAGATAGGTAGACAGAATAGAACACGGCGAGCATCACACAGCAGGTGTCGAAGCTGGATTCCCTACCTACCCTACCCAGAAAAAAAAACCAAAAAAAAAAAAAAAACCAGGTAGCTTCGTTGTTCTGTCGAACTGCGATCAAATATTGCTTTTGCAGTCTTTGTACTACACAATCCTTCCCTGCCGAATCGGTCGAGGTGCAGCGGGAGAAACCTCGAGGTCGCTCTGAGCTGTCCACGGAGGGACAGGCGGGGGACCACGCACTTTGTCCAGGGTGTTGCCTGCCGGACTTTCCCACAAAGAATATTTTGTAAGGATATTTCTTGTTACAATGGTTCGTTCCCTTTTTGTCATAAAAAAAGGTCGGGACTTGGACAGACCGCCCTATTTGTGTGGCGGTGAAGAGCATGTTGCAGCACCTCATCAATTGCCCGCAATTCAAGGGTCGGCCTCCGACTCTGCCCTGGCACAACGTTGCAATTGCTACATACCAATGCTTTTCTTTTTTTTTATTTCCAGCGGTCGGAATCGCGGGAGAGATCAAGGGTTGCTGAATCTTAGATGGACTTGCCGCCCGGTGTGGTTTCTTTGCAAGCTTGCTGTCGCGTCTATCTCACCACACCCACCTCCAGAACGGAACGGGAGCATGACCGCTGTGTTGTTTTTCTGCATGTACAGTACCGCACCGGGCTGTCACACGACGAATGAGAGAAAAACCGCTTCGGTATTCCATTGGAGGGAAGTACCGGTCAGACCCTCAGATTAGGAGAACACGAATAATTAAAAAGAGCAAATACAACCAAAGTTGTAATGACAATTACAGTGGATGTGACGATTTCATAGACGCTGCCCGACGAATAATTGATGCGCTTCCAGCCAAGACCAAGGCTCCCTACGTCTTTACCTGTTATGCTATTACAATAACGAAGCATCTCATTTGTTTCCACCATCAATGAGAACAAGGCCCTAGAATGGCTTGCAGGGAATGATGCGCCCGTTTGGGGTTTGCGAAAGGGTGCAAGAATGATTTGTGGTTACGTGAGGCGAAAAAAAGGGGAGTGGAGAGAGGGTCCCGTCGTTGCGTTGGCAACTGGAGTAGCGTGGACGAAGCGCATTGGTCTGTCAAGTGAAAATGCGCAAGGGAGAAGGAGGGCAGGTGAGCGGGCAAGAGGGGGGTCGGAAAGGGGGATGCAAATGCAAGCCAGCTCATACAGGTGGCGACACTGGCGAGGTATCGTGGGCCTGACCTCGTTGTTGTACCCTAAAGGATATGAATAGCTTGGGTTTCTTATTTTTTTTTCTTTCTGCTTCTTCACGTCGTATCTTTTTGTTTATGTGCAGTGGTGTGTCTGGATGTG

GTAATTAATAGCTCAAATTGAGTGGCTTTGAGCTGGCTGGCTGCAGACCTGGTTAATTCATAGGGCCAACTGGAGACATTGGAGGCATTGGCATGCAGAAACGCATTCGATTGTTGCAAATTACCAAATTGATATGGTATCGCAGGCGATGCGTTGTCCGCAGCTTCTCTGACAGATTCTGCCGTGGTCATGTCAGCCCAGGGGGGGGGGGGGGGGGCATGCCCTCAAGCACAAAGTGGGTGTATGATGGATTTCAGACATTGACAGCACAAAAAAGCCGGGTTTGCCCTCAAAAGGCGG

TTGGAGAGGCAATCCAGTCCAGTCGACCTGAGTTAGCAAGGATGTAATTATGGAGTACAGCAACCACGAGGTGTCTGCATACTGGTTGGTACCTTGCCTGCTGTAAGTGCTTATTAAAGGTACATTAGGCCTGGGTAAAAGCAAGATAAGGTTGGCTCGCCTTTTCATTCCCATTACCGTCGGCGTGGCAGTTGCACAGTGGCTCCCGCCCGCCTTGCCGCCCCGAGCGGAGGGACAGGGCAGGGCACCTCGTGCTGGTGGGACCCCTACTGGAGCAACATGCCCGCTTGGCATTTGGCCTTGGGAAATACCCCAGTCAAAAGCCCAGCAAGCAAGCGGGAGCCCATTTTGGGCCTCGACAGGGATCAGTCCAGTCCAGTCTTGGGCCTTGCCGTCAACCCCACGAAAGTGCAGATGCTCGTCTTGAACAAGCATTTGAATTGAATGTTCACCAATTCCCTCATCCACTTATTACCTTACAAAGCTCCTAATCTGGAGCCCACCTGGACTCGACATTTCCTTGTGCATATCGTGCGTTTTTAGATCGATTTTTCTCTGGGTGATTTGGACAGCGTCTAGGCCCTGTACGGCACGCCTCTCTTTCGTCCCATTTGGTTACTCGGCCTTGTCAACGCGACTTTTTGGTCTGATGTTGTATTAGACCAAGCCCGACTCTGCGCGACACTCCTGCGTGACGATCGACCTAACTTTCCAGATTTCCTACCCGCACACCTAACCTACCTACGCTGCTGCTTGCTACCTGCCTAGCTACCTTGTAACCAACCCTGTCGTCGATCTCAAGTGTGCACCCTTCCCGGAGCTTCAGCGACGTGCTTGCGACCTGATTTGATTTCAAAGAGGTACCTACCTAACCTAACTTAGCTACTTAAAGTACCCTTACGTACCTACCTACCTACCTACCTACCTACCTTCCCGCCTCCGCTGCGTAACGGTTTCGGAGCTGCCTTACCTACCTACTCTGCATCCTCGTTCTCGTATACCCGGCCTGCCTGCTTGTGTAAGGTATTCACTTGAGCAAACAGAGAAACACGAAACGATTATTCCTACCTCGCACGCAGAGCAGTATCCACACCTTCAAGGTCAGCAGCCGTCGAGTCGAGGCTACCCAAACAAGTCCCTTCCTCGGGCTACACCAGCACGGGCGTGACGGCGCTGGTCGAGCCTGAGCCCGCCCGATGGTATTATTATTATGATTGCTATGCAGCGGTCTTTTTCGTCGCCCACATGCACTCAATCTGATCCTCGTAAGCTACCTGCTCTGCATCATTAGAATGCACAACGGACAGGAATAATCAGAAGATTTTATTCTCTCTTACCATGGCCCGCACCCGACGCGTTTGTTGCTTGCTAACGCATCCTCGCTCGCATCAAGAATCAAGCCCTTCCGAAGTTCGCTCCAGTTCACCGACCCCTTCATCCCCCGAGAATCATGTCGACCGCCCCGCCAAAGTGCGCAGCTTCAACGACCGAAGCCCTACGCGCACCTCTGGAAAGGCAAACATGTCGGCCAGGCGCAGCGAGGAGGTTGCTCGGTGGGCGCCCAAGTTGGAGCAGAGACCAGCACCCTGCGCAGCCCTGAAGCCTCTTGTGACGCAGGAAACCATTGCTTTACCGCAGCCTCTCGGCGAGGACGCGCTCCCGAGCAGTAGCAGTCCGCTCCAAGGCCACATCGACTTGGACGAGGACCACACCCAGAGTCGCGAATCGCCACCTTCCCGCACACGGGTTCCGCAGCTTTTCCTCCGCGATGTCGAGGAGTATACGAACCCGCACCTGGTTCCGGACAGCAACCACCTGACCCTGGAAGAGTTGGCACATCTCGTCCGCCTGAGCAAATATCAGGAGCGCAAGCGCGCTACTACACGAGTCCGGCTGCAAC
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GACCCAGCCTTTCGAGCTCGGCCTTGACAGCTCCAACAAGCTTCTCGCACTGCTCCCTGACCCGACAGAACGCAATGACGCGAACTCCTCGTAGGACGAGCTGGCAGAAAAGCCGCGCGCATTCGTACTTGGCATCGCCTCGCCCACTTGAGGGATCTCCAGGGACGCGGTAGGGCGTATTCCAGCAAAGGAACTCCTTACGGCCAGATGGAGAGCCGTCAAAATCCACCAGCCGCACATCGCTGATCCCAAATATTGTCTTGAAGTGCTCCCTGGGGTTTGCCACGGTAGCGGAGCATGATACAAACTTCACATGTCGGTTGCCAACAGCAGCGCAGATTCGGCGTAGGCGGCGCATGATGAGCGCGACATGAGAGCCCATCAGACCATTGTAATAGTGAAGCTCGTCCACCACCACGTACCGAAGATTTTTGAGAAAAGTCCGCCACCGCTCCTCTTGCGGGAGAATAGTAATATGCAGCATGTCTGGGTTCGTAAAGATGATGCGCGCCTCATCACGGATCAGGTTTCTCGCCGTCATTGGTGTGTCGCCATCAAAGGTGTCCACGATCAGGTGCTCCAGACCCGGCATGTATGCCAACATCTCCTTGAGGCTCCGCTTTTGATCCTGAGCCAGCGCTTTTGTAGGGAAGATATACATTGCCCTGGTCTCGTGGTCCTTTTCCAGCGCATGCAATACGGGAAGTTGGTAGATGAGCGACTTGCCCGAACTCGTCGAGGTGGCCACAACAACATGATGGCCATCTATCAACCCGTTGATTGCCTCTGTCTGGTGTGCATAGAACTGCGTTATCCCTTTTGCGTTGTACAGGGCATTGACGAGATCTTGGCTGAGCAGGAAATTGAGGTCTCCAAACACGGGCTCCTGCGGTTCAAAGACACGGTGGCCATCCGGAACAATTTGTCCGGTATAGAAAGGGCTCTCCTTGAGCTCCTGAACTATCTCTGGGATTGACTTGCGTTCGTTGGGTATGCTTTCTGGTATTGTACTGGTTTCCGGCGGGGGCGATGGTTGCGTGGCCGCGGTTGGCACCGGGATAAATCTCTCAGACTCACTCTTGAGCGCCATGACAGGATCGGTCGATTCTGTCACGCATCTATTTATGAAAGAATTGACGGCACTCGTGAAACGCTGGTTACGCTTCTCGATCAGGTTCGCCATCTGCTTCTGACTGTACACCGGCATCTTCAGCTCTTCGTCCCGCAGCTTCCGGGTCGGTCTTGTAGGTTCTCCCGTCTTCTTGCACTGAACCTCCCGCTTGAGGTCTCCGTCCAGAAACTCAACATACAAAACCTCCTTTCCTGTCAGGTCCACGTCGCCATTCTCAATTTGGCCGCGGGTCTGCAGCCCCTCGCGGCCGGTGAAGCCACCGACAGACGAATCTGGTGGACGACTCTGCGAAGTCAGGAAATTCCTCGAAGACCTGAATGTATCATCCCTCTCTGCGCCGCGCGCGTCCAGCTGCAGCATGACCTCGTCGACATATGCGAACCGCATGCCGTCAGGGCGGAGGGTTGCAATGGCCGCTACGTCCTCTATCAGCAGCTGCCGGCTGATGTGCGACTCCACCGTAGACTTTATGGTGTCGAAAGTGGTGGCGAGATGCTTGCGCGTGCAGCAAAATGTGACGACCAGATTGAGGGCCCTGTACGTCTTGTCCAGTATCTTGAACCAGTCGGGCCACTCGATCACGCACTCCTCCTGGACACTTGCAGGATCTGGCTGTTGAGCATTGCTTGCTTTGCTCGTCGATTTGGCTGTCCGCCGAGCCTTGCCGGCTGCTGGTTTCTCAGGTGTGTCAATACCATGGTTGCATTCGCCAGGTGCTAATGCGTCTGCGATTTGAGATCGTT

TACGCTTCCCAGACTTGTTGACTGGTTGTTTGTTAGTTTTCCCAACAGCGTCCATGTCATTCAGTCGATATCGCCAACAGAAAAGTTCAGCGGTTGGAGCGCATGCATGATGCAGATTACATGTGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAGAAAGAAAACTACCTAGGTACGTAAATTCAAGTGTGTTTTGTTAATGCCCGGAAAAGAAAGAAGAAG

CGGCAATTCAATTAGATTCGTTTGGTGGCAACTTGCGTCCTAGTCGGACCCAGTCACGCCAAAATGTCTCGAATTCACGTGACGACATACAAATAAGGGGCTACAACACTTTGTTCAAACCTGGAAACCAACATAAGTCATTGCTGGATGGATTCCTTTAGACAGTAATATGGAGAATTTAAATATTCTGCTAGCTACGCTAACCTACAATAAGCGAGCAGATGGGATTTCGGTCTCAACTTCACAATTATTCTGGACAAGTAGGCCAAACCACCACCAACGTCTATAAGATAGGTAGCAGTGTACGCTGAAGTGAAGTAGGCCGCACCGTAAAAGCCCATATGTACCTAGCTGCCGAGTGACTTCCCTGATACCTGAAAGTTTACACCCCAACGCCTGCTTTCCATCTTCATCCCGCAAGCCAATAATCAAGTTTGAAGAGATGCTCATCGGTCATGTGTCATTACTTAGAATGGCCCAGCCCTTTTGCTGGCTCAGGGCCTGCTGTCGGTTGTCAAAGACAGATATGTGACTGTAAAATTTGCATTTGCGAACTGTGAAACCCTCGGCCTAGCTCGAAGACTTGAGTTCTTTTTGAATAAGGTCGATGGTTTGTTGAAATATCTCGGCGTTCGCCGCAGACATCTAAAGTAGAAAATGTGAGCAAGTGCCTGCTTGGCGTTAACAGAGCTGAATACAGCACATACCTTGACTTGTAATGTGACCGGACGAGCATCTGGTCCCTCCAGGGCCGTGAACAGAAAGCCAACAGCTTTCATCATTTCTCTCCTCACAAACTCCGTCCCGGCTAACACTGCCGTGTTGATGACCACTCTAAGGGTGTGATCCTGACGCATAATCAGGCGTACGACCTTGGGCGTCTTGCTATCGCTGTCACCAGCGTCGAGCATTGAGGCATCGAAAGAAGCCGTGAGAGCAGCACCACTTTGATCGAAGTCTATGGTTGCCTCTGGGACGTTCACTTTGAGAATACCAGCACCGCGTTCCTTCCAAGCCCCTGACTCTTTATCCAGGTGATAAACTTTGGCCCTAGCCAAGAAGATGGTAGCCTCGCCGGCCTCTCCATCGTCCACGACGACTTGTTAAAGTTAGCAAACACGTGAAAACTCGAAGTTCAGCACAAGGTTTTCATCTCACCTTTTTGAAGCTTCGTCGCCTTCTTTTTGTCTTCCACGCTTACAGGCTTGGTCTGGTCTGCTTCTCCGTCTTCGTCCTTGGCCTTCTCCTCGGACTCAGACTCTTCCTGAGCCACGCCGTCTTCGCCAGTCTCTGTATCGCTTTCCCCATTTTCGGATGCTTCATTATCAGTTTCTGGGGCACCAAAGGGCCGAGCTGGCTTATCATCCTTGAGCACTCCACCAGGCTTTGCAAAGCTCGTCAGCTTGGACGCACCCAGGCCACCACCGAACCCACTGCCAAAGGCGCTTCCAAACGGTTTGGAGGCGCCGCCGTTGAGTGAAGCAAATGGAGAGGCCGAGCTCGAGCCATCGCTCGGGGGTCCAAAGGTCAACTTTGGTGGTGCTGGAATGGTACCGGAACTTGCGCCCAAAGCGCCGAATGGCGAGGGCGAGGCTGAAGAAGACAAGGCGCCGAACCCCGATGCGGTGTTGCTGGAGGATCCTAATGAACCAAATGGAGATGCACCACCAGTAGCCCCCAAAGTACCAAAGGGAGATGCGGTACCGCTCAGCTTTGCGAACCCAGACTTTGCAAAGGCGGAGGCCGAGGTAGTAGTCGGCGCAGCATCGTCCTTGCCGGCAGCGGGCTTTTGTAAGCGGGCAGATAATGAGGGGTCCTTGGGCTCGTTGGTATCGGTAGGTTCAGTGGTCTTCTTGCTGGACTCGGTTGTGGAAGCCTGTGTAAGTCGGGTTAGATGCCG
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CGCTTCGTTCGACAAATACCCGCTCGCCCGCTGGTATGTGCTGGCCTAGAGCCCATGTATCACGGACTGGCGAGTACCAGGCTTGGTGTCGACCCCCTTCTGCGTCATAAACGTATTCGCCAATAACTTGCCAATCATCTAGTTTGAACACCTGCTGTTCGAGGATTCTGTTTGCATGAACAAGACCGTTGAGGACGAATCTGTAAACTCAGCGTCAGTCGGCCAGTCACACGTATCCAAGGCGAGCGTGGTCAATATTAGACGTACTGATGTGTGATGCCTTTCGAGTCTGAAGAGCATTCAAAAAGACCATGTTAGTGACGTTCGTAAACAAGAAATTCCCCAGCATTATCCACTGTCCTCCGGTACTTGCCGTTGTATGCGTGACTAAGACAACGTTAGCAGTTGAACTAGAACGAGGGGCCCATCTTGTCTCGGATGAATAGGGTCATCTCACTAAACCTTGGCGGGATCGGAACAGGCATCAACCCCAATTATCATGGAATCTCCGGGACGCAGCACCTCGGAAAAGCCCCGCAGGAAGTCTGAAGCTTCGTCGCGGCGGAAATTGCCTGTAGTAGCAGTGAAGGCGTGAGTATGGATGATCTGCTCCGTGGCATACATAGGCTTCACTTTTCTGACTGACCAATGCTTGAGCCAAGCGACATGACGCATTTCTGTCGACCGAGGCTGGCGGGTTCTTTCAACCATTCGCGGCCATCGTCATATGTTCCCAGGAGACCATGGCAGTGCACATGTTTGTACTGAGGCACTTGGGCCAGTGTACGCTTTAGCTCCTCCTTGGAAAGGTCCAATGCGTAATAATCAACACTTTTGCCGGCATTGTCGATGGCTTGAAGGAGAAGATTGACCTTCCGTAGGTTACTGTGCGAAGCAATTAGTTGGCTGGCGAAGAAAGTTCGTGGAATAAAATTCCAGAGCGAGGCCCCAAGGTCTAATCATACCCACTCCCCAGCTCAACCACCATAGATCCGTCCGGAATCGCGCGAGCTATCTCAGAGGCCGAGGACTCCAAGACTGATATCTCATCATTGGTCAAGTAGTACTCTTCGAGATATGTAATCTGGCAACATTTGTTAGCTCGCTCCCACTCCGAGTCTGTGCGGTGAAGATGGGCATCATCAATATATGCTCTATGCCTGACTTGCTTAGATGCGCGAACATCTACAAGCCTGGCGACTGCATTGATAGCATAACAAGAAAGTGGAGGGGAAAAAACACCAACCTCTTCGAAAATTTGCAACCCACGCTGGTCGTATAGAAGAATGGTGGGCATAGCCCGCTGGCCCGGCGTAGAGAGAAAAGACGACAGGATCTCTTCCTTGAGATCGCTCTCAACTGCAACACCGCGAATATCGATTATGTCAGGTGGCTGGGGAGCGTAGCCGCTGACACTTTTATTTCCGAAGCTGCCGTTGATACCGTTATGTTTTCCATGGCTCAGATCCCAACCGTTGAGAGCCTTCTGCTTAGGTAGAGGATTTTCATTGCCGTAAAATCCTCCTACAAAGCTCTTCAACGGGTGTCCCACACCCCCGGCCATGAGCACTGCAGATTCCGCAGCGGGCATTGCGAAACAGGGTCCTTTCTGGGGTTAAGATGACAAAAAGAGTAGTTTTGTAGATAGATACAGGTGAAAAAAAAAAGAAAAGAGGGAAAAAAAAGAGAAATTGTGCGTAAGAAAATTGCTCAAGGAGGCGATGAGTGGTATGTCTTAAAAGCCGAGAGTTTATTGTTTGGAGATGGATGCTTATAAAATAGGAACTTCAAATTGTAAGA

AACAGGTAAAAAGAAACTTTTTGACAAGGGGGTCGACTTTGTATAAAATGTAAAGAAGATACACAAATAAATGGATGGCCTCATCTACTTCGGATGGAATACAAACGTGGTTTCGTTCAAGTTGTTATGCTTACCAGCAGTAGAAAGAAAAGGAATGGGTACATAAAGTCTAAGCCTTATAAATGCAACAATACTGCTACTAATAATAATAATAATAATAATAATAATAATAAAACTCACCACACGAGAAACTGGGCGTCATTCTTGCGTTGCGGAACCAGCGGAGAGCGCCCCCCGTCA

CAGGAACGAATGCATCCAGAGAAAGCAACCTCTTACAGAAGAAGCACCAACCTTGTCCGCGGCTGTTGGGGCCCCAAGTTACTCGTGGTCACACCTTCCAGCCTGGAGGAACCCAGCCCGGTGAAGGCCCCGGCCATGGAAATACAGTAGCAACTTTTTTTCCCCCATGGATCTGCACTGAATATGAACCTATCAAGCCGCCTGCATGCCGGGGTAGTATTTATACCTTGGTGATGTTTATCAATCAATATGTACGTAGCATCCGTAGGTAAGGTATTTGATTACTTCGTAGTGTCAAAGGGCTAGACGGTGGGTTGCATGCCCGTTCATGTCTGATGTGGTGGCTTTCTCGTGTGGATATTTCACTTGACCCCAACCAAGTAAGTACCACTTGGTAATTACACCTTGGGTTGGTTTGGTTTGATGTGTGGGTTGATGGATTTCTGTGATCAAGAGGCAAGGTACAGTAAAGGGGACCTACATAAGGTGGTGGTATCCAGCAACTTGCAGCAGTGGAAAAGTTGCGGCGCTTCGTTTCATTTGTTGCCTGCCGGGGGGTTTTTGGTGGATATGCTAACCCGATCCATGATGGTTCCGATCTTAGGTATTGTGGTACAAAAACTACCTGGTTAGGTCGCCAAGAAGCATCTAGAAGTACTTGGCTCCAGCCGTCAGGAAGGCAAGGTACGTACATACCTAACAGACCTACGGTACTGATTGATTTACCTTTTTGCTGACAGTACACTAGTTGAATAGGTATATTACATACATACCTACTCGCGTCTGACGTCGACGGAATGGACACGCGAGCGAGAAAGAGCCTGCCTAGCCTGGCCTGGCTGGCATCGGGTGATTCTCTCCAACGAACCCCAAACACTGGCTGCCCTCGAAACAATCGGTCCAGATGAACGCTGCTTAATTGCCAGTCATCGGAATTTTGGCTGGTTGCTTGCGCCTCGCGAGGTCAACTTGTCATGAAAAACAAAAACAAGATGTACTGTGCTCATTGCCAGGGTGTAGTTGTACTACCCAGTATTATGTAGCGAATGTTTAGGTTTCATGGTCGGACGAAAAATCAACGGACGGGGAGCGCGGCCGAGGGAAAGGAAGTTGGAGCAAATCGCATGTTCGGTTTCCCAGCGGGGTGGGTTTTCAGACAGGCCTAGCTTGCCTAAGCTCCACCGAACACCTTGGCAAGGAAACAAAAACCCCTCCGGCCCACTAGGCCAGAGACCAATCGCTGTGATGACAAGGCGCCAAAAAGCTCAGGTAACCCCATTTCCCACAGCTGCTTTTCCATCACAGCCCCTCCTTTCGCAGCTCCTGCCCCCACAGAAAACGAAATAAGAACTCGTACAAGTTTTGACATTGATTTTGATGAAGTCCGCACCACACTGTTTGCCACGCTCGTCCATCCGGTACAGAGCCGTTTTGCCCAACATTCAGCGTTTATTCTCTCGCTCTCTCTCCCGTCTCTCTGCACACCGGCTACGGGCTGACTGCAGCTATAGACGACACTAGCGCTCCGTTCAATGAATGGACTCTTTTATAAACTTTGGAGCCTGACGCATGCACTGGCTGGCTGGCGAAATTATAGTGTGCCGAGACTCCGCGCGGCGTCTTTCCCATTGTCGAAGGTGGTGCGGAGGTCATCAGCTGTACCCGTAGCAGCGTCATCGACCCCGTCATCTACACCAAAGAACGGGGCACATTACGGGGTAGCTGTTCCGAGGGAGCATCGTACCATGTCTTGGCAGTCACTCGAAGATCCCAGCCAAGCTCCGACCTTTTGGACTTCACCTTAGAGGTCAAGCAGGTCAAGTAATTATTGTAGGAACAAAAAAGAAACAACCTACTCCAAGCCACTCATCACATCCTTGGCCTTGCCGACCCTGTCTCG
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ATATCCGCGCGCTAGCTATGCCGAGTTTATGACATTTACTTCCAAGACCGTCGCCGAGCGGACCAAGGCGAGTGTGACTATACCGAGACCAGAGCCTCGAACGGATGCTGACAGCCTTGTTTCTACAGCCGGGACAACGCCAGGATGTAGAGGAGAATGGTAATGGCCTAAATTGCTTGCCGCCCTGGCATGTAGAAACACTATGACCTCGCAATGGACAGCTGACGTCAGAGATAAGAGTATACCTTTCACGCATACGGACGGACCGAAGGGATCTGCGGCATCATCATCTCAGACCACGCCTACCCGGCCCTCGTTGCGCATCAGCTACTTTTCAAAGTGGTCGACGAGTTCCTGGCCAAGCACCCGCGCTCCGCCTGGGCGACCGGCAGCCCGAGTCTACCCTTCCCCGAGCTCAAGGAGTACATCACTACGTATCAAGACCCGCACGCTGCCGACAGCATTCTCAAGATCCAAAAGGAGCTCGACGAGACCAAGATCGTGTTGCACAAGACCATCGAGTCGGTGCTACAGCGTGGAGAGAAGATTGACGACCTTGTTGCCAAGAGTGACGGGTTGAGTGCTCAGAGCAAAATGTTTTACAGTTAGTTGCGCCCAATCTTATGTGACTATGGCATAGCGGCTGACATATTTTCCCATCACCTTTTAGCGCAAGCAAAGAAGCAGAATTCGTGCTGCATTGTCATGTGAACGGTTATGGGTACCAGCAATTGTTTAGCTTAATGAGAGACGTGCGTCGGCACGTAGTCGGACATGTCCTTGCATTCTTTTCGCAGCGTTTTCGTCTCAAGGTGGCTCAATCGTGTGTTTTTTTTTTGTTTTTTTTTCTGCCCTGGATCTACGTTGTAGGACAATCTATCCCTTAATCGTTGCGTGCAAAACCCTACCGTAGAAGCTGTGCACAAATATCATCAGCGATTGGTCTGATGCATCGACGAATATCCTTTGTCTGTATGCTAGTCAGCAATGACATTGCACAATAGACTGCAGGACCACAAGCATCTCGTGAGTATCCTCGGATGATAAAAAAAAACGCTATTTGTCTGCAGGTGCTCTGGCCCGAAATTGACCTTGCATTGCATTCAAAGAAAAACCACCCCAACGCCAACGGGCAGATTACAGGATTCCAGGCACACTGCGACTACCACCGTACCGCCTTTGATGGGCGAGAAGATTGGCAAGGTTGAAAGTCAGGTAAAAATAGAGGGACTGGGCTTTTCTGGGGCGGGTTGAACTCGGCCACATTTCATCTCGAAGGTACCGGGCCATCGTTGCCAGGGTCCATCAGCGTCCTCCTTGGCATCCCGTCGTTGCAGAAGTGAATGATGAGCCAAGAGTGCTCTGCAAATCCCCCGCCATTCTTTGGCACCCACTTTGAGATTGTATCCGAATATAGAAAGACAGGGTTGGCGAGTGTCCTCAATATAGCAGCCCCCAAAGTTGTGCCTAACCTTGCTCGCCCAAGGCGAACCAAATCATTTTTTGTACTGGGCTTCCCTTGTCTCGTTGCCACCTAACTCATCCGAACACGCGATGTCAAGGGATATAGTAAGTCAACTACATCTTATGGTTGTTGTAGATCTTGAGATGTTGTCGTCTGAGTGTGAGTAGTGATCTCTTGGTGCAGTCATCCCACCTAGGCCACAATCTAGTTCTAGTTTGAATCCTGTTTATATACGTCAGACCCAACTTGGACAACAGCTCGCCAGACGCAGCGGGAACATGTAAACCCGCTTCAATCAAACCAGGTACGTACGAAGTAGGTATGTTTGGCTATTGCCAGCCCGTCCAGCTGGACTGTTTATTAAAATATGTACTATGCGGCCAGCCCTTCCACCCAAGACGTGGCTAAGGGAGCATTATTTAGTATTTACGAACAAGCGATGAGAAGAAACAGAGATAGGTCGTTCCAAAAACAAAACAAAAAAG

AGGTCGCTTCCCTGAGCGACTTTATAACGCAAAAAAAAGAAAAAAAAGAACCCCCCCCCCCCCCCCAAAAAAAAAAAATACCAATGCATCCAACGCGTGTTCATTGCCAGCATGTAAACAGCCCGGGCAAATTGAACCAGAATATCCAAC

CAGAACCTTGAGGCCAGCCGTGGTCAAAGGAATGTTTTTGTGCCCATTAATCCCAAGCGCCCCTTATAAGCCCATCAAACAAAAATCAACGCCAAAAAAAAATCGCTCCCGTTCCAAAGAAGAAAAAAGAAAAAGAAACAAAAAAGAAATCTGTATCGTTCAACCCGAGTCGGGACCAGATATCCAAAGGCGGGGGTATAGTAGAAGAGGTGCCAAAGGAGTGAAAGAAGTAAGAAGATTATCCGCCCTACGGGGCAGGATTACAAGGTCTAGGCAGCCTCCAAAATGACCTGCTCACTCTTCCGGTGCATCATCAACTGCTCGGCCGATAGATGCTGCCTGGGTGGATGAATGAGGGTCGGTGTGGACGACTTGGTCTCCTGCAGACGTTCATTCTTACCCAGCTTGACTGGGCTCACTTTTGCGGGCGAAGGCACTGGCCTGCCAGCCCTGGCGCCGGTAGCCGTCATCCCATTCCGGTCCCGCACGACGCTGGTCTGCAGAGGCCTCAGCATTTGCCGCTGCTGGCGCGAGATACTGATTTGTCTCGCGATTGAGATCTCCACCGCAGCCTTGAGCGCATTGTCGGACTCGTCATCGACAGAAGGCCTCGTAACGTTGGTGGCTACGGAGGATGTGGATGATGGAGATCGCTTGCGGGTGCTGCTTGCGGTACTCGAAGAGGTGGCGGCCGAGCTTGGCGGAGTAACCAACTGCCAGTGCGGCTCTGCTATCGTCGGCTTCAGTTGCTGCACGGTTGTTCGCTGGTCACGCTCATAGTCGGAGACCGGACTGGTGGGGGATTCCAAGTAAAGGCTGGACTGGCCCTGTCCAAAGTGCACGGCCTTGTCCCTAGCGCTCGGGTGCAGGTACCTGGACGATCCTGCCGAATGGCTGGTTTTGTGTGATGCCTGGCCTCTGCTGTGTGCCGCATTCTCAGCATCAGAGCCAGAGCCAAAACGCGGTCTTGCGGGTGAAGATACCGCCGCAGGTGACGTGTTCGAGCGGTTCCTAGGCGACGACGGGGATCGAGAAGATTCGAATCGAGAGTCAGGAGTAGGTGGGAAGAGAGTAAAGGCGGGCGACTTTGTCGGAATCGGCTGGGGGGATGTGGCGGCGCGTTGTGGTGCTGGTCTCATCCTCTCTTCCTCCTCCTTGATGATACAGTCGTTTATGCTCTTGAGTCGGTCAAGAGTTGCCTGTCGCCTTGCGAGGAGAGATGACGAGCTCTGAGGATTCAACAGACCACTAAACATTACGCTATATCTCTCCATCTTGACATCCGGAATCTCCACGTTCAAAAACGGGCCGCCTGTGTTAGTAATGGGGATAGGTGGTGGCGGGTTCACAGGCCTCGAAATTTCTGGCCTTGAAATCTCTGGCCGCAGAACCTCTTGCCTCGGAACCTGTGCCATAGTATGGGGCTGGTAAGGATGCTCTGTATCGATCGAGTTGGCGATTGGGATGGGATTGCTGATTTTTCGTCGTGGGCTCCTGGGGGTGGAATTCATGGGCTCGGTATTGGTCCTGGCGATGAGGGGCTTGTATTTTGAGGCGTTGGAACCAGCCGATGTGTTACTCCTCATTGGAGTGGACGGTGACCGCTGACTCTGCAAAGAAGAGGCAGACCTAATGTCCGAATAGGAGGAATTTTGCGAGGGCAGAGGGATCGTAGGCTCCTCTACATGCTTTCTTCCGAATAGCCCGAATAGTCTTCGCCTTCCTGTCTTGGTTCGCTTGACCGGCGCCGGTTCCGGCTCCGGCTCAGGTTGCGGTGGTGGCAGCCTCGGCTCCGGCTCTGGTCGGACAACCTCCTGCACCTGAGGTACCTGTGGCCGCCAGCTGTTGACAAAGTTGGGCGGCGAGTGTCCCTGCGTCGGGCTTCCTATAGCCATGCCTA
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TAGAGCACAATGAAAAAGAAAAGAAAAGATAAAATGCAAAAATAATAGACAAGAAGGGATGAAAAAAAAACAAGGAAAAAAAGACCCTAATACCTTCTCTGGAGGCTTTTGGTCGTTTTTGTCATAAGTCATTTCCCAAGATTTTTGACCAAGGGTGTTTTTCGGCCTCTGAAGTTTTATCCATTCTCCCTCCCGAATAGCAAAGACAACTTGTTTAGGATCTCTCAGATCTCAGTCCGAACAAGCTAAGTGAGCTTCACGAATACCTCCCCTTGGTGTATCTCCACAACAGACTAGCCCCCTGAAGTGCTGGAATCACTTTTGGCCTCTTCCCATCGACTAGATCAAGTTCGAGTGCCAGACCCACAGCTCGGGCGAACCGTTTCCTGAACCGCCTGTAGTCGTCGTTCGTAGGCCAAGGGTCGTCTAGGCACCAGGCGGAGGCATCCTCGCCTACGGCCATTGCAGCGTTCAGATCCCAGGTGTCGTCCTTATCCTCATCCACGTCAAGCGGATAAAATAATACTTCGTTGAGGTGCGGGCGGTGCGGGTGTTGATTTATGTTGGCCTCGATGTCGAATTTGAATCGGTATGCCTGGTGTATAACCTGTGGTTGTGATGGCGCCATCATATTTGCAGATGGCATATTATATAGAGGCGCTGTTGGTGTAGCAGCAGAATGAAGTGTTTGGGGTGGTTGCGACATCTGTGCCTGCATCGTTGGTCCCGTGGCCGCTTGTTGGTAGTGATATTGTTGCATCTGCAAATGTGGGTTATGTGGGTTATAGCCGTTGAAGTTAGAATGTCGCGCAAAGTCGAACTCGAACTGGAACTCTTGATGCACCACGAATACTAGTGCCTTGAGGCTGGGAAAGTCCGCCAGCCGAGCCACAAGCTTTCCCACGTTGCTCTTGGAGACCTTCCAGTTGAGGACCGGATGACAGATGCCAGTGTAGACACCGTACGAGGTGCCCATGGCCAGCCTGCTGAGGTTGTCGCGAACCAAGGGAATCTGGCTCATGAACTGCAGTGTTCGGTGTAACCTCTTGACTAATAAGTATGGCTCCAGCAGGAGCATATCCCGCGACAGGTCGACGAACTTGGTTGTCTTGCCTAACGTGAGAGGCTTGTACCGATGTAGTGCGATGTACCGGGATTCGCGGCAAGCAGCGGCCAGTGCCGGGGGCGGCTCCGGATGGACATTGGCGAACATCAAGCCCTCTTGAGCCGGCGTCTTCGCTTTGGCGTGTGGCGCATCCAAAACCTCGTAGACTCGTCCTTCTGGGAGAGAGTACTCCCAGACCATGGTTCGAAGTTCTGGCGGAAGCTTGGGAAAGTTCACAAATTGTGAAGGCATTCCCGCGTCTCTGCTGGCCGCAGTCGGCTCGTGCCGCAGAGGATCGTAGTGTAAACTCATTGGTGCTGTTTATATCCTAGGATGAGCCGAATAAGGAGACCGGGCTGAGTAGGTCGGCTTCTTGTACCTTGGGTGTGCAGTCGATTTCTCAAATAGCCGGGCCCAGCCTCTCGGATTGGTGACCAGAGGACCAAATTATCAAGTAAAAAATAAAAAATAAAAATAAAAAAAGGCCCTCTACGGGAGACAACACCACACCGCCCGGACAAGAAGAAGCAGACGGCGCATTCACTCGTTATAATGCGCTCAAATATAGTGCAGCAAGCGGTAAGTATGCGCGGGGTACCCGGTTCCCGTCCTGAGTACTGTCGAATGAGGTGTCTGCCACACACACTATCCAATATGGTTGACAAGTTTCCGAAACCACTGTGGAATTCAAGAGGTGGCTGCGTTGAGAAAAGGGGAGGACGAGCAGTTGGAAATTTCTAATTTCTAACTGGTGCCGAAAACATAAAAGA

TTATTATTTCTTTTGGTAGGATTATATGAGATGAGCCCAAGTCAAACGATGGAGAGACCAGAAAAGGTGTCATGTGTCGCCAATAAATTGGTGGCCAAAAAGTACAGGTGGTAAGGTACTCTGTTTATATATATATATATATATATATAT

ATATAAAGTGGAGGGGCTGAGTCAAGAGAACGAAGAAAAGCCAAGGTTGAAATAATATAGATAAAAATAAGGAACAAGAAAATAAGTGAAGAGGAACAAAAAGAAATCAGACGGAGAAGTTGGGGCGAAGAAAGGATAAGGGGGAAGGGTGTTAATTAATGAGGATTCCCTCGTCAGGAAGCGAAGTAGCTAAACATGACTTGATGCGTTAAGCTTTCGTTGGAGCTTGAGCTTTTGCTTTACGAAAGTGCTCGGGTCAGTCATTTGACGTCTCACCCTGGGCAAGGCCCAGGAGCGACGAACCGGAGCTTAACATCAGGGCGCCAGCCGGGAATGGAGGGATGCGCGTGTTCGGAAACATTGGGCTACCAAACATAGTGGTCGTAGTAGTCGCAGACGTAGTACAGAACGGAGCTTGTTTGACTGGTGCGAGGAGGGGCGCGGTAAGGGCAGAAATGTAGCGGATGGATGAATAATGGATGGATGGATGGGCCGAAAAGAAAACCTGTGATGCACTATTGACAAGGCCAGAGGGTAAAGGGTTAAAAAAAAAGACATGCAGGGAGAGCATTAGAGAGAGAGAGAGAGAGAGAGAGAGAGAGGGATAGAGTGACAGGAGAGAAAAAAAAAAGAAAAGACAGCCACACACACACACACGTATACAGAAAGTACAAAAAAAAAGAAAGAAAAAGAAATAAAAGCAAAAGCCTATGGTGTGGATGATGCGCAAGCCCAGCGTCGTTTCGAACAAGAAATCAACACACAGATGGAGAACCTTTTACAAGCGGAAACATCACATCAGACGCGGCATCGACTACCACTGCACAGCATGGGCATATGCGAGGTCGATGTATGTATGCGTGAGTGACTGTGGGTGTGTGTGTGGTCAGAGCGGCCGGATGGGGGACAGACAGACTGGAATGGAATGAGGGGCATTGCAACATCTGGCTGTTGTTTGCTGTGTGCGGTTGCTTCACCTAGACTCGGCGCTCCGTCTTGCCCGCCCCGGAACCAACGTGTCGAAAAGGACGCGGCGCCCGCTTGGGCAAGGAAGCACAGCACTGGGGCTACTGCGTATTAACTGCCTGAATGAGGCAACTCGATGGACGCAGCTTGGCAGCCCGGCGAGGCGCCGTTGATAAACTGCCTGCGGGCTAGCAGGTGGCCATTGCGCCCCAAGTCTTGGTGGAGGGGGGCCAGCTGAGTCGAAGCTGCCCTTGACGTCGCCGCAAGGAAAGGCCAGCAGGACAGGGCAGGCGGGCAAGAAAAAAGAGAGAGAGAAAAAAAAGGTCGAGATAAATCTAGTGTGGGGGGAGGTGTTTAACCACTTTGAGTAAAGCGATTCCTACAGATCAAACGAACCCGGAACCGACGACATGTCTGCTGCCGGACCGCTGCTATAATTGGGGTATAGCAACCCACATAGTATCGCCTTTGCAGTGATTTCCGACTTGCCGTGTTGCTCGCTTGCCCGGATAGCCAGAGGATAAGCAAGAAAAACAAGTCATACAAAACACATAGCAACAAGAGCAAAAGCCTGCCGAAAAATGGTACGATCGCTTACCAATCTTGGCGACCCACGTTTGCTCACATTGCAACGTTCTGCTGAAACAGATTTGCAGTTTGAAGGACTGCATTGCCCTCGCGTGAGTGACGGCTGCTCTCGGCGCCACAATCGAGCAACCTTATAGTTAGTGAGGGGGCAATTTTCAGTGGTTGCATATTGGGTGCGCTATCGACGATGGGCCGACAAAAAAAAATCACAACCGAAGCTACTCATTAATGGCCGGCGGGTTATCACCAGGCATGCAAAACGCCCCCATATGGCTTTTGTTCCATCAACACCTTCCCGCAAGCGACATCGGTATAACAAAAAATGAAAAACAAAAAAGGAGCTTGCGGAGAAGGGCGGACGAGCAAGTTTTTACAGACGGCAGAGATGCAAGCAGTTAGTTGGTGATGGTGGGCATGCTTG
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CGTCGGCGAATGACTGTCATTATGTGGAAAAGGGAAAGGGGGGGAATTAAAAAAAAAATGCAAGAACCCAGCACCTGCTTTAGCGCAACACAGAGCACGGGGTGGCGGACACGACACGATTGCCGCAATCTAAGGCGCGGGAAGCATAATGGCTGAGGGGCCTGGACCTAGCTAGTGCCGGGGAAAGGAGTGCCTGGTCTCAGGGGAAGCTCAAATTGCTCGCTGCGACAGGGCGCTCTTTTTACAGAATTACTGGACTACGCCGTTTCAGCTCTGCCTCAGTGTACAGACGGACAATGATTGGTCGGGTTCGGGCTTTGCGGGGCTCCCAGGGTTCCAACAGGACCGCTAGCGGAAACTTACGTAAAATAGGGGTCTGGGAAATTGGACAAAAAAAAGGTGTGCCGACTTGGCTTTGGCGGACTTTCCGTTTCTTTTTGCTCCCATGCTCAATGCCGTGCAGCGCATGGAGAAAACAGCCGACATCGGCACAAACCCGGAGGCATAAGATATTGGTCCAACGAAAGGCTTACGGACGCCAGACGCCCGCCCTCCGGCCGAACTGATCCAACAAGCCGGCCTCTCCGTGATGAATATGCCGCCTTGGTGCACATTGTTTGTCGCTTAATCGAACAGCATCGCTCTTAGACTTTAAACAGATGCCTCGCATCTTCAACCAAGCAGCATGGTGCGGTAATCTGACGTCATAGTTAATAACAAAATACTAATAACCGTCGCAGCAACACATGCCGTGTCCGCAAGATCAAATGTTTGTGAGCGTTTGTTGTTGTAGTTCTCCTTTAGCTGTCCAGAGATTGTCATCTCACATTTTTGTTCCCAGGTGATGAATCGCTCCCCATCTGCCAGCGCTGCTCCAAAGCAAGCCGCTATTGTGACCGCAGTGCGGCGCCTCCCCTCCCAGTCCTTGTGCAGCCAACAAACACACAAGACGTCTTTCCATCGCCGTCGGATCCCCGCCGGGCTCTCACCAACCCCGCGATAGCCCGCTACTTCCACCACTACATCACCTCCATCGCCCCCTGGTACGACCTCAGCGATGGGTCCCAGCACTTTGCCACCCGCCTGCCAGAACTGGCCCTCGCCAGCGCGCTCCCGTTCGCTGCTGTCGTCGCCTTGGCCGCCATCCAGATCAGCCAGACGACGGCGCCGTCGGCCCGGGCGGCGGCCGAGTACTACCATGACCACTGCGTCCGGCTGTTGTTGGCTAGGCTAAAGGACGACAATGCGGCCCGTGGCGACGGCGACGGCGACGGCGATGGCAATGGCAATGGCAATAGCAATAGCAATGGAATAACGTTGGCTTCCATCTGTCTCCTGCGCTCATACGAGATCCTAAGCGAGGAGGTCGATCCAAACCGGCATCTCCGGGGCGCGTACTCGCTTGCCGTCTCCCGCCGCCCGCTCCTCCGGGAGGGTGACCTCGGCGGACGTGGAGGGCTGCGCGGTGCCGGGTTCTGGAACTATCTGAGGGAAGACATCACCTTTAGTCTGTTCCAGCGATGCCCACTCAAAATGGGACTGGATCAGGTCGAGCTGTTTGTCTGGCGTGGCGACGATGCAGACGGCGACCACGCCTACTTGAATGCGGTGTCGCTGATCCTGGGAAGGATCATCAATGAATGCTTTGGGCGCGAGACGCTGTCACCTGAAGCCTGGGACTTTTTGTTCAGGTTGCTTCGCGATTGGTGCTCGGCTCTTCTCGGC

CGGTTTGCGCCGTTTGCACGTGAAGAGCGCCGTCTGGGGCTAGCTCTGCCTTCTGTTTGGATGTTGCACGATTGCCATGGTAGGAACATTTTCCCTTGTTTTTCTTTCCCCAAGCATCGCAGCTGGACAAAGCTCGACGGATACCAGCAGTGACAGAGTGTACATGCTGATGATTCCGTGATGCCGCCAGCGTCGGCACGCCACTACCGGCTTGTGTGCATTGCCATCCTCTGCAACCACGCATCCACCTCGGAACAAATTTCGGACCTTATTTCGCTCCTAGAGGACCTTATTTCGCTC

CTAGAGGCTTCTCAAGACGTTGATCAGTGCACCACAAGGGAAGAAATTTTAGAAAGATGTGCAGTTGAAATCTGCGGGATCGCATTCACTGCCAACTCGCCTCCTGTAGTGGTGAATTGTTTTGGTCCTATTGCATTTTGTCAGTCTTGCCCTGTTTGTCTGTCCTTGTGCTTGTCCTTGTGCATTTCGATCACAAGCATTCCTAACGCGCCAAATCGTATAGGTGGGCCATTTATCCGCGACGAAGCTGCCCAGCAGGAGCTTGTCCGTCGGCTGATGGCCTGCAAACGAACCATCGGATGGCCTGTCCAGCGGCTCGTGGCGGACTTGCAGCTTGCATGGGGAGAGGCTGCTGGACAACAGATTGCTGTGTGATGCAGCTAGACTTGGTCGGGCCCGGTGGTGCAGTTGCAGTTGAGTGCTGCGAGTCAAGGATTTCCGAGCTCGGGTTTGGCTTTGCCTAATGCGGTATCCCCGCTCCCGCCTCCTTCACGTTCAAAGCCGAGCTCGGGTTTGGAGATGAGGTCACCACGCGATGCCTCATACTCGCAAAAAAAACTATTTAGATTGCCTCGCAACGACACTTGAGATTGTGGTCCTCGTTTGACCGGCGGACACCTCGTCAAGATTTTCTACAACCAAAAAACACCTGTCATGGCATTCGCACACCAACTTGGAGCTGCGCGACTTCTGCTCCGCCAACACCGCTTCGGCCTCGCCCAATCCAGCTGCCGCCGCACCATGGCGACACTTTCTCAGAAACTCAGCAACGAGCCCGCCGTGATCAAGCCATCGGCGGCAGAGATCAAGAACAAGACCCTCTCATCACGCAACCTCGAAATGGCCGTCCGTCACCTGCACGCCGACGGCCTCGTCGTGGTCGAGGACGCCGTGCCGCATGCAGACCTCGATGCTCTGAACGCAAAGATGGTCCCCGACGCCCGGTATCTGCAGTCGCTCGGCGAAGACGGGCCCTTCAACTACAACCAAGGCAATCTGCAACAGGACCCGCCGCCGGTGGCCGAGTATTTTTTTCCCAGCATCTTTACCAGTACGTTGTGACACTGTTGCCATGGCATCACCACTCCAGACAGGACAGCATTTCAAAGGTAGAGTTGAAATTACTAGCACGAACAACAGACAAGATCGCGACGCAGATAACCTCGTCCATCCTCGGCCCCCGCCCGAAATGGACCTTTTGCTCCGCCAACTCCGCCATGCCGCCTTCGTCCCCCGACTCTCCCCCGCAGCGCCAGCCCGTGCACTCGGACGCCGACTTTGACCACCCGCACCACCCCTTTGCGCTGGTCGTCAACGTGCCGCTCGTCACCATGACGCCGCACAACGGCTCGACGGAGCTGTGGCTCGGCACGCACCACCTCTCGGACCTGTCGGCGCAGGAGGGCGCGCACGGCGAGCGGGCCAGCGGCCGCATCAGGCAGCGCCTCCTGGACGCACGCCGGAGCACAAGAGGCCCCTGCCAGCCCGTCGTCAAGAAGGGCAGCGTCGTGGTCAGGGACCTGAGGCTCTGGCACGCGGGCATGCCGAACCTGAGCCGGGACGAGGTCCGGGTCATGCTGGCGTTTATACACTTTGCGCCGTGGTATCGCAACCCCATGAGGTTGAGGCTCGGGGAGGACGTCAAGGCCAGGATCGAGGACGTCGCGGCCGAGCTGGATGTTCCGGTGGACTGGGTGGGGAGGGAGGAGGTGCTGGGTGAGTATCTGCGGCGCGGGTTTGGGAATAGCTATGATTTTGGGCAGGAGGCGTGATCTGATGGGTTGAACTTTGTGGTGGCGTGAGGGCGCAAATTTGGTGACCTTTTTGGTCGGCAGAATTCCAGGCTTGATGTTTTTCTTTTGCCGATTGTGTATCCAAAATCTCGCTTTCTTCCCATGGCGCCGCTGACCCTGTACGTTCAATAGTTGGCCAACGCCAATCTTTGCCTCCTCTTGACTCTCCGCATGCGCCTGCG
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GAATGACTGTCATTATGTGGAAAAGGGAAAGGGGGGGAATTAAAAAAAAAATGCAAGAACCCAGCACCTGCTTTAGCGCAACACAGAGCACGGGGTGGCGGACACGACACGATTGCCGCAATCTAAGGCGCGGGAAGCATAATGGCTGAGGGGCCTGGACCTAGCTAGTGCCGGGGAAAGGAGTGCCTGGTCTCAGGGGAAGCTCAAATTGCTCGCTGCGACAGGGCGCTCTTTTTACAGAATTACTGGACTACGCCGTTTCAGCTCTGCCTCAGTGTACAGACGGACAATGATTGGTCGGGTTCGGGCTTTGCGGGGCTCCCAGGGTTCCAACAGGACCGCTAGCGGAAACTTACGTAAAATAGGGGTCTGGGAAATTGGACAAAAAAAAGGTGTGCCGACTTGGCTTTGGCGGACTTTCCGTTTCTTTTTGCTCCCATGCTCAATGCCGTGCAGCGCATGGAGAAAACAGCCGACATCGGCACAAACCCGGAGGCATAAGATATTGGTCCAACGAAAGGCTTACGGACGCCAGACGCCCGCCCTCCGGCCGAACTGATCCAACAAGCCGGCCTCTCCGTGATGAATATGCCGCCTTGGTGCACATTGTTTGTCGCTTAATCGAACAGCATCGCTCTTAGACTTTAAACAGATGCCTCGCATCTTCAACCAAGCAGCATGGTGCGGTAATCTGACGTCATAGTTAATAACAAAATACTAATAACCGTCGCAGCAACACATGCCGTGTCCGCAAGATCAAATGTTTGTGAGCGTTTGTTGTTGTAGTTCTCCTTTAGCTGTCCAGAGATTGTCATCTCACATTTTTGTTCCCAGGTGATGAATCGCTCCCCATCTGCCAGCGCTGCTCCAAAGCAAGCCGCTATTGTGACCGCAGTGCGGCGCCTCCCCTCCCAGTCCTTGTGCAGCCAACAAACACACAAGACGTCTTTCCATCGCCGTCGGATCCCCGCCGGGCTCTCACCAACCCCGCGATAGCCCGCTACTTCCACCACTACATCACCTCCATCGCCCCCTGGTACGACCTCAGCGATGGGTCCCAGCACTTTGCCACCCGCCTGCCAGAACTGGCCCTCGCCAGCGCGCTCCCGTTCGCTGCTGTCGTCGCCTTGGCCGCCATCCAGATCAGCCAGACGACGGCGCCGTCGGCCCGGGCGGCGGCCGAGTACTACCATGACCACTGCGTCCGGCTGTTGTTGGCTAGGCTAAAGGACGACAATGCGGCCCGTGGCGACGGCGACGGCGACGGCGATGGCAATGGCAATGGCAATAGCAATAGCAATGGAATAACGTTGGCTTCCATCTGTCTCCTGCGCTCATACGAGATCCTAAGCGAGGAGGTCGATCCAAACCGGCATCTCCGGGGCGCGTACTCGCTTGCCGTCTCCCGCCGCCCGCTCCTCCGGGAGGGTGACCTCGGCGGACGTGGAGGGCTGCGCGGTGCCGGGTTCTGGAACTATCTGAGGGAAGACATCACCTTTAGTCTGTTCCAGCGATGCCCACTCAAAATGGGACTGGATCAGGTCGAGCTGTTTGTCTGGCGTGGCGACGATGCAGACGGCGACCACGCCTACTTGAATGCGGTGTCGCTGATCCTGGGAAGGATCATCAATGAATGCTTTGGGCGCGAGACGCTGTCACCTGAAGCCTGGGACTTTTTGTTCAGGTTGCTTCGCGATTGGTGCTCGGCTCTTCTCGGCCGGTTTG

CGCCGTTTGCACGTGAAGAGCGCCGTCTGGGGCTAGCTCTGCCTTCTGTTTGGATGTTGCACGATTGCCATGGTAGGAACATTTTCCCTTGTTTTTCTTTCCCCAAGCATCGCAGCTGGACAAAGCTCGACGGATACCAGCAGTGACAGAGTGTACATGCTGATGATTCCGTGATGCCGCCAGCGTCGGCACGCCACTACCGGCTTGTGTGCATTGCCATCCTCTGCAACCACGCATCCACCTCGGAACAAATTTCGGACCTTATTTCGCTCCTAGAGGACCTTATTTCGCTCCTAGAGG

CTTCTCAAGACGTTGATCAGTGCACCACAAGGGAAGAAATTTTAGAAAGATGTGCAGTTGAAATCTGCGGGATCGCATTCACTGCCAACTCGCCTCCTGTAGTGGTGAATTGTTTTGGTCCTATTGCATTTTGTCAGTCTTGCCCTGTTTGTCTGTCCTTGTGCTTGTCCTTGTGCATTTCGATCACAAGCATTCCTAACGCGCCAAATCGTATAGGTGGGCCATTTATCCGCGACGAAGCTGCCCAGCAGGAGCTTGTCCGTCGGCTGATGGCCTGCAAACGAACCATCGGATGGCCTGTCCAGCGGCTCGTGGCGGACTTGCAGCTTGCATGGGGAGAGGCTGCTGGACAACAGATTGCTGTGTGATGCAGCTAGACTTGGTCGGGCCCGGTGGTGCAGTTGCAGTTGAGTGCTGCGAGTCAAGGATTTCCGAGCTCGGGTTTGGCTTTGCCTAATGCGGTATCCCCGCTCCCGCCTCCTTCACGTTCAAAGCCGAGCTCGGGTTTGGAGATGAGGTCACCACGCGATGCCTCATACTCGCAAAAAAAACTATTTAGATTGCCTCGCAACGACACTTGAGATTGTGGTCCTCGTTTGACCGGCGGACACCTCGTCAAGATTTTCTACAACCAAAAAACACCTGTCATGGCATTCGCACACCAACTTGGAGCTGCGCGACTTCTGCTCCGCCAACACCGCTTCGGCCTCGCCCAATCCAGCTGCCGCCGCACCATGGCGACACTTTCTCAGAAACTCAGCAACGAGCCCGCCGTGATCAAGCCATCGGCGGCAGAGATCAAGAACAAGACCCTCTCATCACGCAACCTCGAAATGGCCGTCCGTCACCTGCACGCCGACGGCCTCGTCGTGGTCGAGGACGCCGTGCCGCATGCAGACCTCGATGCTCTGAACGCAAAGATGGTCCCCGACGCCCGGTATCTGCAGTCGCTCGGCGAAGACGGGCCCTTCAACTACAACCAAGGCAATCTGCAACAGGACCCGCCGCCGGTGGCCGAGTATTTTTTTCCCAGCATCTTTACCAGTACGTTGTGACACTGTTGCCATGGCATCACCACTCCAGACAGGACAGCATTTCAAAGGTAGAGTTGAAATTACTAGCACGAACAACAGACAAGATCGCGACGCAGATAACCTCGTCCATCCTCGGCCCCCGCCCGAAATGGACCTTTTGCTCCGCCAACTCCGCCATGCCGCCTTCGTCCCCCGACTCTCCCCCGCAGCGCCAGCCCGTGCACTCGGACGCCGACTTTGACCACCCGCACCACCCCTTTGCGCTGGTCGTCAACGTGCCGCTCGTCACCATGACGCCGCACAACGGCTCGACGGAGCTGTGGCTCGGCACGCACCACCTCTCGGACCTGTCGGCGCAGGAGGGCGCGCACGGCGAGCGGGCCAGCGGCCGCATCAGGCAGCGCCTCCTGGACGCACGCCGGAGCACAAGAGGCCCCTGCCAGCCCGTCGTCAAGAAGGGCAGCGTCGTGGTCAGGGACCTGAGGCTCTGGCACGCGGGCATGCCGAACCTGAGCCGGGACGAGGTCCGGGTCATGCTGGCGTTTATACACTTTGCGCCGTGGTATCGCAACCCCATGAGGTTGAGGCTCGGGGAGGACGTCAAGGCCAGGATCGAGGACGTCGCGGCCGAGCTGGATGTTCCGGTGGACTGGGTGGGGAGGGAGGAGGTGCTGGGTGAGTATCTGCGGCGCGGGTTTGGGAATAGCTATGATTTTGGGCAGGAGGCGTGATCTGATGGGTTGAACTTTGTGGTGGCGTGAGGGCGCAAATTTGGTGACCTTTTTGGTCGGCAGAATTCCAGGCTTGATGTTTTTCTTTTGCCGATTGTGTATCCAAAATCTCGCTTTCTTCCCATGGCGCCGCTGACCCTGTACGTTCAATAGTTGGCCAACGCCAATCTTTGCCTCCTCTTGACTCTCCGCATGCGCCTGCGCCGTCTT
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CCGCTGTGGCCCGACACGGCTTGGCCGATTGAGCCCGAGCCTGGTCCACCCTGGAGCCAAAGAGTCAGTGGGGCCTTTCGTGGGGACTTTCTGGCCTCGAAGAACATGAAGAACATGTTGCTCTCGACGGGAGAATCCTCATTTGGGGGTATGGTGATGTAGCCGCTAAAAGATCGCACCCCAGGAGTGGTCTCGCAGATGCGAACCTGTTTGCTTAGTGGTTAATGACTTTTCTTTTCGTCTCATCATCGCGGCAATCAGATCATGTACGGAGTGGTACCCTTTGGAATCTTCTAAAGTGTCCATACTGGGCTGGAACGGATCTGTAGGCATCGTCGTTGAACAGGACAAAAGAAAAGGACAAAACGATGGCTAATCCTATGGTCATCGCGAGGACCTTGTTGCCTCGCGCTGGCATTGTGCAACACGGCAGAATCAGAATTGAAGTAACGGCAATCAATGACAATCAATGACAATCAATGCCACTGTTCAGAGACCAAAACCCCAAGTAGAGTCGCCCGTCCAGACAGTCAAAATAGAAGGGCGAGAACAAAAGTCAATCGCAGCATTCCAGCCAAGCTTTTCGGGCTTCGGCTAGCTCAGTTTGCTACACGTATGCCAGAGACAAAAGTCCCATATGGATGATGATCGTGTCAGCGCAATCAGGCCATAGACCAAAGTCCAGAACTTCAGATGGTAGAAAACACCATTACAAATCATGTACGAAGCATGACTCGTCAACCCGTTTCCTGCCCGGTACTTTCTGTTCATGGTTAAAACATGGTGCGGGCAAAGCGGGCCTAGAATCCTGCCGGGCTTGGTAACCTCCGGCGCCGCTTATCCACAGAAAACGAACTGCCGAGAGATACAACACATTCGAGATCCACTGCTTGTAGTAACAGGAATGACAACAGAAATACACGAGAAACATTGGCAATACAAAGTAGTGGAAATACCAAAGCTGTTTTGAAGGCGAAATCGTTGCAATTGAAGCTGGTATTTCAAATGTTTTGGGTTGAAATCAGGTGCTGCAGGAATATTAATTACTGATAACCGTTATTAGCCACGGGGACAATATACGGTACCTTGCGTTGTAGCCGGTATAGCACGGCGAGTACAAGGTCCGTACCACAGGTAGTGACCAAAGTACCTATGATGTGCTAAGGCGTTCTACTTTGCAGACAACATACGTTTCGCATACTTACACAGCTGGAGAATGCCAAATTTGCATATTTTATATCCGACACCCCAGACCCTGAGTTGTTTATTGATGTGCAATAGTACCACGTATCTCAGCCCATTGATCTTCTGCTCTCAGGTTCTGACTCTAGCGAGCTGGGACTGCATGCCGCACCCCGCAATACAAGGGCAAGCTTTAGGTTTAGGTTTTACTAGGCGAATCCCCACAACCCCACACACTTCAGGCCCTAGCGTTTCTCCAGCTGGAACGACCCCCTGGCCCTAATCCCTATAGGGCTTGGCGACTTGAGCTTGACCGTACTCCCTTTATCCCCGCCGTACATCTCCTGGCACGTCTAAAGCATTCATCCCACCGGACCGCGCTACCGGCACTGAATCATGGTCTACTTGCGTGATGGACAGCACCTCTGCTCGCCATCGGAGAATGTGAATAGCGGATTCGCCCGGATTATTGAAGCGCCTTGAGGCACCCCCGAAGCTCGTTACGGTAACAGTCTTGACCGGGGTTCATCGACGCTATGCGATATTCCCTAAAATAGAGGCTAAGATTCTGGAATTTCAGTCACTTTGTGACTTTGGGTAGGTTTCCAACCGGTTTCAAGTCAGGTGGCGATATGGGCGAGGGGTCAAAACCAAACCAGTCCTCGCGCTCAACGTACGTTTCCCGGAGACGTG


AGAGATGCCCATCGACAGGGTGTCGAGGTACGTGAGTGGTTTCGACACTACTTCCTTCGAAACTACTTCCTAGTCCCTTGAGCATGCATTTAGTCCCCTGAACAGGCACTGAGAATGCCAAGGGCCAGCTTGCTGCAGGACAGCTTGCTGCAGGACAGCTTGCTGCAGGACAGCTTGCTGCAGGACAGCGATGATTCTCGTCGACGTGAACAAGTTCATATGATGTCCTGAGGGCTCCAGAGTCCAGACGTCGTAAGTTACCTAGGGTAGCTTACTCTACTTTTGTAGTGGATAACCATG

TCTTTGAGTGGTCAAGTGGTCGCAGCTGTTGTCTGACACACCTACTGCGCTTGGTTTACAGGTCCCTAATGAAGATGAACTTTGTCGTAGACTGCAATCTTTCAAGCTTGGAGACTTCCCTTCAACGACAGCCATAGGAGCAAGGAGCTGAACCTCGAGCCTTGGCCATACGGGAGTGTCTCGCCAGCCCCAAGCTACACAGCGTCCTCCTCAAGGAAATCTCCACCGACAAGGCATACTTCGAGACGATCCTGCGTCATGTCGGTACAATTGACCGTCTTACCAAGCTGATCACTGCGCTAGCGGAAACTTTTATTGAATGATCCCACTGCCGATTGACAGCCAGTTCGACGGCCTTTTGGAGCATTGATGCCAAGGGCTCACTTGGTGAAATATGGACCGTTGTTCGCTTACCGACACGCTGGTTTGAGGGTTCCATCGGTCTCGAAATGTGTTGCAAGAATAGATATGGGATGGATCCTCTGCATGGCAGGGTACTGCAAAAATAACAAAAAGCAAATATGCCGAATTCTACTTGTTAAGTTATTAAACACCTGACGTTCCCTGATGCCATCCCGATCGATTGATTCGACCTTTGGTTTAGAAAGCCAAGCTTTCAGGGTTCACAGGATCCCCTGCATCAAAGCTTCGCTGCAAGCCACACACCGGTGTGCCAAAAGATTGAAACAAGCACCCATGTCTCTTGATCGCATGGAGACGCCCCACGCTAATGGGACTTGTAGAACACACGCCCCTATCCACTCACAACGACACCCTTTTTTTTATAGAAATGGGCAACCTTGTTTCATTTCGACAGCCGAGAACCGGACCGCTGTCGAGACTCTCCGAGGTGTATTACACATTTAGCTCTGTATGCATATGAATATTCCGATCCATGCATGGATCCACCCCATACCTTAATTTGACAGGCTGGGTAGACGTGGTACAGGATTAGCGAGAGCTCGGTCAGGCATGCCTGGACATGTGGGATGCTGGGAGAGGGCGTGCATACAAGATTATGCCCGAGGCGATCAAAAGTTTGGGCAAAACAGCCTTGCTGGGCTCGACTCAAGTCAGGCAGTCAGAGGTAGCAATTTTTCCGATTTTTGACGTTATCAATCTTGGAGCCGGGCCCCGGTGTCGTTTTAGTTTTTTTGGTGGGCCAGGATTTTTACTTTTTTTTTTTCAGTTTGGCTATTCCGCCAGTCGGCACTATGCCCCTCCCAGATTTGTCATTCTAGGCATTTCTGTCTTTGTAATTTGGTTCATCTGGATCGCAAGTATGTCAAAATTCTCGTCTTTGACACACTATTTATTTGATGTCCTACAAGTCACATGAGGCCTCTACTCTTGAAAAGCCGTCGATCCTTCTGGTCGGAGCTACAGACTTGTACGAGGCTAACCATGGCTGACGGAGCCTCCACTTGTATCTGGAATGTGCCAACTGAAGTTCCAGAAGCTAGGCCGATCCGCAGCATCACCGTGTCAAAATGAGAAACATTAGACGCACAAGGCAGCCATGTCTTTACCACCCCAAATTTTTGCTACTTGGTCCAAGTTGTGAATGAGATTTGCCAATCTTGGTCGTCCCCCACCCCAGTAATGCGGGTTAAGATACAGCCACACCGCCATATGATCATTCCGCACAATTACCCAAAGTGGGCATTTTGGCAAGATCCGCGCATCACGAGCTCACTTTTTGATCCGCAGTCTCCTGATGACCGTCTTGAATAAATGCGATGCGCTTCACCTGCTACAAGGCAGACAACAACGCAGACAACAACGCAGAAAAGTACTTGCTGCGTGTCGCTGTATGCTTGCTGAA


Chr.4
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AAGGCTATGTGAGTTGGGCCGACTCTAAGCAAACTACAATGCTTAGATGATGGAGGCCATCGTTACATCACCCAATGTACGAGGTTCGGAGATACGGATTAGTTTCTTGTTGATTGTCCTTTTTTTATGGCTGCAATTCAGCCACTTTAGAACTTGGTATGGGAGGATTGTTTTTTTATCCCCCATATCATTTTCTTCTTGTAACATTGTTAAAGTCGCTCTTTATCACTTCTGCCTACCAAATCTTGCCCAAGTCATCACGCCACAGCCCGGCCACATAGTTCCCAGCAACCAAGTTTAACAGCATATAACGGTAACGCATTACATCCATTGTTTCTTTCATATCAAAGAAACGCATATGGCTAGCTCATACCAGCCCAAGCGAAGCATCACTCACCACAAAATCACCAAAATCAAAAGCTGTCTTTCTATGGATGTCTTTGTAGGGGGTTTCGTGTCCCCCATAAAGGCCGTGGTCCTATCATCAATTCATAATCTGGTGCGCTAGTAGAGGGCAACTTGTTTTGTTCCTCGTCCTTGTTTTTTTATTTTTTTTATCTTGTCTATTCTTTTTTTCGTCTTTTGTTTTCAGCCTTATGCTTTCATCGTGAAGCTATGAACAAAATGGGAAGAGGAAATTTATTTGTATTGGGATGCCGGGAAATGTGGATGAGATACATGTCTGTGTACATAAAGAAAAGATATACCCCTACGACGATGGGCTGACGCTCGCTATTTATTTTTTTTGACTACATATGATACAAAATGTGTTTTTCCTTGTTGCTCGCTGGTCTTTTCCCATGATATATTACTACGTATCAGACATAACAAAAGATTGGGTAATGTTGGAAGAGATATGCCCACCTACCTATTCTGGGTGCAGACCATCGCACAACCTCATCTGAAAATTTTGGGGCCACTCTGTTATAGGAGAGAAATGGCATCGGTAGTTTCTGTCAACCCAAGCCATGAGAGGGCCTTCATACTGCTCCCAGGACCGATATTTCACGCCAGAATTCGACGAGCCTGGTCTATCATCTTGCTTGACACGGAGACGTCCAACTCTTCCCACACTGCACACCACATATGTTCATCGCAGAGGACATGCGATTACTTTCTATCAGGGGCTTTGTCATGAGCATCGTCTACCCAGTCATCGGCTGGTCCAAAAGAAGGGTTCACCATAAATGGGTTACGAGAAGGACACTGGGCTCTAGGCGGAGGAGCATCTGCTAGACGACATTGCAGCCTGGTTACTTGCGGGAACGAGACTGACGGGTGCTCTTGGACTGCTGTGTAAAAGCCGACCACTTATGGCCATGGTGACCGCCAATTACATACAGCCGAGTTCCATGCTGTTCAAGTGATCCTCCTAGAGATCACACTGTAATAGGCACCGCTGACAATAGGAATGAAGGTCATCGGAGATTTTTCACCAAGATCCATGTATAGCTTCTGCCTCGAACTCCTCAAGGTACGCAAGTAGCCGAAACGCCACGCCTTCGTCACACAGCCACCTTCTTGTGACTCCTGGAGAAAAAAAATGTACACCTTGGTTATGCACTGTTCGAAATTTTTGAGAATTAGCAAAATTGGAGATTGACTAAAGGCAAACAACCGGATAAACGGATAAAGCTCTGCTGTGTCTTCTGCATTACTTTTTTCTTCCTTTTTTCGGTTAAATCTTCCCACGATCAGTGAAACAGGATATCATTGGGGAGAAGCATCCGCGAATTTCGACTTCTCTGACGGTGCGTTAAAAGTACCAGTGTATTCGGGTTTCTCGTATTCATGAGGGGTATCTCCTAGGTAGGTATATATAAAACATGGATTGTATAGCTGTTACGAATCTGCCCTTCATTCAGGCTTAGTACGTTTATGGTTATGTGGATCTCTGCTGACGAACGAAAAGAGAAAATCAACGTTATTTTCCTGCCGGTCTCATCGTTG

CACTTACATCAACAAATCTCTCAACAGCAGCAGGACTGATTACTACAGAGCCCCCCCCCCCCCCCCCCCCCAACTTCGAGGCAAGGCTTCAAACTTGTCCTGGCAACTGTAAGACAACCACGTGTTGCTGGCTCGCCTATCTCAGCTGTC

AAAGCTGGGAGCAGTGTTGCTCACAGTCACCTGGGACCTGGGTGGCTAGGTAAGGCTCTTATGTGATTTACTTTCCCCAGGGATAGCCGGGTTGACCTCTTTTTGCTACCCATTGTCGTCAGGTCTATAGGAGGCTGAGTGGGAGGCATCCAATTCCATCCTGTTCGTGTGTGGACTCGAAGATCTCAGGTTTAGATCTTTTATTGGGATCCACGTAGAACACCCGCCGAATTCACAATACTCTTAAAGGTACGTGAAGGGTCAACGGTAAATTGCTTCGTTTTCTCTTTCGTCTTTACCTCTTGTGGGGTGCCTGGACTTTCTATTTTTGGCGAGTTGGGAAGCTCTTTTTGAGTGACTGGACTAGGCGGCGGTGTTAATGGAAACTGTTGCTCAGGCTGTGGTTTCTTCTCCACTGCCTTTGGTGTCTCTGGACGTTTGATCGTTAATAAATCAGGAAGCTTTTTATCAATGGTTGGACTAGGCGGCGGTGTTAATGGAAACTGTTGCTCAGGTTGTGGTTTTTTTTCAGCTGCCTTTGGCGTTTCTGGACGTTTGATCGTTAATAAATCAGGAAGCTTCTTATCAATGGTTGGACTAGGCGGCGGTGTTAATGGAAACTGTTGCTCAGGCTGTGGTTTCTTTGGCGCTTGTGGAGTCTCTGGATGTTTGATCTTCAACAAGTCAGGAAGCTCATTATTAGCAACTGGACTGGGCGGCGAACCAGAGGCAGCCGATGAAGATGAAGATGCTATAGATGGAGAATGCTTCGCCGGCTGTGTATTCATTTGACCTTTCGACAGCCATGAATCTAAGGTTGTCTGTTTCTTCTCCGCTGCCTGTGGCGTCTTTGGGCCTTTTGAAGGTGGAGGAGGGGGCAATTGGCCAGAAGGAGATGACGAAGATTGAGATGATTTTAATGGCGACGACTGTGGGACTGGGGCAGGCTGTGAACCTATATTTGTAGCGGTCTGTGGAGCATCTGTTGGCTTCTTGGGGTTTTTTTCCTTCTCGTGCTGCGAGACTGTGGGCGGCTCATAGGCCCTGTACTGCCCTTGATATGGATCCGGGCCAAGATTCGAATACCATCCTGCGCCCCATGGTGCGCTTGACTTGAATGGCTCTTTTGACGGATTCCCAGAAGGGGGACCGGGTTTGAGTGACGCTGACACCTTAGCAGACTGAAGTGAATCGACCTTGGCGGGAACCGGTTTCCGCTTGATCTCCTCTTGTCTTGGGGGCGGCGTGAGTGGCCACGTATTAGACTTGGGAGGATACTGTGTGTTCTTCGCTGTCGCTTGCTGTTTGGGGACGCCACCATGTGTCGTTTTCTGCTGATTCTTGTTGGGGGGAATCCCTCCCGACGTTGGAACGCCCTGGGCACTTTTCTTTTGCCCCCATAGTCCCCAGCTCGACGGTGTCCACCACGATGATGCTGTGGAGGGCTGCGATTTTTTCGGGGATGGTGATGATGATGGTGATGTCGAGGAGAAGGGCCAGCCAAATTCCCACGGATACGGTGCTCGTTTGCGGATCATAGCCGTCGGTCTGGATCGGCGCCATTCTTGGTCTGGGAGGACCAGTTCTGGTGATGTCAGGTGCGGCGAGGACGAAGGAGGAGGTACGGGCAGGGCGCCTCCGAAAGTGAGCAGCAGGATAGTGAGTGAGAGAAATGTAGAGAAGAACATTGTATGTTTCTCCTACCCCAGACGAAAGCTGGTGGTAAATGTCAAATGGCAAGATATAAATCAGGGACGGGGTTGATCGTCGGTCCCAAGGAATTCGTTATTGTTATGCATAAACGGTTCTGCATGCATATCATCAGTACCTAGGCAGGTCCTTTAAGGTATGCAAGCTGCGGAAGTTCCCTTAGGGAAAGTCGAGGCGATCACCTCAGCAG

> MD402_chr04:2234773-2238773
TCAGGTTGGCACTCCGGCTGATTTCCTCCGCAGAGAGCGGCCCAAGTGGGTGTATTGGGTACTGAGTACTTGTGCCATTCTTCTGATGCTGGTCCGCAGCGGCCGATTCGGGCAGAGATCCCATGTTAGTGGATCGAAAATGTTTGGTAAAAAAGATCGGATGACGTTTATGTACAAGTCCGTGGGAGGCGCAATAGGGGGTTTCTCAAATCTCTCAACCAGAAAAAACCCCCAACGGTAAGCCAAGGGAGGTAGGGAGGTCATTGTGGTTATATATAAGCCTTGGAGGGGAGGCAAGAAGCATGCAAGTGAGATAGGAATAATGGAGATAGCCGGTGGTACATAGTTACATTGTTACTAACTGTCCTATGTTGGTTGATCCACCCGGGCATGATCGGCAAAGAATTTAAACTACAGCCGATTGGTTCTCTAGTCTAAATCAGGAAGCCAAGTGGCTAGCCTACAAGTCAATCATGGTTCTAAATTGTCTGTTGACACGTTTGACATGAGACCCCGCCCTGCCCGCTTGCCTTGACGCTTGTTGCTACCAAGCATGCATGGAGATTTTTAAAACATGACAAAGTTGGAACACGATACCCCATAGATTACGTTACCCCTCATTGATATATGTATAGTGTGGATAATGCGCTTGCGCTTGCAGATTGCCAGTGGCGACTCATCCAAGATACCCCCGCGAACTCGGAGGTATTTATATACATCGTATCTTGGGTACTTTGTGTACAAGCCTCGATTGCAATTACACATCAATCAATGGTCAAAAAGGGTCCCCGGTCTTTTTTTCCGGAAAAGGGTGGGCGCCGGGTTCTACTTCAATAACCTGCGATAGCCAGAAATCATCCAAAACCTCGCATACCACGTGTGCAGGTCATCCATCCACGGCGGCATGGGAGGCTTGGCCTCGTCGCCCTCTAGCTTCCTCGAGCTGGGGAACAGGGTGCTCTTGAGCCCCAGCTCGACCTCACCGCGCTGCCTGTCCACCACCGCCGAGAAGATGAAGAGGCCGTCCGAGTCGCGCGGACCCTGGTTGCGCGGCGAGTCGCCGCACCGCACCGTGATGGACGTTGGCGTCTTCTCCAGCACCTGGAAGTGGTCCGTTATGATGGTGCCCGGCTCGTACGTCGAGGCCGACAGCTGCTCCTTGGACCAGAGGTCTTGATCGGTCGAGGTCGAAGCGTTGTGGTATTTGCGTGCTAGGTATCGACGCTGGATTTCGTAGGCTGCAAGGGTTTTGTGCGAACAAAAAAACAAGGAAAGAATTCGTTTCAGAAAAAAATATAATCTGGAGGAGAATCATTGACCAAAGCTTCCGAGTGGTGAGCTGATTTGCTTTTGTGGGTTGGCACACGTACCAGGGCTAGTCCAAACACCACGGCAAAACTCCAGGACGATGTCGCCTTCTTTCTCCAACAATTCCGGTCGTATCTTGTCGAGGGGCACGCGCTTTGTCACGACATCCTGGGTCGGCGGGTTTCGGTGGATGTTGTGCTTCTTGTACAGCTTCGACTTGAATACGCTATCGTTGACGGGGAGCGGCCTGGTAAGAGTGGTGGCGCTGCCGATGTAGCCCAGGGTAGCTGCTGCGGTCACTGTGCCCGCGACCAGGGTTTTGCGAATAATGCCCATTTTTGGCGACTGCGATTGCTTGTTTCTGGTTGTTTGTTCTGTTTATTGCCGTAGGCGACGCGTCTCGGTTGACAGTAGCTAGCGCTTCTCTCCTCAGTTCCTTGGTGGAGTTGCGCGAAATCGCCTCAAGGTCGGCGTAGCGCTTCGGTGGGTGCG




ATGCCGGACCTCGGGATTGGAGTGGAGGGGTTCCAGGTACTTGCGGGTACACTAAGCTGCTACGTCACATCGACCCAATTTTAGCAAATCTCGGTCTTGAAAAGCGACCACATCAAATCAATATTCAATTTACGCATCACCACCACGAGTGTTGACTTTGATCCTTATCAACATGTGCTGATATCATCGGATTACTTTACATATATATATATATATATATATATA

TATATATATATATATATCCAAACTATAACACTGTTCCCAGCAGCAAGCTAAAACTGCCATCTTGTGCTGATTTGTAACAACGCCAAAGTGACGCTGCAATCAAATTAAATTCGGATGGTTCGGAATATCGAGATGATAACAAATAACGTTGCCTCTCTAGACTGTCTACTATGCAAAGTGGGATTTAATTTCTGCTTTTCGTCCTGCTGCAGGTTGGTCAAGGAACGTCAGAGCAGATTACTGGCGCAAGACAGCACATAACTGTGTGGATTGCATAAATTGCGAAACGATACGGTTTCTGAAAGATTAGCAAGCTCTTCAAGCACCAAGGTCAATATAGAGAGCACACCACACACATGTGACAAATGATGGAATATTTGCGGTCAATGGCAATTTCTTTATCTCTTACAGACGCGGTATCGGTCTGATTTCGTCTCTAGCCTGGTCATTAATCCGCTTCCACATTCCTTTCCTCAGTTCATGCCCATCCATGAATGCATCGAGCCACTTCTGGTCGAATTTTGGCAGCTTCCTACCCAGCCCGGGCTCACCGTCTCCGGCCAGCTCTCTCAGAGTCTCAAAATACTCTTCAAAGTACGGGTGGATGACGGTGAACTTGGGCCCATCGCCAGTTTCTGCGATGCGATTGACTTCCCACCTCTGCATCTCGTCAAGAGACGGCAGCGGCCTCGAGGTCCTGCCGGCTAGGATCCGAGCCGCCAGGACGGCCTGCCACTCGAATATCTTGAATGTCAAGCCCGCTCCGACCGCCCCGACGAACAGCAATGTCGGGTCCTGCTGCCAAACAACGTGGTGATACAAGCCCGGCACGCGGTTCTTTTTCGGTTGGATTTGCGGGAGGAACGGCAGGGTCCAGCTGTATCCCGTGCCAAATATCAAATAATCGACTCCGCTTGCCGACGTGCCGTCGACAAAGTATACAGTGGCCCCTTGGCCACCGGGTGGAACTTCGACTCTAGCTATCGAAGGCTGCATCTTTACGTTTGGGTGGCGGAAAGCCTCGTCGCCAAAGTATGGGTTGGCGGTGTGCCCCAGAAAGACTGCGTGCACGGGGGATTTTGCAACTTTGACAATGTCAAACGCAATGTCAGCGGCTGACACAGATGCGCCCACCACCACAACTCGCTGTTTTCCCAGTTGTTTTTCCTGATAAGCAATCGCCCCCTTTCACAAAATACTGGGGGAAAATCCGGGCTCGTCTCATCTGCCCCTTACCTTGTCTCTGAACTGATCCCTACCCCGGAAATATTTGCTGTGCAAAATACTCCCCGGCATAGCCCGCTGCATCTCCTCCAACCCCTCGACCTCGGGGACGTACGGCACGTTGTAGTGGCCATTCGCAACGACCACGGCATCGAACCTCTCGTCCCACCAGTGATCGCCCCCGCGCCCGTCCGCCTTGCGCAGGACCACCCGCCACTCGTCGCCGACCTTCTCGACCAGCTCGACGGTCGTGTCGTAGGACACAACCTCGCTGTGCCCAGGCGTGGCATGGATGACATTGCTGACGTACCGCTTCAGCACCTCCCAGTGACGAAACGGCGTGGAAGGGCCATACAGCGAGACGGACAGCTCGCTCCTGTCGGCCGGGATCGGCTCCTGCGAGAACTGCATGGACAGGTCCTGCACGTTGGTCTCCAGGTACGGGTAGATGGACGAGTCGGCGAAGCGCGGCTGCGTGAGGGCCGCGACGCCGTGTGCTGGGATCTGCTCCGGGATCGGAACCGGGAGGTCTGCCGTCCGGTCCGCAAGGCGCTTAAAACCAGACAGGTGCGGAGGTTCCGCCGAGTCCCCGATCCTTTATTTTGTGCAAGAGGAAGAAGAGGGGCGGCACAAAAAAAATCAGCACTTGAGCCGCGGGTTTGCGCATTTCGTCGCAATCATGTCGGCCACCCGTCTTTTCCCACTCACCAGCATCCTCCAGGGCCTTCTCTGCGCTCAAACACTCGAATGA

> MD403_chr04:2431428-2435428
GAAGTACTACAAGGTCGTCTTTCGTGGGCTCGGGTTCCCGGTTAGTGTCCGCGACAAGGAATTCGTTTACGAGGGCTCACCGAGCGAGAGGGCATCGGCATTCACGGACCGCATTCAGGAGCAGTACCCCTCTGCTCAGATCGTCACGAACGAGAACGTAGACGACGTTGAAGGCCAATTCCTCGTCATATCGGTCATAAGCCCCGATCGTGACCTGGCACACCTCGTGTTCCAAAGGTCGCGAGTACCACAGCCGATTCGCGAGTATCTTGTGACTCCTCACCCACAAAAGTTTGCTGTCACGTCAAAGCGCAGCACAACCGGCCCTCCTTCAGAGCACTATGCAGAGAAGACCGTTTATGTCACTGCCGACGTCTTCCCGACAATCTTGCGCCGCAGCGAGATCGTTGACAGCTACAACATTAGTCTTGATGCCAAACAGACTGCCCTCGAACGCATAGTGCGGAAAACGCAAGAAATGTCTGGCGTTGAGAAGAGGGTGCTTCAAGGGGAGGGCGGCAAGGAGTTGCTTCAGCTGCTTGTTGATGCAGTCAGCATATCAGTCAATCCGAACTCGGAGAACAGTGTTGCATGCTACCGGCAGCTGATAGCTTCGAAAAAGCCACCGCGCAAAGATGACGAAGATTCCGATGCCGATGAGTCTGATGACGATAGCGACGACGACGCGGTTCTCGACCCCAAAGAGAACGCCATCAAGATCGCGCTGATTGATCACGCCATCATGCTGAAGCGTGTCCTCGCCAACATGGCCAAGAGCTCTAATGAGATCCTTTCTCGCCACCATATGGATCTGCAACGATGTAAGCTCTGCACTTTGATTTCATGTGCCCTTATCATATACATACTGACATGGCGTTACGTTATAGACTTTGAGAGCACTTTCGCATCCGAGATAGCAACGTTCGCCCCGCCGCAGCCGCAGCAAGAAACCACGGGCTCTGTCTTGTCGCCGACATGGTCACGGACTTCTGCCGCAGATCACGCGTCTTCCCCTGTTGTACGACAGCAGGGCTTGATGTCGCCCTTCCTGACGAACAACAGTATCATGGCGCATCCAGACGAATCTGTAGTTACTGTCAGGCCTGTATCTCTACGACAAGGCAAGGGCGCGCGGTTGAGCTTCCTGGGTGGCCGCAAGAAGGAGACTCCGCCCACGCCTACTTCGCCTCTGTCACAACACCAGGCGAATTGGCAGACACAGCTTCCGCCTTTAAACACCAGTACAGAGCCAGTGAAGACGCCACGGCAGCAATCCCAATCTCAGACACCGATCGACCGCGAGGCGAACGGAGATCTGAGCCGTATCAGTAGCCGCGATACGAGCACTGCCAACAAACGTCGCAGTATTTTCAGGCCGCTTTCGGTCCTAGAAAAGCAGGATTTCTCGCTGATGACATCGACGGCCACCGTTACGACGAACGAGAATGGACCCGACGCTAAAGACGCCGGAGACTGGTTTACCGATTATTCGGCAACGGTAGGGTCGGGCGTCGGCCAGACGGGCGGATACAACAACGATGCCCCTGGTGGGCGCAGGAGCACTGACGTTAGACCGTCCGCTGAATCGCTCCCCTCAGATAAGTTCGTCTCGGGAGGAGCTGCGGGTGGACCTGCTGCCAAGCTCGGCAGTGTACGCAAAAGATTGAGCATCTTGAAACTCGGACGGAAGGGCAGCAAAAGCAGTACGGCCATGGGAAGCGTCGATGAGGAATGACGGCATTCAATGCATTGAAATTCTTCTGTCTGGATCTCTTCGTATTCTGCTCTCAGTTTTCTTATTTCCTTCTACTTATTTCTGCACCTTGCCCCTTTGGGATATATATACCGGCATTTGCTGCGCGTGATGTGTACGCC



ATACATCATGTCTCCTTTTGTCTGCTCTGGCTGGTTTCCCCCAGACATTAGCCCTGGATGTAACCATTGATTCCCTGCCATAGATTTGTGTGCTGGCTTCGTGCGAGTTCAATCTTTGTATTTTACCCCCCCCCCCCCCCCCCCCCCCTTCTGCACTTTTCAAGGTTCTATTTCTTGCACGGAAATCTTTGTCATATACCATTTTAGTGTTTTTTCTCCTCCAAC

TTTGTGTTCCATCACATAACAAAACCACCTTAGGACTTTTTCAACTGGACATACATACCCCCTTGTTTTTACGAGCGAGCGAGTATCTACTCATAACCCACCTCGTACCTTCTTTTCGTCTATTGTGTTAGTTCATAGACCTTATTTTAAATGAGTAGTTCCCGGATTGCTGGCAGGAAACTCGTCTGTTTGGCAATTTCGGCAGCAAATACTGTACGCGATTGACTATTTTACTGGGTATAAAAACGTTTTGTAACAACACGATAGATGGTTTCTTATGACTTTTACGAAAGAGAAATTTCTTTTTTCCCATCATGTTTTTGTTGTTTTTATGAGCAGACCTTGTACGGTGAGTGGATGCCGAGAGCGGGAGAAGTGCCTCCTTGGTTTCCCAATTCGACAACTACATTACGGCCCGTCAGCCGCCGGAGCGTGCTGTTTGCGTCACGTCGCAGCGACAACACGAGTTGAGAGGATGCAGCACCCGTTCCACCAAGACAGGGGCTTGGCCAAATGTGCTGGGGAGATTTTGTGTACACCATTCAATTTCAGCAGCAATATATGTAGCCACTCCAGATTGGTCGACCCAGAGACCAGGGCTGGTCCGCCTGTGAGACCAGGTGAGCCACAGACCCCTCGCAAACCGTGGTTTGGATAGCCATGGCTCGCTCCGATTGCACTGAGTTTTCCGGATCAGGCAGGCCTTTAATCACGATCGGTTGGCTCATCGCCCTCAGAGGGCTGGGTCTTCCCGGGGAAGCGGTCCTTCTATGTTCTAGTGCTCGGACGAGACCTCCGCAAGTTAGTCCTTGGTGAGCTTGGTATCCATCTGTTATAGTGCAAAATAGACTAGGGGCTCGGCCTTGGTTTGAAGGTCTAGATGCGCCAACAAAAAACGAGTCACGGTATCGCGCATGTCGGCGGTGCTCGATGCCTCTTATATAAGACTGCCAGAGCTGCCCAGGGTGGTTGGTATGCTTATACTTGGTCTTTTGCACACACCACCTTCAACAGCAGCGCGTAGTGTTCCCTTCCCCATCATGAAGTCATACGTTTTCTCAGTTATGGCAGCCTTGGCCGCGAGAGAGGTGCTGGGCCATGCCACCTTCCAGCAGCTTTGGGTCGATGGAGTTGACATGATAAGTCTCGGTCTTTCTTTATGAACGATTCAGAACCGTCCATCTCGAAACTTAAGTATCAGAGAGGTGGAAAGATGAAACCAAATCTAACAGTAATTTCGCAATCCACGGATCGCAATGCGCGCGTCTCCCGCTGTCCAACTCGCCCGTGACAAACGTCGCGTCCAACGACATTCGATGCAACGCCAACTCCGGCCCCGTCGGCCGCAAGTGTGCCGTCAACGCCGGCTCGACGGTCACGGTCGAGATGCACCAGCAGAACGGCGACCGGTCGTGCAGCAACGAGGCTATCGGCGGAGCCCACTACGGCCCCGTGGCCGTCTACCTAAGCAAGGTCGACAACGCCGCAACCAGCGACGGCTCCGGTGGGTGGTTCAAGATCTTTGAGGACTCGTGGGCCAAGAAGTCCGGCAGCGGGTCAGGCGATGATGACTACTGGGGAACCAAGGACCTCAACACGTAAGTCTTATTTCTTTTCTTCGTTTCTCTCCCCCTATCTCATTATGCGCCCCTCGGCTGTCGTAGAACAACCTTGAATGCGTCCAAAGCCCCCGGAGTGTCAAAGAGGCTATCTAACAACCCCGTCACAACAGCTGCTGCGGCAAGATGAACGTCAAGATCCCCTCCGACATCGCCTCGGGAGACTACCTGCTCCGCGCCGAGGCGCTCGCCCTCCACGCCGCCGGATCCTCGGGCGGTGGCCAGTTCTACATCACGTGCTACCAAATCACCGTCGCGGGCTCCGGGTCCGCCAGCCCTGC

> MD404_chr04:3164700-3168700
CAGAATGTTAAAAAGGGGGCTTAAGGATACTCATTCAAGTGACGATAAACTTGTGGATAATAGCATTCTCCATCTTCTTTTCTCCACTCGGAGACCTAGTACAGCCCCAAATCTTATTCCATAATGGAGACGCCTCTTCTTCGTGTGTCTCTCTTATAAGCCCACAAGGTGACTCAACCCACCCGTGTTCTTCTCGACAAGCTGCTATATCAGCTATCATATCCGACGCCCTTGTGTGTGTTGCTTTCTCGCCATGTAGTCACCAGATATGCAGGCGAGAGTACTCCCCTGAACTGCAATGGATGTCACCGGCTTAAATGGGAGCAGTCACTGTGATGGCACAATTACTTGCCATCGTGTCAGTGATCTCAGGGCCAAACAACTAACTATTCACTTCAGGTGTCGTTCGACATCCTTCCTTAGATGCTCCGTCTTCGATGCAAGACCTGTCCATGTTCTTCTCCATCTGGACAGAAAAAGTTAAATATCGTTGGGATCTGTGAGTTGGATCAAAGTCAGGGCTCTCCTTCGCATTGCCACTCTTGCTTCATTTCGAAAGTGACAGCTTCAAAAGCCACAGACCCCGTCGGTCTATCCACAACCCTTAATTAAGCGCCGTCAGCACAATCGAATACTCGACCAAGGACCCATTCTGGACACGGAAAGTGCAACACCTGGCATTCCATCATCAGATTACATATCACCAAGCCCTGTTCTGCTCCCTTATTTCTGGACAAGGAACCCGTGGCAGCATCCTCCGAAACCAAGGCGACGGTCCATGTCCAGAAATATCAGATGAGCCGGCCCGGCATGCTCTCCTGGAAACGTTGCCGTGGCTTCCGCCATCCGGAACCCTGTGCCCACCGGAGAAAATGTCCCCGCGGCTCCAGCTCACCGGCCTCCCGTCCCGGGCATTCCTGAGCTGAGATCTCCTGCAGTCCGATGAGGAGTGTGCAAGAACAATCTACGAGATACAGAGTGACGGAGTCGAAAACAAAACCATGTCAAGCCAGGACGCGATTGAGTTTTGTTTTCTAGACGAAGCAGCAAGCCCGAGATCTGGATCCAGAGTTGCATACGCAAAAAGGCCGTCGACTCGAGCAGCACTGGTGACGACTTGTGTCTTTATTCACCCGTCCGTTTCGGCGATTAATGCCATGCGGTGGTAGCCCCTTATCAAGCGTGAGTTTGACTTGCAATTAGCCAGCAAGCCTTCACACCTTGTACGAACAGCTTCGTAGTGAGTAAGCAGGAAAAATAACAATTGATCAACTCGGGGGGACTTGACACAATCACAGGGGCCCCTTCTTTGTTTCGATTTGCATTCCATGATGAAAAAATATTCCGAGCATTCCTTCGGGCCAGACGTCATCGCTTCCGGCCGGGCGAAGACCATTTTTGGGATGGGCCGGAGGAGGAAAAACTTTGGGCTGGAAGTTTAAAAGAATAAAGCAGCAGTCCGAAAAGCCCACCGATACAGTGCGGAAAATCTGGATTTATATAGAAGCTGTTGATCCCAAAAAACACTTTTGCCAAGTTTTTCTTCAGCACCGGAGCATGTGAAGCCCGGTCATGACGACCGGAAGCACGTAATCTTTGTTGTTTTTGTTTGTTGTGACGTCGTTTGCGTCTGTTTGTCACACTACGTTGGCGATCTCATGTCTCACGAGAATGGATGGCACAGGTAGCCTAGCCTCTCGTTCCAGCTGGAGGGTAGCAAACAGCAAGAAAAAAATGTACATCAGTCATGCACTTGACAATAATAGTTCGAAGATATGAGTTTGCATTTTCATCAATTTAGTTTTTTGATCAACGGCGGTACAACGCAAAAGGTTCACCGGTAGCATCGCGAGGCTGTTCATAGCAGGAGTTGTG

GCCCCAAGAGTCAATACTACCAAGAACTTGTCGACTCCCGGAGGCCTCACCCAAACACGGGACGAGTATGTTGTACGGAACCCCCAAGAAACCAACTCACCCTTGGGTTTTTAAGATTTTAGATGCCCCCCCCCCCCCCCCAAGGCATACTGTCGCGCGGGTGTCTGTACGCAAACAAAACTCTAAAAAAGACCAACATACGGATAACTTCCCCCGGCCCAGCCC

TGCCATGGAATTGTTCTAGCGAGGCCTAGCACGCGGCAAAAGATCAGAGTTGTTTTTTTTTTTTTTTTTTTTTTTTCTGTCTTCTTACTTCATGTGCCCTACCCGAAAATCCCGAAAACAAAAATACACCCCCTCCGGAAGAAAGGGGCGTGGTGCTCTGTTTAGTAAACAGAGGCAAGCGGGTGAGGCACAAAGGGGGCCAGCGGAGAAAAGCCCGGCGGCACGACTCGCTCCGCAGAGCTTCGGAGGGGGCTACCACTACACCGCAGCGTAGCCTCCAGGGGGCCCGGGCAAGCCGCCGGTCCAAACCTTGGGCGCCACCCCTCTTTCTAAGCTTTTTTGTTCTTCTTTTTTCTTTTTCCCGTTTTGGGATGAACGATTGTCAAAAAGGAAGAAAAAAAAAAGAAACGTAGCAAAAGGATTCTGCAGCGGGTAAATGTACGTAGTAGCAATTGCTACAAACACGAAAAAAAAGCTCGACAAGCCACGACTCTTGTCGAGACACGTGGTGAGGCAAGGTGGCCGTCCATCTAGTATCAGAGTTCAAAAAGAACGAAACAAAACACCCCCTTATTTTTTTTTTGTTTTTGATTTTGATTTTGATTTTGATTTCCTTGTTGTTCAATGTTACGGTATGATGATGCAAGCAAAAGTCAAGATGGCGGGATCGCGTCCCGTCTACCGTTGAGCTGAGGTCTCTGAATCGCAAAGCCAGTGGCAAAGACTCGTGCATGCGTTTGCAACCTGAAGGAAGGTGGTTTCGCAGAGTTGAGTCAACCCTGACAGATTCGGTGGGTGAATGAGTAGCTAGGTGGTTTTTGAGCAACGTGGATTGTTTGGATGGTCAGTATTTGCCGATCATATGCAAATCACTTGCTGAAAGATGGATGGCACAGTCAAAATACTAGTAGCAAGAATCCTTTGTATTCAATCCGCCACAGCTATCACCCTCGTCTCATCAAGACGAAAATCGTACGAATGCGTACGCCCCTGCAAAATATTTGAAAAGCAAAATAAACTCCCGAGTACCAGACCCTTCTACAAGTAGTATGCCCAAAGAATCAATCTATGACACCGTCTACCGGAGAATGCATAATGCCATGTTGTAAATCAAAAACGCCCCATATGCCTCTTGTTGATAAATAAAAAAAAGACAGAAACCGGACAATGCGTAGACCCAGGAATTAAAAGACAAGTTGCGCGCCGGGACAAAAACAAGAACAAAATAACCGAGACATGGGGGGGAAAAGAGTGAGAGTATGCAACCGTGGTATCATGTGAAAAAGTAGAGAGGGGGAATAGAGAATCAGGACTGCAGCCAGCCCATGTTCCCGTGACACACCTGGAATATGGAATAGAAAGATGGGCAAATCTAGTGTATAATATTGACACCCGACAATACATGAATCGTGGTGTAGCGAAGGGGGGGTATCATAAAAAAAATGGAGGGGGTATATTTCATTCGGTGAGTTGTGCGCAATCGGCACACAGGATGCTTTATGGTGTCAAGATGGAAACAAACGGCTCAGCCACGTAGGATGCAAGGACCAAGGGGGAAATAGGAGAAAATAAAAAAGAAGAAGCGCTAGAGATCTCTGCACGCTTGAGGGGCTTTTTCGAAAGAACCAACAGTCAGAAGCATGGTCCTGACAATTTGGCGCTTCAGGGAGAAAGACAAAAAGTCCAAACGCGCGGACCCCCCCGATGGTGCCCAAGTGGCATGTGACGGTGCGACGACGCTAGCGCAGCGCCATGCCGCAGCGACACCGCACATCTGCGTCCGCAGCGCATGCGTGTGAATCGTCGATCGTCGGAGCGGCTGCAGACGTTTCCCTCCCCCAAAGCAGTCGGACAAATTGCGGTGACTTTTGGTGCACATTGGATGGAGTGGGTGTCATTC

> MD405_chr04:3690872-3694872
GTCACTCCAGACCTTTTGCAGATACTGCGACGTTGGATACCGTCCTGACAGGCCATCAACTGGCACCGGCGCGTCGCCAAAGATGGGGATTTGATTGCCAAAATGCAGATCCGGATGGTTCATTACGAGGCACGTGCTGATGATATTTTGAAACGTTGTTAGTCAATTCGTATAAATATATAAAAACAATCAGGAGATAAATGGAGACAGTAAGCTGAGTATCGGCGCGTCGAATAAACAAAGTTCATACTAGGGATAGACATTGCGTGTTACAGTAGCTTGCTTACTTTCAGGCGCGGGACGGGACGCGGAAGTTAGTTGTTGTGGCTGGCTACCACAGCTGAGGAGATACACACACCCCCTTGACGCGCAGCATCAGAGAAGCGAGCAATCCAAGCAAATCCTTTCCATCCATCCACCATTAGGCAAGAGGGTATGACGAAGAAACCGACGACCAATTTGATACGCACAGTTTACCGTGATTGGGTAAAATGCAACACGAGCAGCTTTTCTGCAAACATTTGTATAAACACGAAGTACACAAGGAATACTGGGTATTTTACTCTCATGGTTGCCTGATTTATGTATGAGGCCACGGTCGCATAGGCTACGTCCTTCGGCCTACCTATTCACGCGGGGAATTAGCTTCCGACATGGCAATTGCGAAACGAAAGTGTAAATTAGCCAATTAACAAAGGGCTGAGACAGGTAGCCTAGTGCAGCTAATTGGACGAACTACGGTGAAGCTGTCTTCCGTTGCAACGGAAAATCAACCAGGGATGGATAATACTTTGCTTCTTCCTGTTGCAGTATTTCTACTTCAACTGCACGCTAGCCCAAAGGGCTGAAAACGTCGCGCTAACCATGCGAAAGGTAAAAGCAACAAACCAAAATAAAACCACCGCATCAGACATTAGAGCGTCGATAAATCAGATGAAAAGATATGTAGGACAGGGTGGTATATGAACCGTGCCCAGCCTCGTGCAATTGTCCTAACTAGACTACTCCCAGACTGGAGTCGAACTAGGGAGGGTCCCAAAGATTCATCATCCGAACGGATAGTGGTTTATCACATTGCGAGTTGAGATAGTTCAGACAGTTCAAGCGGTGAGCCAATTATTTGTCCGTTGTCAATTTGTTGTTGTTTTGTTATGCATTACCAAATTGGGTATACTGTGGAGGCGAACCCAGAAAACTATGGCGTGTGCTCGGACTCGAAAGCGATATGTCTCTTTTCGGTTGAGGGAACCAAGTGGGAACTGCGTGCTGCAGTCCGGCGATGAACCAAGATCTAGCGTGGTTAGTCATGGGAAGCGAATTTTGGAGTGTCACCTCGCTGAGAAAATGGAATTCTTTGAGAAGACTATTCGCCTCTTATAAGTTCAGCTAACAAAAATCTGGACCGGCGTTGGAGATTTAAGATGAGGGTATTCAGTTTCGCTACCAGTAGTAGAACTCATCGCACTACCCACTCGGGACTGTTTAGCTTGATCGACGCGCAAAATTTTATCTTTTGAAACTTGAGACTCTCTGGCGAACGGGGAACGTGTGCACTACTAGCTCCAAGTAGCTTGTGCGTAAAAATAAAATAAAAACCCAGAGAACCCTTATTCTCGCAAGTGGCCTTAGGCGAGTGGCTAGGCGGGGAACCAATCTGAGTACGATTGGGGCCGAATCTCGGGTGGCCTTTGCTTCTTTCGGCAAAAGGAGCGCACTTGTATTCTTGCTCTTTGAATTCGCCAGGATTATCTAGTGGCCAGCTCAACGCCTTACCTTAGGTACCTACCTAGGTGGGCAGGT

ATCAGCAAGAAATCTCACTATTAGCTACACTATCCACTCCGGATTCATGCCGGTATACGTAATGCAGAGAGCGGATTCTACTATTGGACAATGTTGTTGGTTGGTGATATGGCTTGCTGGTGAAAGCCCTCACCCCCACAGCGAACGGTTTCATATCACTTGCTGGTGGCTGAACCTACCTACCTAGGTAAGTAAGGTAAGTAAGGTAGGTAAGGTAGGTAAGGTAGGTAAGGTAGGTAAGGTAGGTAGGGTTTCGATCTTTTCGATCGCAGCAACGGTCCTTCAGGGTTGGAACGGGCT

TCGTAACAGACCAACCTCTCGAACACAAGGCTGGACTCTGCCTGCAAGACCAATTGGTGCCCTGTGCTGTTTTGGACCGCCTGGGCTTTTGAGAAATACCGTACCATGTCAGAGCCGAGACCCAGAGGTGGGCAGACAGACAGTCGGTCTGGGAGTCAAAACTGCAATACTGTCTGTGCTTTGGGGCATATGCTTGCCGCCCAGAACGCCTTGACCGTTAGCAAGCGATAATTGTAGCGCCAAAAAAAAAAAAAAAAAAGGCAATCGCCTTACAGTGCGCTTGTCAGCGCGAAGGGATGACTTATTACAGTTTACATGGCCATGGCTTACCGCTATCTCTGGACTGGGCTGGACTGAGCCTGAGCACATAAGGAAATTATATCTGACCATGTCCACAAACGTACCGGGGACCACAACATTGCTGCGGAAAAAATGCGGCTTAACTTCGATAAATGTTTTTACCAAGCAGAGAAATGCCAGAATAACAGACAGGCTCATGTGGCAATTGAGTCATGATCTATGTCAATCTACCGCGTATTTTCCGGTAATATTGAAACTGGGAAGATTTCACGGGCAAAGTGAGTGAGGTAACGACTCACAAAAGATTGAATAAATTAAACAAAGAGGCAGTGTGCGAGCAACAGCAAGGGAACCCACGCGACTCAGGGCAGATGCTACACTGGATACTAAGCCCAGCAGAGAGACAATTCTTACTTGGTACTGCCGGATCCAGGGCCTGCCCTGCTCGCCGGTCGCCGGTCGCCGACTCAGACTGACATTTGACGTACCCTTTTTTTAGTCTACCAAAAAAACTTTGAGCACCTACCTTAACTTACCTTACTTCCATAGCGAAGGTACTCGCTCCCATAAGGGCTGGGTCCCCCGCCTCGCTTAGGCTCGTGCAGGTGCGGTGCGGTGCAGCGCAGCCAGGCGCTGCAATGGGTTGGGTTCCGGGAGGGTTTTTAAACCGACTGCAATGTGTACAGTACAGTACTGTACAGTGACGCTCTCGGGGGCTTCTGGCTGGCTGTTGTGACACGGTTGGCGGCAAGTACGGCTAACTGCCTTTCTTGAGATAGATACCTAGGTAGGTAGGTACCTACGCGCGTGCCCACACACACAGACCAGACACATGCATCACGCAACGTACCCTTCCTCTACAAGCAAAGATCGTTGATTCACCCTCCGCATTCAGCTAGAGCCCTACCCGCTTGAGGCCCGATTGAGACAATTGTCGCGGCCATCCCCCCACTCTGGTGCGCCAGACCCCTTTACAGTAGGTAGCTTCGCACTTCTCTCTGAGATTGCCATGCCGCAAGGTGTTGTTGGTCCTATTCGAGAAGCCAAAAAAAAAAAAAGCCTTGCATGAGAGACAAGACTCCGCCTTGCTATTCTGAATATTTCCAAAGTACTGTGCGTGCCGCATTTGTTCAAATGTAGGAAAGTACTGAGTTTTACCAAACTCGTGTGCCCACCCCCTTCCCATCCATGGTGTCGGCTGAACAGGCCGCGATTCCAGAGCTTTGAATTCACCCGGTTCCAATGGCTGAATCCATAGGTCGAGACCAGATCACGGACTCACCATTGTCTACCAAGGAATGCCAGGAAATCCTTCATCTACTCCACAAAAGTAATATATTCTCACCGGTGCTTCGCTTACTGTTCGGGTCCGGATCTCTGGGAATTTTGCATTGGCAACAACAAATGACCTCTAGCTGTTTGGCGTCACATGAGAAGACACAATTAATTACCCAAGGCACTCGCTCGCTCTCCAACCACAGCCTCCCATATTGCTTCAAAACTAGTCGATGTATTTTATCTGCTTCATTGGTGGGTAAAGAGGCTGGCAGTCAAAACGCGCACCAAGGCGGGTGTAGAGCTTCCTTTTCGTGGACATGGA

> MD406_chr04:3804291-3808291
GCCTCATATTACAAGGGACTAGAAGTGCTGTCGTAAGGCGGGGAAGCGTTCTGTGGTTGTAGATTCGAGCCCGAAAGAGTGGGATTTGGATCCATTCCAAAGTCGTCAAGCTCCACGAACATAGGCGGCCTCCGGCTTTTTAATGCAGCAAAGAAACAACTCCTGGGGTAAGGTGAGTTACGGACACCTCTAGAACTACTGTACATAGTATTAGACTAGTCTAGTCGTTTTGATCCGGCGGGATCCTTTTTTTTTCGTCCGTTTTTATTCCTGCGGCCCTTGTCCGTCTCAAACAATCCCTGTTCCACAAAGATTAAGAACGGAGTAAGGCACCTACTGCAGAAAGAGTACCTAGGTAACCTTACCTACCTAGGTAGGTAGGTAAGGTAGGTGTGGTAGGTGAGTTAGCTACCAATCCCACCTAAGCAAGCTAGGTAATGGTAAGCTTGGTCAAAGGTGTGGATTTTAGTCAGCAAGCCACAATCTTGGTTCTTGTCCCAGATGCAGTGCTTCCAAGTCAATCCTTCCAAGCCTTGATGACGTTGAGGGTCTCGCACACGCCCAGATTAGACTCCCGGTCTGGGGATCAATTGAGGCTGGCGAGGGTTCATGTTTGTTTGAAGTAATGACCGACTCGTACTCCGTACTACCCTTCCCCCTTCAGCATCGACCGCATGTTACCACGTACTGGCCCCTACCTTGGTTCCTCATCTCCACTTACTTGCCCACCTACGAAGTAGGCATAGGACTAGGTAATAGGCTAAGCTACAATGAGAGATGTATTGGAGTCCCTACATACCGTAGAAGTCAGACTGATTATGTGGACTATCTTATTACCTACTATTTTCATACCGGTCGGTACCTCCAAGGGTAAGGTAGGTATTATGTACACTAACTAGCGCCGCCAGCACCTTTTTTTTTTTTTTTTTGCCAGTCAACAGCCTGCCCTACAAGACTTGACGCGTAACCCAGCCCACCACGCCAAGCAAGCACATGTCCACCCGCACTTCTGTTTTTGATGACAAAGTTGGAAAAGTGATCGCACACCTAACTATGCAAGTTCTCTTTGAAACAAGTCACTAGATACGTTATGGACCGTATGCGCAGTTGAATCCCGTGCTAGTACATTGTAGAGCACACATGCGAACGTGAGGATCTCTGGGTCCCCCTAAGAGAGGTAGTAATTTACGACTGCACCCGAAGATGATGTATTTGATTTGTGTATTAACAAGTTGCTCTTTTTTTGTGTGCCGCTGCCGATGCCAAGCAGCTTATTGCTATTGGAAGAGATAGTGAGTCCGGGGGCCTCCTTTCTTTCTCTGTGTGTGTGTGTGTGTTTTTTTGTATCTCTTCTCTTAGCACAGCTAATTTCTCTTGATGCGACATTTGCCTCCTACGAGTTATATACCTCATCCATTGGCTGATGATTCCGAGAGACGTGCAGTTGGAGAATTAAACTATCAGAACAGGCATGAAGTCCGTAGGAATCGTGACTAAGTTCATTACATAACATGCTTGGTATATGAGTAAATATATGGCAAAGTGTGACAAGCGAAAAGATAAATAAAGAAAGAGAGGGAAAGGAAACAAAGAAAAGGTTGGGTGGCTCTGTTCCATACACCGGGATTCAATCGAGGGGTTTCCGGGTCTGGTTGCGGTGACGCCAGCGGTGACTTCAGGGAGCCTCCCACCCTTAAAAGTCGGAATTCCCATTTATCACAGCAGGAATTTAGCACTCATCTCCGCAGCACCATAAAAAATTAAGAGAGAGAAAAACGACTCGCACACAAACCTGGACCA

AGCTAGAGAAGAGCTCCCGCCTCTCTCCTCCGGTCCGGCAGGTGGCCCGAGTCTTTGATGTCTCGCCCTAGAGCCAGCACCTGCTATTGTGTCGCACCAAAGGGTTAGAGATTGTCTTTTTTTTCTTTCCAATTATTTCCTTGTTTGCCCTGCAAATACAGGTTCTTTTGCAGCCCTTGAGATACCAAACATAAAGAAATAGAGAGAGAGAGAGAGAGAGAGAGA

GAGAGAGAGAGAGAGTTTAAGAGGGAAAATTAGAAAGAAGAAGACATAAACAAAGACGGAGCCTCGTTTTTTTTTTTTTTTTTTTTTTTTGCCCCGTTTCTCCCTCATCCCGTCGATTCACACAAAGAGTCGCGCGAGTCTTTGCAGCCACCCTCGATTCGCTCTCAAGCCAAGGTTAGGCCAGACCGCACATCAGCCAATTTACTTTACTCAGTTGCACTGCACACTACGTTTGCGACTGGACCGCACACCACCCCGCCGCCACTACCTAAAAAACTCCCGCCGACAACCCCCGACTCGACGACTTCCTGGCTATTGAGATTGCAACTGCCCTATTAATAATTACAGCAAACCTACCAACAGGGTTTCCTCTTGTGTCCTTTTTTGGTTCCTCTCTTTTATTTTTCCCCCCTTGGCTCTTTTTATTTTATTTATCCCCTCCTTTTTCCTTGGTCTTAATTACTTTTTTTTTTCTTTTTCTACTATTACAATCCCAACTTTGCTACTGTTATTTTTCTTCTTCTGGTCTGACCCCTACCAATTCCCTGCTCGCCCGCCATGGGGAGCACGTCGGAAGCAAGGACGTCATCTTCCGCCGGCGCATCGCAACCCTCGTCCATAAGATCAGTCGACGTCTCCGCAAAATCGTCACCAACCCTGGCGCCTCAAAATGGACACCACAACGGCGTCCCGAATTCGGCTGAACAGGTTTTAAAGCCCGTCGAGAAGACTTCGGTCAAGGAGCGCCTCACTCGCATGTTTTCGACCAAGGACACGCAACGGTCCTCGAATCTCGCTCCTCCCTCGGGCGATAAGTCCGCCCCTGTCAGCCCCGGTCTCGCTCCACCGGTAAGGAATCAACCTCCGAGTCGCAAGGGTTCCACCACCGACAAGGCATCTGAAAAGACGGCCGCCGCCAGCGCCGCCAAGGCCGCCAAGTCGAGCAATGGCACCGCACACCAGCAGCAACGATTTCTCGTCAACCCTGACGCACAGGGTGGCCATGAGCATCATCTCAAGAGTAGCCGGCGCCAGGAGAAGCTGTCAGACATGTTCCGCAGCATGCTGGGCGGCGGCAAGCGCGCCGAGCAGCAAGATCACGATCTCTCGCTCGTTTCCGGATGGGTAGACACGCTGAAGCAAGAGAAGGACAAGGACAAGGATGTCGGTCAAGCCGGCGAGAAGCGCGGAGGTCCCAACGCATCCGTGACCTTGGTGGAGAAGTACGGCAAATGCCAGGAGGTTGTGGGTCGCGGAGCGTTCGGAATCGTGAGGATATCTCACAAGAAGATGGACAACGGTGCCGGTGAAAGGTTGTTTGCCGTTAAAGAATTTCGCCGTAGGCCCGAGGAGAACGAAAAGAAGTACAGCAAGCGACTGACGGCGGAGTTTTGTATCTCGTCCAGCCTGCGCCACCCCAACGTCATCCACACGTTAGACTTGCTGCAGGATGCCAAAGGAGACTATTGTGAAGTCATGGAGTTTTGCCCTGGCGGCGATCTGTACACACTCGTGCTTGCCGCCGGGAAGCTTGAGGTCCAGGAGGCGGACTGTTTCTTCAAGCAGATGATGCGTGGCGTCGAGTACATGCACGAAATGGGCGTGGCGCACCGTGATCTAAAGCCTGAGAACTTGCTTCTGACGACCCACGGCGCCCTCAAGATTACGGATTTTGGCAACGGCGAGTGTTTCCGCATGGCCTGGGAGAACGATGCGCACATGGTTTCGGGCCTGTGCGGCTCCGGTCCTTATATCGCTCCCGAAGAGTACACAAGCAAGGAGTTCGACGCCAGGGCTGTCGATGTGTGGGCCTGTGGTGTCATCTATATGGCCATGAGAACTGGCCGCCACCTCTGGCGAATTGCCAAGAAAGATGAGGATGAGTTTTACGCCCGTTACCTCGAGGGACGTCGAGATGAGGAGGGCTATGGGCCGATAGAGTCATTACACAGGGTGAGTTTTGGGCTCTAATAAT
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ACTATTTGTATTTCAACCAGTGAGCGTGCTTTAACCGCAGTCTGACTTTTTCCCTTTGGCGCTGGGCAAACTATGAAAGCCTTCCGACCAATACCGAGGATCGGGAAAAATAAAAATAAAAAGAAACTCTAAAAGCAAAATTCAACTTCTTCGTCGCCACACCCATGAGCCATGAGATGAACAATGGTGGCTGCAGATATCAGATCGCCCTACCTATTTATTTTGCCGACAAGATTCTACGCATATACGAGGTTCAGAAACAAGTGTTAAAAACATGTATTTTCCAACACTCTTTAAACACTGGTTTACACCTTTATACTTCCTTGTTGAAATAATACGAGCATATGTACTTGGCTAGATATGTTTGTAAACGATAGATGGCCCATCCAGACCAGGGTTCAAAGACGGATAAGTCATTGCGGGGTTGTTTGCACAAGGAACGGCTAGTCCGGGACCGGGATCCATGTTGCATCATGCACTAGAGGGAAGAGAGTCAGCTATATAAAGAGCATTTCTATTAACTTGTCATACGCCCCGTCATTTGAAAATATGCCATTTTGAGCATTCAGCAACACTACAATTAGTCCTATACTTAATACTCCTATAAAGTTCTACCAACATCACCATCATGAATATTAAAATCATTTCGATCGTGGTCAGCTTGCTTGCCATCCAAGCCAAGGCCACCTACTACAGAGTCTCCATCGTCAAGGAACCCAACGTCAACCCAACCGTCAAGAACCCAGTCGCCTCGATCGACGGCGAGGAGGGTAAAGACTACGTCATGGTGTACGAAGGCCAAGCCTTTCGCGGGAGGGAACCGCCCAGCGTGGTTGTTCCCATCAGGATCACCGGAGGCGAGGCCATTCCCGGCGGCGGAGGTCTAGGGCGTGGGTTCAAGCTCAGAACCCAGCCCATATCGGCAGAAGAAGCGGTGCTTGCTGAGCCGGTGAACACCGAGCCGCACCCGCCTCTGAACAAGGAGCAGTACGCTCAACGGACGAGTGAGCAAGGGACAGACGGGCCTGCTCGGAGGAAGTGGTGGTAGGTGACAAACTCTACAGCAGTTCTGGAGAGGCAATCCTTAACCTGCAGCATGGGAGAAGGGCAGGTTAGCTGTTGGAATCCTTACTGGGTTGATTAGTTAACGGCGCTTAATTGTACGATGCTGCGATATGGAGATAAAAATAGTAGATTTTCACCAACTCAAGGATAACACAGTTTAATAAGAGTCAGGCGGCGCCGTCGGCCTTTCCGTAATATCAAGACTCGCATTTTTAGCGTCCTATTATAACTTACTCGTCTTTTTCTTTTCTTTTTTTTTAGAGCATCTTTGCAGTATAATGTCGTGCTAGAGGTGAAAAGCTGAGGGAATTGCTATTTCTGTGTTTTCCAGGGGTAGTAAAAGCTGTTAAACTTTTCTAATTTTTACATTGCCAACTATTTTACAAAGTCACATCAACCGTACAAATCTAGGCAATCTTCCATGTAATCAATCGCTTGTTTTTGCACTTTTCTTTTCAACTCTTCGTTTCGACTCTTCTCTTTCCGCGTAAGGATTGGGGAGTGACCAACAGATATTATTATCCAATCGTAATCCAAGACGGCAAAGCCCTGAGGTGGTGGTCCTCATCAGAGGCTGCCGGTCCCCCCGACCCCCCTTATAGGCTCGAAACTGAGCCCATACCGGAGGCACTAGCAGAGGATCTCGCCCCGACAATGCGCCATGGTCCCCCGTCGCCGGTAGCGAGGCCAAAGAAAAAGGCTGTTTGGAAACCGTCTTCCTGGTTGTGATTTTCG

TAAAAGGGCTGGGGAAAGGCAGTGGTTCGGTTTGAGAGAGAAGAGACTGACTCTCGGGATGCAGTGGGGGATTTGCCTGGTTGGGTTTGATATTCTTGGATGAAAACAGCTCGGCGTTTAGCAAGGGGATTTCTTGTTTTCTATCATGAGGTGTACGTGATTACGAATATATTTCTAGTCTAGTGGATAAATGCAGTCAAACACACACACACACACACACACACACACACACACACACACACACACAATTGGATAGACTATGAAACACATAAATGAAACTTCCTAGCAAATAGCGAAAAA

AAGACGCCGCTCACTAAACTCAATTAACCTCAACCGGGACCGAGAGCGTGTACTCAGTCTGACCCTCCAGCACCCTGGTGGTATCCTTGTACTTGAAAACGCCACTCGTCCCAGCAGGCGCGCGAATCACCACATTTACGACCTCCTCCCCCGACGCACCCGCCCCGATTTTCCAGTCCACAGCCAGGGGCCCCTTTGGCGTCTGGACCTGCGCGCTCGCCCGCTTCAGCCCGAAGCTCCCGACGCCGACCTCGGGGTCCACCACCCAGCTGGCGTAGCCAAAGCCGGCAACGCCCTCGGCCTGCCGGACGCCGGCCGCGTGGCGCGTCAGGGCGTAGGTCGCGGCGCCGCCCCAGGGGTGCGCGAGGCTGGTGAAGAGGCCGAGCCCCGGCTCGCCGGTCGCGGACAGGTACTCCCAGCTGGCGCCCGAGGCGTGGCGGTCGCCGTGCGCGCCGGGCAGCATCTCGGGCCAGAGGGAGCGGAGGAGCCGGGCGGCGGCGTCGCTTGCGTTGCGGCTGCTGCTGCTGCTGCTGCGGCGGAGCAGCCCGTCGAGGAGGAAGCCGTTTGTGTTGGGCGAGATGGTGGTGTCCGGGGCGGTCGAGTCGATCAGCGACGAGTCCTTGTACCCCGGCCCGAGCTGGAGGGCGTCGAGGGCCGCGACGGAGCGCGAGATGCGCCGCGGGTCGGACGCGACGCCCGACGACAGGCAAAAGGCGGTGGCCTGCACCGAGAGGTGGTCGCGGTCGGCCAGCGAGACCGAGTAGAAGCCGCGGGCGTCGTTCCAGAGCCGCGCGTTGACGGCGCGGGCCATCTCGTCGGCGGTCTGGTTGGCCCGGGAGTGGTAGGGGTCGTCGCCGACGGCCAGGGACAGGTCGGCGATGGCGCGGAGGGTCTGCACGGCCAGGCAGGACGTGGCGGAGCCGTCGACGGCGGGGCCGAGGAAGGCGCTTTCGAGATTGAGCAGGTTGGTGGTCTGGTTGACGCGCGCAAACAGCCAGTCGAACTGCCGGCGCCACTGGGCCCAGCCGTCGCGCGCAAAGGCCACGTCGCGCGTCTGCTGGACGTAGCTGTGCAGGGCGTTGAGGCCGAGCAGCTGGTAGTCCTCGAGCGCGTAGGGCTGGGCGCCGAAGCCGCTAAAGGGCCCGCTGGCGGCGGCGGGGTCGTAGCCCATCCGCGGGGAGATGTCAAAGATGCCGAGCGGGATCTGCGTGCCCAGGAAGAAGCGCAGCGTGCCGCGCTCCAGGTCGAAGCGCGACGTGCTGGCGCCCATGATGCGGATGGTGTGGAGAAAATCCCCCAGCCAGACCAGCCGGTCGCGCTTGGGTCCGTCCAGGCACACGCCCTCCGAGTTGCTCTGCACGCCGTACTCGGACAGGACCTCCGGCGACGTCATGGCGTTTTGGTAGACGACGCTGCCGTTCTGGGCCGTCGCCGTCACGTTGCGCACCCACGCCGCTTGGTCCTGCCACGCCCCGAACCCGAAGCTGCCAGACGGCGCGATGGGGCTGCCGCCAACGTAGTATTGCGAGAGCTGCGTGTGCAGGATCCGTGTCTTGTCGAGGGATACCGACAGGAAGCCGTCGGGCGAGAGGGTGGTTGTCAAGTGGTACCATTTGTTCTCGGCCACATCAAAGGGCACAGCGGCGAGGGCCAGATCGTACGAGGTGAGGGTGGTCTGGTTGACAAAACCAAAACCCCATCCCAGCTTGAGCGTGTTTCTCGGCAACAAGGTGGTGTTTGTGTTGGAAAACGTCGTGGCGTTGGGGAGCTCGCTCGTCAGCTGGAGCTGCACGCCGCCGAAGCGACCAAGCGGCCAGGCCACCGACCACCACACCCCGCCGCGCTCGATCATGGCGTCGAACTCGAGCGTGTAGTTGCCCAGGAGGGCACCCCGGAGCGT

> MD409_chr04:4706378-4710378
TTTCATACCTTTCAGAACTATTCCTGCAGCTTTAATATGCTTGTAAGAGAAATATATAGCTTCCCATGACCCTATCACAAAGAGAACAGGTATGATTAGCTGCATAGTAGCCCAAAACAATTATCCGTTGAGGTTGATTACCTTTATAAATGTAAAAGCTTTTCGAGCTGCTCAGCGAATTTGAATCGGGAGCGGGTGAAGCAATCCACTACAGATTGCTGCTTCTCAACAGGTAGACTATTTGTAATGTTGCTCAAGTCATTGTAGTGTTCTCGAGTAGATAAATAATATCCTTGGCACCTTGCTCGTGCTTAGTCCGTTTTGGATACGCCAGGGCAAAGACTTTTGATCTGAAACGAATGCCAGGTTGCAGGAAAGGAAGAGAAAGCATTGCGTTGGAAAATGTTGTGCAAATAAATCGGGTAACGGTTGCCAATGGTTTAATCGAGTTTTTTGGCCTATAAATAACGTTAACCACGTTGCGATATTTTATTGGCAATTTGGAAAACCTACCGCCTATCAGAAAATCAATATCAAAATATTGATTTTGTCGGAATATCATTTATGCGCTATCCTGACTAAGATAATTACGGGGTAAAAAGCCTGTATACATATAGGCTTTTGGACCTGTAACGGACTTACTTCTGTACCTACTTCCTTCGTTAATCAATTTTATACCTACATACGTATCCTGTTGGTTCACCACTCTGTTTTGGCCATGGCCTTAACCAATCCAATCAACAGTGGGACAAATTTGGGTGGCATTTGGCTGGAGATAAGTCCAAAACGTGCTTTTGGAATGTTGTTACTGGGTGAGGAACGGAGTGGATGTTAGTAAGTGCCCGTAGTCGGATGTAAGTGCTCGTTAGTCTAGCCCTTGAACATCTGCATGATTTTATAGTTGCTAGCTATCCTTGTGGGCATAACGAGCGATAGACGCCGATAATATATGATGATTTACCAACTTCAACCTCATGAGCTACAATGGTATTGCACAAAGCCGGTTAAATTTTATGTCAGGACAAAGAAACAAACAACGGCCAATATACATTTTGACAAACCTTTCTTTGACAGCCGCTTCTCTGTACATTCCCAGCCAAAGTCCGCGAAGAGACACTAACAAATGGCAAGCCAAGAATCTAAATCATCGCTAGATAAGAAAAGAAGTAAGGAAAGACGAGGAAGATACGAGTAGGAAAGATTGACAGTAACAAAGGAAAGGAAAGACAATACAAACGCCGGGGCTACTTAGTTCCCTTCTTCACGTTTTCTCAAAGTACACTCTCAGTGTCAACGCAGCAAACCCGCTCCAGAGCCTGCAGTCCGTTTAACTTAGGCTCTGTTGGGATTGATCCTGCAGGACTTCCCCTTGTCTTGAGGGTCATGTTACTTGGGCTCGGTGCCTACCTTGAGGTTCCAATGGGCGGCGTGCTTGAGGAAAGAGCCGTAATGGTTATACACTCGATTATCGCGTGGTAGAGGGGCCGCATCTTCTGTCCAGGTGCTTTTCTGCTTCTTGGTCTTCCTAGGCGACTTGGAGCTTTCTGTTACGGTGAAAGCGGTGCCCCTTGGCGGTTTTGTAAATGGGATTACCATCGAGGTCGACGCCTCCCCTGCCTGAATCAGGGTCGTCGTCACCACGGGCCACAAGCCTGGTGCTACGTCCGTGGCGGGCTTTATAAATGGCATTACCCTCGGCGTCGACGCCCAGCTTGCCCGAACGCGGGTAGTCACCCCGGGCGGTGATCTGGCCCTGCGGCGCCGAGTTCGACTGCCTCGGAAAGCCCTCATGTTCGCCAATACCCGGCATCATGTGGTTTGACCATCGGTTCTGGGGTAGCCCCTTTCCCTTTCTCCACTGCGGTGATCTTCCCT

TTTCATCATGGTCGTTTTCGGCGGACGCGGGAAGTTTCTCGCGGCAATCTTGGGACCGTTTGGAGCGGACCTTGGATGAAGAAGAAGAAGAGGAAGAAGAAGAAGAAGATGATGATGATGATGATGCCGAAGAAGAAGAAGAAGAAGAAGAAGAAGAAGAAGAAGACTTTGAGCCGTCGATCAGTTTCTTGAGTATGGATGGAGGAATTCGAGGAGGGTAGCTGC

CCAGCCTGCCCTTGTCGTCGGGGCAGGGGGCGGGTTCGCCCAGGTCATAGGGCAGTTCACGGGACACGAGACCGGCCTTGTCGGCGCCATGGTCGGCCAGAACTTCGGCCAGCGCCTGCGGGCCTAGGGCCGCAAGAACGGTAAACTTGAACCAGCTGGAGACGCGCATCTTAAAGTTCAAAAGCAATACGAAGAAACAAGAAACATATGAAAAGGCCGAAAGTGTACTGGCGTAAAAATCAAATAAGCAGAAGTTATAAGCAGAACAAAGGGTATTAATAGTTTATAGTTAATACGACTGCGTATGCATTATTCGTGAATAGTCCATAAAGGGCTATGTCCCTATAAAAGGGTTTCCTATTGTTAACTAACCTATTTTTGTAACCTTTACCAAGCAAATTAACAAAACATGGGAAATGCAAGCCTATTGCTTCGGTGGTTCACCGGCCCGGTTATGGGCCTATGGACACCTTGTCTTATGACTAACAATATTTAAAAGTAAATTAAAATTTCTTGCTCTTTCCAGGGTAAATACTGCAAGGTATTATTTTTGGCAACACGTACTAAAAACAAACCAGGGCATTACTCACAAATACATGACTGGCATGGTATACTATTAAAATAAATTTATGATAGAAGCCAAAATAAAGAGTGCACAATTAGAAAGAAATTCCAAGAAATATCATACAAAAGCTACTTTAGTGTGACATTCTATCCAGCCCGTTTTCAATATTGCTGTGGCCAGGGTAAACATAGCACGGAAGTCGGTTTATTAGCAACTATCGACCAAGATTTTACTCTTAGAAAATGAAAGGAAACAAACAAAGGTCCAAGCGTGACGCGACGTGGATGACTGTATCACTTCGTGGGGCTTTGGTCAGGGGTCAAGGTTAGGGTCTGGTAATCTCAGGGTCCGAATATTACACTTTTGGCTAGTTACATAGAACCATTTCACTGCAGAGGACGTCAAATGAGAAATTCAATACGCAAGTGCGATCAAAATGAAAAGCAATATCCTCACGCCACCTCAGGTTTGGAATGACAACTCGGAAAGTAAAACGCCGGCTGACTCGATGACCAGCGCCCACCGAGAAACGGTGGGACTTTTGGAAGAATCTAACATTCTACTTACAGGAATGCGCTGGCGGAACTCGTGTGAAATATTTCCCAGGTCTTTAGATTTGACATTTCAAAACAGCAGCTACATGTCCAATACTCTACTATGGTGGTAAGGGTAAAAATCAATGCCCCTGTACATTGTCCGCTGTTGGGGGCTTTGTGGGCTTTGCCGACTTTGGTAATAGTTTTGAACAAAAAGAATAATTTGGGTACTTGATGGTTCTCGCGAACGATTAATTTAATTAAGGCCCACGCATATATATACGGCGATAAGGTGTAGTTTTTTTTCGCCTGATACCGTGGTAGCAACGAGCAACAATAACCCCGGACTACTTGATTAGGCTTAACCTTGCTATAACAACTCCGAGAAACAGCTGGCGAAGGATTCTTTGTCATTTGTAAAGTCGTTTCGCTTCAGTCATATCCACCCAGTACTCACCGTGAGACAGCGAAGCTAGCCTTTGCGCGGATTGGTTGGGGTGCCGCGATTCTTCCCGCCCAGGTCGAAGACCTTCTTGGATCTGAGCTCAGATCTTGATTGCAACCCCTTTGAATCTTGTCGGCATAGGTGAAATCCACCGGGATCTGTTGTTTAAATACGCCGATGTGCATATAGACATCGTCCCTGTCAGTCAAAGAGGTCAACTGAGTATTTCTCAGTCTTTGAAGTTTAATCATGTTGTCTTTGAACTTTTCCATAGAGAGCTTTACGGTTCACCCGGCTGCACGATCTTTGACTGCTTGATCACATTTTACAGGTCATGGAAGCCCATAAAGCAAA
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CTCCGACCCCCCTAAAGTCCGGCCCCCTTGAAAAATGTAACGACGAAATACCCCTTTTATAAACCGATTTAAATGTAAACCTATCAACGCACAATAATACAATCATTGTCAGGCTCTCCCGGTTCGCTAACCTCTTCTCCATCGTTCAAAGCTTCTAAACAGTCCCTATTATTTTCCTGTGCTTCATAAACGTTTTTTTTGCTGACCAAAAGCTCGTTGGGATCCGGAATCACCCTTTTCCTTTTGACCGGCCGTACCGCCTCCAATTTTGCTTTTAACAAACTGATTTTTTGCTGAGCTTCAGCCAATAAGATATCCTTGGTTTCGAAGCTTTTTTGGACTTTTGCAAACAAAAGCCGTGAAGTGGCGTTACTTTTTTCGGACCGGGAAATTTCCTGTAGTTGAAGTCGAATATCTCGGGTCGTTTTAGGGGTTTTCCAAATAAGTAAAGACTGGTCGTTAATTTTTTGGGTTGGATTTTCCGGTGTTTTATCCCTTTGGAAGCCGTTATTTTTACCTTTTTCGACGTTGGCGTTGCTATTTTCTAATAAAAAAGGGTTTAAAAGTGGTTTTGCCAAGTTCACCGGCCATAACCCCGTCGTACGCCAACCAGATTGAATGGTTTTTGCTATAAATGCTTTTGATCTGGCTTTTCGATAGCAAAGTAGAAAGTTTCGTTTCCCAACAACCGTTGAACAGCAAAACTGGTTTACAAATCCCAGGTGACGTCGATAAGCTTCCTTTAACGGCCCAAAAACCGATAAATCCAACGGTTGAAGAACGTGTGACGAATGAGGGGGTAAATATAGGAGTTGAATATTGTTTTGCAAGCAAAGAAGCATAAATTCGTCCGTTATATGTGATCCATGGCCATCCAGAACTAATAACCGCTTTTCAGGGGTTAAAGGTTGGGTATACGGAATAAACACCTTTTTTAACCATTCGATACCTGTTTCATTATTTGTCCACCCGTTTTCGGTTGCATGAAATTGCCAGGTATCGAAAGGACTTAAATCAGCTGGAAACCATTGTTGCTGTACGTTTTTCCCCTTAAATATAACGAGGGGAGGTATAACAGCCCCCGTAGCTGATACACATTCGATTATGCTCGTCCAACCCCGCGTTCCAGGCTCTTTTCGCTGTAATGGCCGGATTTTATTACGCCCTAACACCAGGCCATTAGATCCTTTGCCTTCCATTATACCTGTTTCGTCCATATTCCAACGGTTGGCCGGTTTTATAGTATCGACAACGGGATTTTTCAAATAGGACCACCAAGATTTAATTACCTCGGTTGTAGCCCCATTAACCCGGGCATTTTCTATTCGCCGGGGTCTTTGGGTTTTCAAAATTGGATATCGGGCTATAAAACGGCTAACCCAATGTTTCCCAAGGCTTTTTCTTTCTCCGGCGGCCTGAAGAATTCGTTCCGCAAAATAGCGTAGTTCTTGATGCGTTGGCGGAAGGCCTAACGCGGCCTGCGCAAGTACCCAATCTGCCAAATAGGTTTCCTGCTCCTGTGAAAGCCTTTGACAAAATCTTTTCGCTTGTTGAATTGACTGGGCCCCCTTTAAACGATCGTGAAGGGTACTCCGAGGAATACCCCATTTTTGCGAGGTTTTGTAAACTGATTTGCCATTTCTTATGTCAGAAATGGCAGCAAGAAGCTGATTTTCAGTGTACTGTTTCATTGGAAGGTTTGGAGCAAGAATCTTCAAAAATCAAGTTCTAAAGTGAAAAATTCGTCTAGATATTTATAAAATAAAACAAAGGGTTGACGTGGCTGAGTAGATATTTTTAGGGGCCGGACTTTAGGGGGGTCGGAGATGTGGAGCTCAACGTTATCGCTTCTTTTTCTCCATACTTGAGGAGAAA

AGAAAACTTTTTGGACACGGAAAGACAAAAATGGAACAACTTTTGCAACCTTCTTAAGGCGCCAAGGTGGGGGCACTGTTTATTCTCTCCTTTTCCTTTTTCCTCCGGCGATTACCTGTTAAGGCTATATATATATATATATATATATATATATAATATAAACTTTCAAAATTTTACACCCGTTTGACTTTGACGCAATCGTTCAAATTGGAATTTGTTTACTTTGTCAACGCAGTTGCACACCCGCTTTACAGACTAGCTGTGGACACGAAGAATGTTAAAGGTAACCTATTTATAACA

TAAAAATAAAGATGAGCAATCCCACTCTCCCCCAACGTTTGAAAATAAACCGGAAGATAGTATCCATAACGACAAGTGAATGACCGTTCCCGCCAGGAGGATCAAAAATTGCTGCTGACAGGTGGGGGAGTTCGACAAAGCCAGAGTGGAGACAAACCCGGCGATAAAATCCAACGATGGACACCTGTGGACGATAACAAAATTCTTCTGAGATATACTTGCTCGATTGACTGCTTGGTCCGTTAGGACAAGAATTCCCCCCCAAAACGACACATAAATCACTTAGATACATTGCGAGTACCATTGGTTTGATACTGTGCAAGTTCCCTCGGAGCAGCACTTGGGTCCCGACCATTCCTGGCCGCCACATTGTCCCCATCGCGGAGAGCAGCCAGGGTTAGGAGTACCACCACCGCCGCCGCCGCCGCCACCACCACCACCACCACCACCACCATCGCCGCCGCCGCCACCTCCACCGCCTCCGCCTCCACCACCGACCGCAGCATTGAAGAAGCTCCAAGTCTCACCGGGCGCAAACTTCTGACCACCGGTGCCGCTGGGGTCTGGGACGTGACCACCGCCGTGGCCGATCCAAGTGACGGCGGCGCGGGAGCAGGTGTATGTGGTCTTGATGTGCTGCTGTGCCCCGGCCCCCGGGTCGGGAGCAGATTTGGACTGGCATCCGTTGGTGGTCAGCCACTTGTCGCGCAGCTGGCGGCCGGATCCGATGCCGAGGACGTTGTCGGCCGCGCCGTGGATGCCGAGGTAGGCGACGGGGCTGTTGCCGCCCGAGCAGCCGGAGAGGAGGGCGCCGGACAGGACGGACACGGCCTTGAAGACGTCTATAGTTTTTTGGGGGTGAGTGGTTGTTAGCTTTGAGAGTAAAAAATGGGGAGGACGGAACAGTGCAAAGAAGGCGAGGGTCGTCGTGGTGAAAGGGAGACATACTCGGCCGCGAGCAAGCGACGCTGTGGCTCATGGCACCACCATAACTCCAACCGGTGGCAAAGACCTCGGCGTCGTTGATGCACAAGTCGTTCTTGACGCTGTTGAGGATGGCATCGACAAAGGCAATGTCCTCGCCGCCGCTGTTGGCCCAGCCCTTGTTGAGCCCGTTGGGGGCGACAAAGATGGCCGTGTTGCCTGCCAGGGGCCTCAGCCCGTAGAACTGCCCGTTGGCCACGTCGTTCATGGACCCGTCGCGCCAGTGGAAGCCAAACACGAGCCTGTGCGCCGTCTGCGTGTTGTAGCTCGACGGCAGCTGCAGGATGTACTGTCGCTGGCGCCCGTTGACCGTGATGGTCTTTGTCCCCGAGGAGGGAGCGGCTTTCCCACAGCCTGCCGTCGGTGCGGCCAGGCAGGTCTGCACCGCGCCCAACAGGGCGAGACCTGTGGTTAGGAAGGAGAGCATCTTGGGGCCTGTCTTGGTCTGATTCCGGTGGAAGTTGCAGAGAAGCAGATGACAGCCTCAAATGCGAACAGCAATGACAGTCCCAAGGGGCTCTTCCTCTTATACAAAGGCAAAGGCCATTTTTCTTTTCTTCGTATTTTCCGGCTTGACATGGAGGTCTCCGTTCCGGCTCCGCAAAAGACGCACCTATCAGCACCGCCCATCTCCTGGCCTCCCTTGGGTTGCTTCTCTTTTGCAGTGGGTGGAGCAGCATTCCGACGGGAAGCCCCCCGGGGGCAGCGGAAATTAAAAGGCACATGGTGTGACAGGACGTCAAAAATACACGAAAAAGAAATGCCAAGAGCCGCAAGTCAAAGACCCCTGTTTACCCCGGATCAACAAGTGTCCAACGTCAGCATGTCGGCAAATGTTGGA
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GGTATGTTTTTTTTTTCTTTTTTTTTTTGTTCAGGTTCAGGTCTCCTACACGATCTTTTGCTACCCACCATTAACCAACCAAAACTAACCCTCTATAATCCCAACCAAAGGTCCGTCCTCCTCACCCCGTTCGCCCCATTCTTTGTCATCTTTTGCCAAACCATCTCGACCTCGTCGTCAGCCGACCTGGCGCTCATCCAAGCCTTTGCGGCGTCCCTGATCCCGGCCAGCGAGTACTCGGAGCCCGTCAAGCGTCTGCAGCGGCTGTGTGACGTCTTTTGCAAGGTCGCGGCCGTCTACCTCGAAGCCAAGGCCCGGGCCAGCCAGGTCGGCGACCAGGACATGATGCAGATCGGTAACGAGTTCGACATGTACTTTGGGGCACTGGGCTTGATGCAGCACCAACAGCAGCCCATGGTTCAACCGCAGTGGAATGGTTCACATCACCACCAGCAACAACAACAGCAGCAGCAGCAACACCATCAGCAGCAACAGCAGCAACAACAGTTTGCCCCGGTTCAACACCACCAGCAACATCCCCAACATCAGCAACAAGACGTTCAGAATATGGGAATGATGATGCCGGGCTTTGATATGGGATTAGGGGATTGGTATGCAGGAAGCAGGAGTATTATGGGCTTGTTGGAGGGAGACATGTCTACGTTTGGGATGCCGCCTGAGGCTGGGCATGGACATGGACATGGCCACGGCCATATTCATGGGGGGCATATGGGATGACATGTATAATGGGTTGTGACTCTGGAATAAGAAGAGCCAAGACTTGACCATTTATTTCAACTGAGGACAGGTCCAAGTCTAGTGCGTGGCAAGATATTTAATCAACTTTTTATTTTTATTTTTACTTTTTCAATCAGAAAAACATATCATGCCACGACACCCACGCAGTTTAACAACCCGAAACAAAACAAACCACGGGTGGCAAATGTGACAATAGCTCGGCTGCGTCCGTCTACATTGATTTAAATCACACTGTTCTCTTTTGGCATGCCGTCGGTTCCATGACTGTAGCCAAGAACTGGTCATCTCGACTGGGTGGAAATAAAAAAGACGAACAAAAAAACGAAACAAGCGCCCAAGCGCAAGCACATACGTGGTACTACGGTAAAGAAACTCGCGCCTTTTTCGGGGCCCGGCCATGCATGTCCGCAGCGATTCGGGTCCGCGGGGCCGCAGACTATCACTATGGTACAGTACATACCCGTGGGGGGTTCCCACCCGACGGGATCGTCAACCCATCAAACCCACAAACGTGGGTCCCGGAAACGTCCAGGGCAGATCCCACACGGAAGCTACAGTGGTAATCTAGATTCATCAGCCCCTCCCGTATGATAAGTAGAATGTTTCAAAGCCCGGGGCTCGACGACGGCTGTTGGTCTTGCCAGCCTTTTTGCCTCTTTGGGAAAAGTGCATTTTCTCTCTTTTCTTGTCTGACATATGAGCAACCTATGCACACAAGACACCTGCATTTGGCTTCCTCTTTGCCAAAACTCTACGGTCTACCTACACGCTGCACCACCCACCACACAAGCTAGGTTTGAGACATAGCAATCAAGGTAAAGCGTTTGTAATTAGGGTAGTTATTAACATTCAAAAATCAGGCCTTCTTTTTTTGTGGGAATACTTGTATGAAATTTACGACCCAACAACACTGCTCTCTGCTGTGGCAAGTGCCAACTGCCCACATACTATGTTACTTTGCGGGTCAACATGGAGCCCGAATAAGGAAGGAAACGTGGTTGACATGCACTGGCATCCATCCCATTTTAACGTGGCCCCCCCCCCCCCCCTAAACAGCCCACCCTTGTCGGGGCCGGCAAACCCCCTGCCGCGAACCTTAACGCTTGCAGTCGCGGT


GAGATCAGTGCGGACTCTTTTTTTTTTGTTCCTCTTCTCTGTCGCTGTCTCTCTTGAACCTCGCAGGGCCGGGGGTCAAACCACCCCCCGGATCGCTAGGTAGGTTCTCGCAGGTCATGAGGGGCGGGGGGGGGGGGGGGGGGCGGCTTCGGGCATCGCTTTTGCGCTTCGCGCGAAGGCCGGATTCAGAATCGGGTCAAGTTTTGACGAGGATAGCGGTGATAA

TCTTTTTTGTTTCTGGGTATGACCCGAGTAGAGACAGACAGACGTGCAAAACTACCACATAGAGCTTGGTCCCCCGGCAGTTAACGGTGCAACATGGAGCCTTAATTGACAAATGAAAAAAAAACACCCACCCATCGAGTGCCGAAGAGGAAAGGGGACCCTCAAGTTTAAAAGGGTACAAGGGGGGAAAAAAAAGACGCGAGATATTTTCCGTCTGATGTTTTTTATTAAACGCGCTGCCCCCTCGCCCGGTTTGCATCCAAAGCAAATCTCTTTGATGGGAAGCATTTTGACAGGACTGACAGACAGGTTTTGCCCAGCCTTTCGTTTCCGACTATCCTTGGTCGTTTTCTTTCTTAAAACCTAACTTTTGATTCTTTTTTTGTCTTTTCTTCTTTTTTTTCGTTTATTCTCGTTAAGTTTTTCGATGTTTCTACCATAAAACCCAAAGCAAAACCCACCTCGTCTACACCACTACAGACAGCCACCTATGCGTTTAGATCATCGTCAACCTTAATACTTTGCCTCCCTCTACCCCTCAGGGCTGTGCTAGCACGCCCAAAAAAAGTTTTTTCATCCATCTTTTTACATCTTGTTTACGCTTCTCTCATAAAACAAACCAAAAATGGGGATATTATCAGAAAAAAAGGCGGCCTCCGTGGCGCCGACGTCGTCAATGGTGACCGTCACCGTCCAGGACTCAGCAGCACAGTCGACAAAACCAGCCGAGGAAACACAGCCCGAAGGCTCAGCGTGGAAGTCGTACTGGAGAGTTTTCAGATACGCCGGGCCGGTCGAGTATGTGCTCCTGGCCATCGCCGTGCTTGCAGCCGTCGCTTCGGGCGTCGCCATGGCGTCGCAAAACATCATCTTTGGCCAGTTTGTCACCGTGTTTACCGACTTTCAGACGGGGGACGGGTCGGCAGTTCAGCCGTTTAGGGATGCAGGTTCTCAACTAGCGTGAGTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTCTCTTCTTGTTCAGCCAAGTACTGTTGCGCGAACCTTGACCGTCTTCTTCTCGACTCGCATGGCTAACCTCGAGCATGAATCCCGCAGCCTCTACTACGTCTACTTTGGCATCGGCCGGTTCGTAGTGGCCTACGTCTACAACACCCTGCTGACGTACTGCGCCTACCGCATGGTGCGCAACATCCGCCACGAGTACCTCAAGGCAGCGCTTCGCCAGGAGGTCGCGTACTTCGACATTGGCGACGGCGGCTCCATCGCCACGCAGGCCTACTCCAACGGGCGGCTGATCCAAAACGGCACGTCTGAGAAGCTCGGGCTGACCATCCAGGGCGTGTCGGCGTTTGTCAGCGCTTTCATCATTGCTTTTTTGACCAACTGGAAGCTGACGCTGATCGTGTGCGGCGTGGCCCCGCTGTGCGTCATCTTCATGGCGGTGGTGTCCTTCATCGAGGCCGGCTACGAGACCAAGGTCCTCGAGAAGCACGCGCAGGCCAACGCCTACGCGGAGGGGGTGCTGGGCAGCGTCCGCACGGTGCACGCCTTTGAGATGCGCGAGCGGCTGGTGGCCAAGTTTGACGAGTTTTTGGTGGAGGCGCACCGGTGGGGCGACAAGATCTCGTTCCTGTTTGGCGTGCTCTTCTCGGCCGAGTACACCATCGTCTACCTGGGCTACGGGCTGGCCTTTTGGCAGGGCCTGCGCATGCTGTCGACGGGCGAGGTGGCAAACAGCGGCGACGTCTTCACGGTGCTGCTGTCGGTCGTCATCGCCGCCCTCAGCCTGACCCAGATCGCCCCCTACAGCATCGAGTTCACCCGCGCCGCCTCGGCCGCCGCCCAGCTGTTTGCCCTCATCGACCGCAAGAGCGCCATCGACCCGCTGGACCCGAGCGGTGTCAGGC
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TCAATGCCAACAGAACTCACCGCGAGGACAGTGGTTTGTTGTCGTTCAGACTGTCACGCACAAGCACCTGGACAATTTCGAGCTCGTCCAGGTAAGCAGCAGCGCTCAGCACAGTTTCGCGAAACCCCCTGGTGGCCTCCTCGTCCCTCTCCAGCCTCTCCCGGTCTCCCTCGTCAACAGTAAACTCGGCAAAAAAGGTGTCACGGAAATGCGTATTGAACGAAGATATGTCCATGAGCGGCAATCTGGAAAGCCGAAAGATGACGTCATGCAGCTCATCCTCGCCGCCAAGTGCAGAAGCAACGGCGCCGTCGGCGGCCCGCAACCGCATCCGCAACTCGACGATGCGCTCCGCGACGCGCCTCATCATGCGCAGACGCCTGGTGGCCGGCGGGCGCCGAAGGTGGCGCAAACCCCAGTCGCATGCTCGCTCTGGCCTCGGCCCGCCGGTCAAGGGTCCCAGGGGCTCCACTTCGCCGCGGACGGCGTGGTCGATGCGCCAGGCGAGGTAGCGCTGCCAGAAAAGCTGGGCGGATCCGTCGGGTCTGTCCAGACGGCCCAGCCAGTAGGTGTTGTCGGGCAGGCCGGCGACGAAGATGACGTTGAGGATGTCGACGGACCAGATGCGGCTCACCAGGCGTAGACGCAAGGCACGCTTGAGGCCGCGCACGATGACGGCGTGGGTGAGGATTTGCTCGAGGATTTCGGTGGGGAGATGCGGGAGGGGCATTTTGGGCGGTGCGACGCTGACGATTTCATAGCGGAATGCTGCCCAAGAAAGATGGTTAAGACGAAAGGCCGCTCGCCCTCAAGGAAACTGCTGTATGCCTGACGATTGACAAATTAAACAAAGCTGCCCAATGCAAGGTACAATTAACTCGGGTGAAGTTTATCTCAAGTTCTCAACAAGCCAGCCGACTTGGGTCCGATGATCCTCCCCTGCTTGGGTTGTGGCATTCCATCCGATGGTGGAGTGAGTGGGTTGGACCCGCTAATTTGGAAACTTGAATCCCTCCAAATAGGGCTAGCCAAACAAGCTACAACGCCAAGATCAACTCCGTGCCTGCCTGCAGTCTGCAGGACTGCGGCTGATTAGCAGTTAAGTGGTGCACTAATAACGAAGGAAAGAAAGAGGGACGCCTTAGCGAGTAGAGAACTTTTCTAGCTCAGCAGTCGACTGGTGTCCGCACTAAGTATTCAATTATGGACAAGGACATATACGTACATACCTTACCTACCTTGCCTAGGTATTATGTACGTAGATTGAACGTCCTGGTCTGCATTTTTACTGAGTGGGTCCAAAGTGACTGCGGATCTACAGTAGAAAAGTTGTCTGTTCGCCAAGTGATCCCAAGACAAATCTTGTTTTTCAATCCTTGCCCAACTCTTCACAAGTTCTCTACAGTCGGTCGCATTTGAGCACATCATCCCTAGCAATGCACAAAAATCGAAGAAAAGCTTTCCAGGTTAACCTATTCTATATATTTACTCCAAAAACCGCCAATTGACTTGAGGAACAGTTGGATAATATGACCTGCGCCCGGTGGCGATAATGGTTGTAGTCCGAAAACACATAGAATAGACCATCCCTACAACTCCCCCTCCATCCTCTCACCCGCACTGTTCAACCGCTTACAAAGCCAGGACAGCGAGAGCGGCGGCGCCGATCCAGCTGGCAACCATCTTTCCGTTGGCAGAGTTGGAAGCCTTGGTAGAGGTGGCGCTGGCGGCCGAGCCGGTGCCCGAAGCAGTCGAGCTGGCGCCGGAAGCACCCGCCGATGTAGGCTTGGTGGTGCTGCCGCTGCCGCTGGCGGTGGGCGAAGCTGTGGCAGAAGAGTCAGCACCAGTGCTCGACACGGCAGTCGACGAACCAGA

TGCAGTCTTGGTGGTGGAGGATGAGGATGAGGAGGAGGAAGAAGACGAACCCCCGGTGACGTTGAACTGGTTCTACACGACAGAAGCAAATCGCAGGTTAGTAAATGTAACAAAAATTCAGGCCTGGGGGGGGGGGGGGGGGCTTGGATT

TGTCAACTTACCGACTGAGCGTAGATCTGCTCGGTCTTGGTGCCGTTGGTCAGGTTGATGGTAAAGTCGTTGCCGGCGGGGAGCTTGCCGCTGTCGACCTCGAAAGAGCCGTCGCTGGCCTTGACGTCGGAGGCGAGCAGGACGTCGGTGGGCGGGTAGGTGACCTTGTTGGAAAGGTAGATGTTGAAGGTGGGCTGGTCGCTGGAGACGGTCTCCCACTTGATGGTGTGCTTCTCACCAGAGCTCCAGTTGGTGTTGGAGTCGGGCGAGGTGACCTTGAGGGCAAGGGCGCTCGAGGCGAGCGCGAGGATGGCCAGAGAGGAAACCATTTTGAAGATTAGTTGTTGGTATGTGTTGGTTCTGAAAAAAAAAGCAAAATTAAAGATCTATTCGTAGAGCGAGTGACGGGTAGTTGGAGAAAATAAAGCACAATTAACGATCGTGGGCGTGACTTGACTGTTGGATAAAGTCTTGGCGATGAAGGTAAAGGAGAACGCGATGCCCTTGTACCGGCAGCGCCGATGCACGTCAACTTTATATCAGAGTACTCCGTATTTAGTGGATCAACAAAGACACATCCAGGCATGACGTATCCTAATTTTAACCCACATTATCGTCCATCTCTGGACGAGTCAGGGGTTGATTGGCAGGGTTCAGCTGGATTTGTGCAGATACGAAACGGTTATTCATCAAATCGCATTGACCGACTCGCTGTCAACTCGTGTTAGTGGAGTGTGTGATAGAATGGTCCACGGAGATCGTCCAGATACTTTTTTTTTTTCTGTGTGTTTTTCGTAACCCCGTGGAACATGGCAAAAAATAGCAGGCGCCGACATAACCGAGAGACAAAAAACGGTCCCCTTGTAACATTCTTCTAACTTTATCTAGTGCCATCAATCTTGACGCGTAAGCAAATTCTTCTAGATCATTTTTATTTTTTATTATTTTGCGATCGCTGTCCATTCCTAAACAACCAGTACCCAAATCATGTCGCCAAACACGCGAAAACAATGACCCCAGAGTGCACAACCGTGAAACTCAGGGATGACTGAAGGCGGGACATTAGTGGCCGAAAGCGAACCATGCCAAAACGGACCACCCCTCATGGCGGTTGAAGTCGATACGGCGTGTTAGGTCGACAGGTCCAACGAGAAAGAGCGCCGAAGACATGGATATGGCAAACAAACCCATGCCCATCAACGCGCTCCCGCAAGCCGGAATCACCCACCATGTGTCTTTTTCAGCCCCAAAATTGTAGAGTACCATGGAAAGGGAGACAATCGCCCCACCGGCAACAGTCAGCGGCAGAAGGTGCCCGGCTCTTTTCTCGCCTCCACCGACCTGGCGGCGCAGGTGGCGATGATGCGGCCCGACAGCGTCCAGCAGGCCAGCAGACCGACCAGGGTCCCGACCCCCCCCCCCCCCATAAGTATGAATACGGATCCGGCTTCTGCCGCGGAGAAGCTGTAGACCTCCTCGTATCTCGCAGGCACGTTGACGTACAGCCACACCTGCAGGCTGTAGAAGAACGACGATGGAATGACTATGCCGGGCCACGGATTGATGGAGGAGGATTGTTAAGAGGCCGCACCGATGCATCCCTCAGCAACACGACAGCATTTTTTTCGGCGCCGACAGCCGTTGCGGTGTCATGTGCAGTGCACTCTTGCGCAGGCCTGCAAATGTGAGCAACGCACTGACGACCTCCGACGCAGGCAAGCAGAACGAAGCAGCCTCTCCACCCCGGTACCGACTGCGCGATCCTCCCGCCTGCTGCGGGGCCCAATAGGGCGCCGAGACGTTGCCGACGGCGATGAAACGACAGCGCGCGGCTGCGGACCTCATTGTAGAAGAGGTCGGCGACGGTGGACGAGCCCAGGACCATGGGTGTGCCGCCCGCGCAGCCGGCGAGGAAGCGCAGGGCTACGAGTGACCAGATGTTGGGTGCGGCGGCGGCGAGGGCGGAGAATAACGC

Chr.5
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CAAATCCTGGCAGGACATGGCCGCTGATTGTGCCGCACAGTCGGCATCTGTTGTCGGCGCCAGCCCAGACGAGATCGCCATTATGAACACCCTGACTGCCAATCTGCATTTTATGATGGCCTCCTTCTACCGTCCCACTGAGAAGCGTCACAAGATCATTTCAGAGTGGAAGCCTTTTCCCAGCGACACTGTGAGTCAAGTTGTTGTGTTTTTTTCTTCTTTCTTCTCTTTTTCCTTTGACATTTCACGTGATCTTCACCTTTCTTCTTCTTGTATGCTCATCTGCTCATTGCTTTTTCTTTTCTCCAGTACGCCATTGCCTCCCAGATCCAATGGCATGGTTTCGACACAGCCACCTCCCTGGTTGAGCTTCACCCAGATGAGAACTACTACATCTCGACTGAAAAGATCCTCGCCACCATCGATGAGCACGCCGAAAGTACAGCCCTCCTGCTCCTGCCCGGGATCCAGTACTGGAGCGGCCAGCTCTTCGATATGCCCCTGATCACAGCCCACGCCCGCGCAAAGGGCATCGTGGTCGGGTGGGACCTTGCCCACGCCGTCGGCAATGTGCCTCTGAGCCTGCACGATTGGGACGTCGACTTTGCCATCTGGTGCACTTACAAGTACCTCAACGCCGGGCCCGGTGCCATCGCCGGCGCCTTTGTCCACGAGAGGCATGGAAAGGTCGACAGCGATGGCTTCAAGCTGCGATTGTCGGGCTGGTACGGCAACAACAAGGCCACACGTTTCAACATGGCCAAGGACTTTGACCCCACCCCTGGCGCCCAGGGTTGGGTCGTGAGCAACCCCTCGGGCATCGATCTCGCTAGCTTGGGCGCCGCCCTATCAGTCTATAACCTGACCACCCCGGCCGACCTGAGGAAAAAGTCGCTGTGGCTGACAGCTTACGCAGAGCACCTGCTCAACGGCATCCTCAAGGACGAGGCTGCATCTTCCGCGGGTGATGGGAAGAAGCCCGCATTCAGAATCATCACCCCTTCCAACAAAAACGAGCGCGGCGCTCAGCTTAGCGTGCTCCTTCGGGAAGGGTTATTGGACGTTGTGGGTGAAAAGATGGAGGCTGCCGGTGTTGTGTGCGACAGGCGCAAGCCCGACGTGATGCGCGTGGCGCCGGTACCCATGTACAACTCGTATGAGGACGTGTGGAGGTGCGTTGATGCACTTAGGAAGGCCGTCATGTCATGAAGGTGAAGCAAATGCGGTCTGTCTGTTGCTGGTCTCTCTATCTCTTTCACTCTCTCTCTCTCTCTTTTTTCTTTTGGTCCTCCCCCCCTTTTCCCCTTTTTTATCCATGTGGCTTCAAGGTTGGTAATCGTCGGGAAATGGTCGGTTGCATAGCGATTTTGCGGGAAATACATAAATACTATATATGATACACAATTTTTTGAAAATAAGCAAAAGGATGCCAAGAAGCTATTGTCTTGGCCTATCTTGGCCTGGAGGGTCTTCATCCCTTGCTTTCTTTTTTTTCGTGTGTTTGTTTGAGAGGCCCTTACCAATCTGTGGGTGTTGCTATACTACTTGACTACGTACCTAACCTATGCACGTACTAGCGAGGGAGTCTAGACCAGATCTGGTACTTTGGACTACGAAGTACCAAGACTACCTACTTAATCAACAATCAAATCACCGGTGTGATGCATGCCGCAGGGGCGCCACCCACACCGTACAGCCACCAACTTCTGCAATTAAGCATAAGACGATGTATCGCTGGAAGTCTGCCGGAGAAATTGCTACGGATGGAATGCATGGGCTGGCGGGCTGGCTGATTGTGCGCGCACGGCGGCGTGTTTCACACATGATGATAGGTTGACGTCAGTTTAGATAAGACCAATTGTGCTACTCTTTCACTGTGTCAACGACGGGTTCGAACTGATTTGACCGAACAGAGGCCATTGCAGATATATTAGGTACCTAAAAATTATA

TAATTAGAGGTACTCAAGGTAGGGAAGAAGGGCAAACTCAAGGTAGGGAAGAAGGGCAAAGGAGCATCGTGTACCTCTTACCCAAACTCATGCTCGATTGAAATGCTTGCAGTTACAGTATGTACCTTACTGTACTTGCTTGAGCCATGG

ACGTATCGTATTTACATACTATGTTGTGGAATGGAAGGGCAAGCAAGCTTCATGGGTGGGGTGACCCAGGGTTTCCGGAGCTGTTGTTCCCCGCCTGTAGCGAGCGATAACGACGGGTTGCATTCTCGATACATGGCAAAATAGGTAGGTAGGTTGCTGTATACGGTAAAGTGCCAAAAGTGCTTGCGCTCGCCTACCTATCCGGTGAACCCCGTTTTGCCCCGTGCATGATTGTCTTGATTGGAAATGCAGAGTTGCTTCTCACTGCCGCGTGCAAAACAAAAAGAAATAACTAGAACTAGGTGCTGTCGAGTTATTTCTCTTGGTACGGATGAATTTAGACCCCGCCAGTTCAGTAGCTCCAAACAGGGTCCTGCGTGGCGAACCATCCAAATACGGCACTCCCGCTGTCTACAGTTGTACTATAGTAAAAAGTCACACACACCAGCCCCAGCGAGCCCACCCACCCGGGAGAAAGTGGAGAGGGCCCAGTAGCGCGCCCCAGTTTCTTCACGCGAACTACTCTGATCATATTTACTTCAGAAATTCCGTTCTATTCTGGAGTTCTAGTCTAGCTTTTGTCACCAGCGAAACGCACTCATTCTTGTTTTATTGTTTTTTTCTGTTTGTGTTTTTCAGTTTTCGCCAAACCAACAAAAACTTGAACTCAATTCAATCGAGACGCTCCGCCAGACAGATGTTCAACGATCAGACACGACGACCCTTACACTAGGCAGGCAATGTGCGCAAACCTCTCAGAGGAGTCGGCGATCCAGATTAGTGACGGGCGCCCTCTCAGTCGCAGCCCCGAATGGGGGGATCACGGCGGCGGGCAGCCCCACAAGCAGCAGCAGCAGCACCGTCAATACCAACCGCATCACCGCCAGCATCCTCATCATCACCAGAGTAATCAAAATTACAATCACAACCTCCGCCACCAGTCGACCAAGTCCGCTGCCGCCAAAACACAAGACCGTCACCAGCAACCAGCAGTGTGGACTTGGTTGAATGCAATTGGGGCTGATGGTGCTCGCATGGTGACTCCATCCCACCCGTGTAGTCCCCCGACCCATGTGCCGCCAACAGATTCCCCCGAATTCGGCACCACCACCACCAGCAGCTTCGTTCGACCCTTGGTCCGACGGCGCTCGACTTTACCAACCAATTCACCCATGTCAACCCACGATGGCAACTCAGCCGATGCTTCAAGAATTAATTTCGCTTTCGACCCAAGGCAACAAATCAGCACCAGTGGTGTACTTTTTGGCGTCTCTGAGCTTTTTGATTGGCGACCTCCCCACGTGGATGCTTCTCATGTGTGTTATTTCTTTTCCTCTTCTTTTCTTTTCTTTTCTTTTATTTGTTTTCACCCCCTCTTTTACCCGGATATCCGGACCTTGGGTCTCAATGCCCTCGCCTCATCCCTCGCCCCCTCTCCCCCAACCTACCTACCCTGGTTAGGCAAATTGTTTGTTAAGCTGACATTGTTTTTCTTGCTTTTTTTTTCTCCGCTTCTCTCGAGAAGAAGCGCAAGGTTTCGCCTCCACAGACTTGCGTCAAATGCCATACAACCGAGACACCAGAATGGCGCAACGGTCCAGCAGGTCCCGGGACCCTGTGCAACGTCTGCGGCTTGGTGTTTGCAAAGAAACGCGCGCGCAGAGATCGAGACTCCTGGTCTCTAGATGTCAATAATGCGCGCGGGGGCTGCTAGCACCCAACGAAATTTTCTGCAGTCGCCATGCCACCAAACCAGCCATTGATCCAAGACATAGTCTGGGCCTAGGGTGTCCAGTGGCCTTCTCATCCTACCTAGGCTACCTAGGTTCTCAGTCTAGCAGAGGGACTACGGAACCTGTATTCAGGGTGGGAAACCATGCCCGATACCAAGATTTAGCCA
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GTCAGCGTTTAAGAGGCAGCAGGCGGCTATATGGATAGGCGACATCCTTGGCATTTAATCCTTTCCAAGAGGCCAAGACATGATCCTTTCGCGCTTTTGACTTGGAACTCAAACCGAGACTGGTACAAGTAATTCCGCGCCGGATAGACTGAAGTCCGCGGTCGAGGACTGGCCCCCGTCGATTGGAAGGAGGAATGCCAGAGCACTATATATTACTCCCTTGAGTGAACTAGTCCACCTGAATTGTCATGAGGATAGCACAGCTGCGAAAGAGCTTGGTGGGCGGGCTGACTCAACTAACAGCGCGAGAAAATGTGCGATTAATCAATTGCTAGGCTGCTCCAAGACTACTGGGGGGCCCACATGGAACAGCCCCCGAGTAGTAAGCTGTATGTGGTATAGTAACCAGAGCTTGTGAAGGCCAATATGAAAGGAGCCATGAACCTGCTTGCATTGAAGTTATAGGTGACATATTAGGCCAAAAATCCAAAACCCAAATCACGGCGCCGAGCAACCAGAAAAACCGTCAACATACAGCTCACGCAGGAGATGTCAGTTTTGTTTTTCTTTTCTTTTTTTTCCTCCTTTGTCAGTGGTTCGGATAAACCCACCATGAAGTGCTTAAAGTCTCGGGCTGGGCAACTCTAGCATTCCTCTTTCAAACTACCTATGGTCACCCCGTACCGGTGATGAAATGCGCATTATCTCGGCATTCGCCCTGCAACACGTCTCTAAGCAACGAGCCCACGTACCCAAACGATGGTGGTGAACATCCTCTGGAGTTTGACAGGGGCCAGCAACATGCCGTTTTGAAACGGCACGGTAAACATAGGTTTTGAAACGACACGGGTAAACATAGGTTACCGCAGCCTAGTCCAAAACGAAAACCTCCGTACAAGGTTACCAAGAGCCTGGGCCGGGCGCGCGTGGCTGAGAAAAAGGTGAAAGGGAAATTGGATGGTAGAAGAAAGGCCGACTATGAATTCTGCATGGCTCAGGGGGAAAAGCCTCTTGAAAGGGCTGCTTTGATGGCTGCCAAGGATCGTCAGAAAACGTCCTCGGCTTCAAAGGGGGTGACTAACCCTCCCGTACAGAACCAGGCCACTCAGACCAACCCCACCTCGTTACTTGGTCCGACAAGCAGACCGCTGCACAAGATAGACGGCCTCACCTTCTTCAGTTTTGAGTTACGATGAACTCGGTTTTTCGAATGGAGCTGCCAGGAACCCGTTTCTGGAAACAGGTCTTGACGGACTGCCTCATACACCTTGGTGTGATGCGCCACGAGTGATGGACATTCTGTGCTCAGGCAGCTGGAAGTCATTCTTGCAAACCCTACCCATACCTGACCAGGCTGAATTATTTTCTAGGTACAAGTTGTATGGGAGAAAACATTATAGTCACCGCTCAACCCTGGTGATGTTGTCATCGGTGAAAATTTCTACTCCTATTCGACAGACAGTTCTCACTGGTTCGAATAGAAAGGATATGTCACCCATGGCTGTTGTCGGCTTTGATGTAATGTTAGTCGTACGCGTACATTTGGGATTCGTAGCTCACATTTGCAAGGCATTCACAATAATTGAACAGTTAAACACTAGGCTAAAGGATTTAATGCGTCGAATTCTGCTCATGATTATCATAAAAATAACACACAATCTTGATTTTACAAGTCCGCTCTCAGTCGGCTCTTTTTGGGGGCTTTCCATCACCATTTTCCGCATCGATTCCTTGGCTCTTGGCAGCCGGGGTCGCGTCGCCAATGTCGCCCACGTCCGCCTCGTCCCATGCGTCCTCGCC

ATTCTCGTCCCAGTTGTCAACCTCCTCCTCCAAGGTCAAGCCCCTGTCTCCAACGGGTCCACTTGGTTCCGTATAGACGGGAGCATCCGTGATACCCTCTTCATGACCACCGTCGTTAGAGTAACCCAGACCCTCGCCCAGCTCAACATCCTCTTCGCCAGGGTCACCGTCCACACCGTCGACAGGCTGGTATCCCTTGCGCATGCGCTTGTGATACCATGAGCA

CAGCGCCAGTCCCGCCAGGCTACCAACGAGGTTCGCAGCGATGTCGTAAACGTCGAAGTCTCGGCCGTTGGGAAGCAGCGCCTGCAGGAACTCGGAGCCGACGCCGAGGGAGAATGTGCAGACCGTTAGGGTCAGGTTCAGAGTGCGACGACGATTCGTGTCGACAATCCAGTAGAAGACTACAGTGAGGGCGAAGAATGTAATGAGATGGAGAAGCTTGTCGTTGATAAGCTCGCCGAGTTGCAGTGACGTCAGACCGGCGTAACCTGCGATGAGGAGCAGGAAGAAGAAGACTCCTGTGAAGTTGAGATAACAGGGAGCTGTTAGTATCGTCGATAGATCATGGGGTAATCGGGCTGAAAATAAAACGAAGCTCCGCCTTACCCGCAAAAGGGAGTCGTATTCTCATGATGGGCTGGCTCTGTGGATCGTGTACAGTGTGCAGTGAAGTTTCGGTTCGCGAAGTGGCAGACCAGGCTGTCGTGATTTTGCAGTGGAAATCCTGGCCGAATACAAGATTCGGTCAGCTGAAGCTCTCGGAAGAGAAAGCTTCAGCTATGGTGGCAATCGGTCGTGGGACAAATGCTCTCAGTTTAGTAGGAATTCCTGCCGGGAAAAGGCTGTCGTGTTTGACGGAAGAGACACGACAAGTGAGCCCCCACAATGCACAGCTTCTGACGCCCACCCTCTGGAGGTTGGTTGCAGGGATGCCCGACGCCGCGAGCAGCTCTGTGGACACGACGTGCAGACAGCTTGGAGGTTACGACAGGGGTCAATGATTCTTCTGCCGGATTAGGCTTAGCGTTATGGTACGTGCTGGACCGAAACCCGCCGCATCGGCCGCAGTCTGCGGGAGTGGAATTGTGTTTGTACTGTCGAGGCTAATATAACCAACGATGGCAAGCTTGCCTCATGTCCGATTGAGACATCAGACAGGATGTCGGAAAGTCTGGGTTTGGTTTCAATTGCTTTAAGATAGCAAGGCAGTATACCTCAGCTGTGCTATATGCTACCTAGGTAGGCGAGCGGTAGGTAGTAGCTAAGGTACCTAAAGGTAGGCCCAGCTAGGTACAAAGGCATTAGAGAGTCAGGCGCGTCATTCGAGCATCTTACCCATATAGTCACATGAGATATCACGTGCGTAGATCACCTTGCTGAAACAACGTGTGGGGGAGCGACGACATCAGTTAAGAAAGCGGGTCCGGAGAACAGTGTTCGGGGGTACTATCTTGGAAGACGACGACAGGTACTGGAGCTTGCAGTGCAAGTGGGATGAAGACAAAGCAACTAAATAGATGTAATATTGTGCATCGTTAGGGTAATACAGAAAGCGCATGATTGGATTCTACGGCTTTTATCGAAAGTTTATGGCCTTCTTCTCAGCAGGGAACATGTACCTACCATCGCTCATGTGGAGACCAAAGGAAATTCAGCCAACCCTGGACTGGTGCAAGTGTACCAACCAGCGCATGAGCCAAATCCGTCAACCTCAATCGTTGATTTACCGCGAAATTGCCCTGCCTTCAATCCATCGAAACATCAGCGCAGCCATCGATATTGACATTCAAACTGGTCATTCCATCTCACACGAAGGCGGCCTTTCTTCCCATGTAACTCTCGGCGCCTGAACCTTGCTGGTTCCGCCGGGACGCGACCGCAGGATTTCCGCGCATGGCGACCGACCGACCGCGTCCTACAACTCCGATCGCATAGCACAGGGAAAGCAGCCACATTCCCCCAAGCATGTCTTTCACCAATGGCCAGCACGGCTGGTCAACCCCATCAGGCGGCCTTCCCAATGGAATCAAGAATATGCATCAATTTGATGATGGCCCGGCGAGAACACAAACTCCGATAGACACTTCCATGACATTGGTGCCTGAGGCATCCGATCTCGCCGAGGAGGAACGTCGCGCGCATTTCTCCGAGATTTATCGCAAGACCGATTCCAAAATAGCGCTATTGTTTACCGAGG
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GGAGTGGAAGAGGCTCGACCTGGCCGAGGCGGAGCAGCGGAAGCGCGGCGGCTGGGGCAAGCTCAGCTACGAAGAGTTTGAGGAGATTTATCGACGCGAAGAGAGAAAATCGAGCAGGCTTGACTACCTGGGCAGCTGGATCGACGTATGCATCCCATACAGCTAGGAACATCGAGGCCCGAGCCTGCAGATTATGGTGCCTTCCTCGTCCTTTGACGACGCCGATATCATCATTTGACGGAGTCGATGAAGTGTCGTTGGGCTTTATTAGACGGTACTTTTAGAGGATGGGTTAGAGTGAGCTTAGGGGGTGGTCTTCTTTGTAGGAATAGGATATTTTACGGTTAAAAGCTCTATTGCCATTCACCACCTGGCATTTCACAGGGCATGATGATACAGCAAGGGATTAGTACAGCACAGGAAAAACTTTGTGAACATTTAACGGAATGTTTGCTAGCCCAGTTTAGCGTAGTTCTCTTTATACCCACCAGCGACAATCATAAGGAACATCTCTCTCTCTCTCTTAAGTTAGCATATATGACCAAGTCCTGGGGCCAAAGTGAAGTTCACAAATGATGCAGGAGCCATCTTCCACACACGTACCTACAATAAAACCTATTTGGCAACTTCCCAAGACACCACAGTACATGACAACAGCGTCGCGACTGCTAATCGGTCGAATGGTGCTTGGTGCTTTACTCCTTATGGATTTGATTGGAAAGCTACACCTCCAAGTGAGAGAAACTCTCCCAGTCAACGATGGCAATGTGATTGTGCTTTATTATTCTTTGTCTTGGACGGCGAACAGGATCATATCCATACAGAAGCACTACTACATGCCAGCATGTTTATTGAAGCAGAAAAAGACAAGGCGGACGCTCGGTCTTGGGCGACGGAACCATGGCCGATCGGGCATTCTAGCGAATTTTACGAATACAATACCGAGGTCTTGGAGGCAACCAAAGATGAATGCTCTGACAAACTAGGGTGAGTCCTTCTGACGTAAGACTGGTTTTTCTCTGCATGTGTTCATGTCTTCGCTGACAAGAAATTACAGGCGGGGCTTGAAGTCGGCATATGAGCATCGTCGCAAAGTATGGGCTTGTCACGTATGTGGGAAGATTGTGAGCAAACGAGGCGTCGGTCAAGATGGCAAAGAGAAAGACGAAAAAGAAACCAACCAGCAGGACGGGCAGTCTCTGTGCAACGGCCTGACTCCATGCGAGCTATGTGGTTCCGCATGGTACTGCTCCGAGAAATGCCGTCGGAAAGACTGGCTGTTACACAGCCTACTGTGCACCCAGTACCGACTCTTTCAGCAATACAAGCCGTCATCGGATAGCTTCAGTTGCATCGGCATAGAGCTCCCCGTGGAGAACAAGACACCGAGACTGGTATGGGTTAGGTACGGGAAGGCCTTCAGCAGCCGACCCCAGCAGCGCCGTGCCGGGATCGCGAGGACAGCAATTGCATATCGCCACGATCCCTTTTACTACATCGGTAACATGATGGGTGGCATGGTTCAAGTAATTAAACAACCCGGTCCCTTTTGGTGCACGCGGCTCTACGTGGCACGCCGACAGACCTCGTTGCTTCATCCGGTCAACGAGTGCGTGAGGACCCTGCTGCGGCAGCTGGGTCCTAGGGCGTTTGACTCGATGAAAGGGTTCTTCGACCCCAATAAGCACCTGCAGGACGACAAACTCATCTGGAGGGGGCCGATTGTTCTGTTTCGGCGGTCGGAGATGTTCTTCACGATGAAGGCGGCGGATTTGGAAGGCCCGCTCGGCGGACGTGAGCTCCGGTCACTCGAGGTGCAGATGATGGAGGACATGACGCTGGCGGATCTCAGCTGGGCTATCGAGTACCTGGCGTGGAGGCAGATGGAGGTGGTGGAGCATCCGGAGACGGCTAACCTGGTGCCGGAGGACTGGTCACGGTGGATACGGT

CCATGCCGGATGAGGAAGAGGTGGAAGAGATAGACGAGTGAGGGGAAAGGTGTGGATGCATGTGGATGCATGTGGATGCATGTGGGATGCAGGTGGATGCATATGTGGACGTCGCTTCTGGTGTGGTAAATGCAGGGAACATCGTGCCTGCCTTTACGCTCTGGTCTTTTTTTTTGGTATTTGTCATTCAGAATTTTAACAACCAAACCCACATTCATTTTTTTT

TTTTTTTGTTTCCTGTACGGTACCTACGGAGTGCTTGGACTCTCTTTTACCCCAACCTCCGCCGCCACTCAAAGTTGTGCGGCGGCATATGAACACGGCAGGGATCTCAATGTAACTAATGTGCCTCCAAATATGACCAACCGTTTGACATGGTGCTTTTATTCGACGAGTTGCAGCCCTCTGAGATATCTTGTCAGATCGTCGGATTTTATTCGTCCGTCGACCTAAAAACGGCATACTGCTGACGCAATGATTGCAATGAAGCTCAATAGATAAAAGCATCCCAAGAGGCCCCCAATCTCGGATGCGGGGTTGCGTTTACGGAGGCCAAATATGAGTGGAGATGCTAAGATGTCCGGACTCTTTGGTTCTAGGTCTAGGTCTAAGCCGAGGGGCAAGCAAACCTTTCCCTTTCACGACCTTTGCTTCCATTCTTATCTTGTTCTCATCGCATCCTCGTCCTCTTCATTTACCTGATTAACAAAGGGCCAAATTGAGTCACCAAACGAGTTTCGGGGATCTTCTAGCAAGACATTCGCAATAAACAACCACCATGGGAGGAGAAAAGGACTTTATAGTGCCGCTCGTGATCGGCGGCAAGGAAAAGACCACCAGCGACTCTTTCCCAGTCGTTTCTCCTGCGACCGGCGAGACTGTTCATAAATGCAGCAATGCGAACGTGGCCGACGCCGAGGAGGCCGTCGAGGCCGCGGCTGCCGCTCTCAATGACTGGAAGCGCAAGACCCCGGCCGAGAGGCGTGACATATTCCTCAAGGCAGCCCAAATCCTCGTTCAGCGCACGGATGAGCTCGCGAGCTACATGGAGAGCGAGACGGCCGCATCTAGAAATTGGGCCAACTTCAACCTTGACCTCACCCGCGAGATGCTCATCGATGTCGCCGGGCGCATCTCGGCTGCCACGACAGGCGCCATCCCAGCCACCCGGGACGCCAATCTTAGTGCTATGGTGGTCAAGGAACCCTACGGTGTCGTCCTGGCCATGGCTCCCTGGAATGCCCCTTACATCCTGGGCATGCGGGCGGTCCTGTTCCCTCTTGCCGTCGGCAACACGGTCGTCTTCAAAGGGTCCGAGCTGAGCCCCCGTACCATGTGGGGAATCTGCTCCGTCCTCGCCGAGGCTGGAGTCCCCCATGGTGCGCTGAGCTTGATATTTTGCAGCAGGGAGACGGCAGCCTCGGTGACCGAGACCCTCATCGCCCACAAGCACATGAAGAAGATCAACTTTACCGGCAGCACGTCGGTCGGGCGCATCATCGGCCGCCTGTCGGGCCAGCACCTCAAGCCCGTCCTGCTCGAGCTCGGCGGCAAGGCGCCGGCCATCGTGTGGGAGGACGCGGACCTCGACAACGCGGCGGCGCAGTGCACCCTCGGTGCGTACCTTGCGGCGGGCCAGGTCTGCATGAGCACGGAGCGCATCATTGTGCACAAGGCTGTCTCGGAGCAGTTCCGCGGCAAGTTTGCGGCATGCGTCGACAAGTTCTTCCCGTCCAGCGCGGACGCGCCCATCCTGGTCCAGTCGCAGGGAGTCACGAGGAACCACGAGCTTCTCAAGGACGCTCTCTCCAAGGGCGCCGAGGTCGTGGTCGGCGACGCTGAGGCCAAGGAAGCCAACGCCCACTCCATGCGGCCCGTGGCCATCAGCGGCGTGACCCCAGACATGGACATCTACATGACCGAGAGCTTCGGGCCGACGGTGTCGCTCATCGAGGTCAGCAGCGAGGAGGAGGCACTGAGGATTGCCAACGACACCGAGTACGGCCTCTCGTCCGCCGTCTTCACCGCGGATCTGCGCCGGGCATTACGG
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TCGGCGAGGAAACCTCACTTGTCAGTTTGGTATCAAGTTTTGCCAATGTCTTGTCAAAGACTTTGTCGACTCAAGTGGTTTTTTGTAGCAACGTCGCTAGTTCTAGAATAGTAGCTAGCTCCCTGTAATTTTTTCTTCCTTTTCTTGTTATCTGCAGGAGAGCAAACCCTTTTTTTCCCGCTCTTACGTAGTTTCAAAAACTCACAACGAACTCCGGTCCTTCTCCAGACTGTAGTAGGGCTTGAAATACCTCATCACAGCTTGTCATAAAATATACCTTACCTAGTTGATCGAATGTTTTTTTTTTCTTTTTTTTTTTTTCTCATACGCACCTCTCAGTCTCTTTCTCATTCCACACACCTCTCGTCGCACCCCCAGCCCACCTTTTCGAATGGAAAATACCACCTCGGAACGCGCACCCACCTGGATCGACCCTCTCTCCTGGCCCTTGCAACTTCGATCCCACCTCACCTCGTCTCGCCCCCATTCCCACCTTGAGTTATACAGGATTTCTGGATACCCAAATCTTGGGTTGCCTCGATCGAAACGTGCTGTTTTATATATAACCCCTAAGCTGCCATCCGGGCACCATCCTGTCTAGTTCCGCTTTTGTGCCTCATACAGTTTTGTACAAAGAAGAGAGTAATATCTCAAATCCTCGTTGCCGTCCCCTAGCTTTTACGCTAGCTACGCCTCCGCGAAGCTCCCCCAGTTTCAAAGTAACTCTTTTCTCACATCATCAAGAAGGCACAATTTACACTACCTCATATTGGTTTTTACGCTTGGGCCCCGGCAGTGAAGGCCTCAAGATCAGCATCTGATATTTACAATACTCAACCCACTGCTCCTTCTCCCAAGATCTTCCGAATAGGAGGAAGAAGAAAAAAAAGGAACCGAGATAAATAAAACGACAAAATGTGCGACTTCACCAAGAACTACTACATATATACCTCGTGCCTCGACCCCGGTGCGCACTTTTTCAGGACCTCGGTAGACGGCAGCCACAAGCATGCATGTCCCAAGGGGCCTCACGAGAGATACATTATGCTCCCTGGCCACTGTCCTCTGTGTGATTAGCTGCCACAACCATCAAACACCATGCAGTGTCACGGGGTTTCCCTGCTAGTTACGGGAGTCGCCACGCAACAAAACAAGCCACCTTGAGAAAGCCATCAGAAAACGGACTTGGCAAACGGCAGGATCGGAGAGAAAGCCAAGTTCATCGTTTTTTTTATCTTGTCAGTATTCCCACAACAAAGTTTCCCTTGTCTTGAAAGATCATTTTTTGTATTTCTCTTGCTGCAACACAAACTGACATTCTACGACCGAAAAAAAAACAGCACCTACTAATACATTTCGTCAAAGAACGAGATAAAAGTTACACAAATGGTATCCGGAAGTCTCGGGCTTTCCCCGAAACGAGCCGAATAAAAGTCTGCACTAGAAAACAGTGTTACTCCTCGACCAAAAGTTTCGTAATAGTTTGTCGGCCTGGAGATATCTTCTTTCGTCATTCTTGGAGCTATCTGCCTTCTCTTTTTACCCCGATAATTCTACCCCAATAATTTTCCAGGAGATGCCTGTTGCCTGACTTGCCCCAAATGGGCTTCATGACTTACGAAGGCATTTTCCTCTCACCTTGTTTTTACGTCTTCATCCTCCTCTCTCTTTGGCTTCGAATGGCACGGCGTTCAGGTTGTTCTTTCTGGGAGGACCCTTTGAGTTTCGGCGATACCCAAGCTCGGTTTCTTTTTTTTTTTCCTCTCTATTTTTTGCGTATACGTCAACATGTGATGGTACTCTGCTTTTTTTTGGTATGTTTTGCAGTTTATTTCCTCAACCTGAAATTTACTTCCCCAAGGCCGGCCTTGTGTCAGTTGCAAATCAAGAATCACAGACGAACAGACGAGCAAACAAACAAACTTACAAGCGCCATCGGTGACATTAGGT

ACATAGCACTCCCCACCTATGTAACCATCGACGACATTAACAACGGGTTTTCTTCTTCTTCTTCTTCTTCTTCTT

CTTCTTCTTCTTCTTCTTCTTCATGAGAGGCTTTATTAGGCCCCCAGATTGGGTTGCAAGAGCCCACAAGGGAAATAATAGCCGTCGGCTATTTAGTTCCCGCCGTCTCCATTTGGGAATGCAAACTCAACCATACTATTTGACAGACGCGATTAGCGGGCATATCAGACCAAAGAAAGTATATTTTGAATGCAACAGACGGTGAGGCATGATGTGTGAGGGGGAGGCAACGCGGACAGCTCAGCCCTGGGCAGACTCGTCATCGGAGTCTGCAACCTCCGAAAGAGCCGCTGGGCCCCAGGCGTTCTCTCTGTTCTCTATCCTTCCATACAAGCTGAGGCCAATCAAAACAGTGGAGTAATACGAGACGTGTTGTCAATGAGAAACATGAGGAACAAAAAGGTTCATCACCGGGGAAAAAAGTCATGTGGTTCTGCTCATTCGGACCATGTCCTTTCGCCTCTCCACCTTCTCAAATATCGGCCATGCTAATTTGGGGAACAAGAGGTATATGAGCCAAGTCTTTATGACCATCCCCACCCCTCCTCCGCTTGAAGGGGGATCGTGTTCGTCTTGTTTTTTTTTTCTTCTTTATCTTGGGACGGTCCACAGAGAAAATAGAAATCTGAACACGGCAGGGAAAACATCCCGAGTGTGGCTTGGCAGTATAGGCAAATCATAATTGTTGATCAGCCGCCTTGCCACTCCGGGAAATCAGAGGGGGGGCGCCGAAAGCATTGTGGGTGCTGAATTAGGCAGGACCGGTATTAACTATAGGGCTCAGTAAAACATTATTGCCCCGAGCCGTTAAAGCGTACCAGAGTTCGGTGGCACGGTCTTATCTGTCAAAAAGACAATAAACATCCTTCCCCCCACGCCGGTTGACATTGACATTGACGTCTTGGCAAGGCGCAAATATTCTCCAAGCGCCAGCCGCCTTGATGTGATAATATACAGTGACTTGCGCGCTATTTCGAAATTGTACATGGTAAATAAACCACGCCAATCCAAGATGACCAAACACTATAGTATTCTGTCGGATCTGGGGAATGCTAATCGTGAGCGGGGTCCCATAATTTGGTAGCGTAATTGTTGGGGGGCATAGACTGCAAATCCTTCCGCGAAAGTTATGCTGCCGGCGAAGCTAGTCCTCTTTGTGCATGTAACCACAAGCCGAGATCGTGGGAACATGCACGACGGAATCTAGAACTGACGCTTGTCTGAACATAGATAGTAATAATCTCAAGGGAACTAAGTAAAATCAAACCAAAAATGGACAAAAAAAAAGTATTTGACATTCTCAAAAGAACAGGCTTAACCAAGGCTCTAGCCGCGGATTGAACGCGGGACCTCTCGCAATCGTGCTCAGGAGTTAGAACCCTAAGCGAGAATCATACCACTAGACCACCAGAGCTTGTTGAAGACTTGCTGACACCTCCTGCAAGTGTGTCTGAAGGATAGCAAATCCAGCTGCCGGTGAGAGAAAGGGAAAGACAACCGACCATCGTTCAGAATTCTTTTTGGTCGGGAACACATTCTTTGCGACCCCTTCATTATCTAATGTAAACAATAGATCGGAAGAAAGCTGCTCATCGTCGACGATCTCACCCGCGACATAATATCTATGATTTACCCATATCACGGCCCGTTGTAAGAATTGTCGAAATTTGTGCATCAGCGAGACACAAGATGGCAAGGCTCGTATGGACGGGGCAGCCCCATCGGACTGGATGAAGGATAAACTGCCACATGGCAGAGCCTAAGAGCGAGAACCCCCGTCTTCCAGGTCAAAGGAGAATACGTTCGTATCATAACTCCAGGTGCAGGTTGGCACGATGAGGGGCGAATGCAGCGCCGAGGAGGCCTGTCACCTTACCACACCGAATCCATCCATGGTTTTGTGGTTGGAAGTGCAGTTGCAGGCCTTGATATAGGTAGGGGAGGTGAGCGCTAACCGGATATTTACCTGACGTGG
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AGGATTTGACGCCATTACCAGGTGAACATATTTATCCACCAGCGCCCTATTCTCATCCTCAAACAGTTGCCAATCAGAGGGTTTTCGGTGCTGCATGTGCAGCGTCGACCGTTTCATATATGCCATGTTAGCACCTTGCTGGTCCTGAGCGAACAAATCCTCAATCTCCTGCATATGGGGTCCATGATCCACGAGTCCCAAACTTCTTTTCGCATGTAAGAAGATGAGAGATTGAAGTACTGGGGAATCACAACCTAAGACGTAGATCAGTTCGTTGGCAAGCGGCGGCCGCCTCCGCTCTATGATCAATTTCATCATATCATCCCAGTGATGGGCGAATCGAGTGAGCCATTGGCCTAGAGAATCCTGGCTGTTAGGTAGAAAATCCACCGGGAAGTTTATGAAGTAGCTGAACATTGGTCCAGATACAAATTGATTGGACAGCAGCAAGTCACACACTGCTCTGCAGGCCTTATCAATGGTGGACGTGTCGTATGCAGGCATAGCCCTATATACCACAGATGCATCGTAGGACCATCTACAGTAAATCTGATGAATCTGTAGATAGACATAGTCGTGTTTATGACAAGCACGTTCCAGCAAATACAGCCTTCGACGGTCAATTTGAGTTGAATTCGTATTTTGAGGGTCCATGCGGTCAAGGTAGTTTTTGATCCACGTTTCCCAAGTTGCGAATGGCATCCTGCCCCTCATCATTAGTATGAGAGTGTACGAAACTAGGCTGGGAGAGTATAGACTTACTCAAGCCTCTGTCTTTTTGCACTGTGGGGTCCGGGCTGCTGTACTGCAACGTGTGCAGACTGGGGAGACTGGACCGGAGTGTTAGGCCCGACGGGAGATTGAATGTGCAATATATTGATACCTGAGGTTACCGGAATGCCTGGCATGTTGGTAATGGGCACATTTTGAAGATATTGGAATTGCAAATCTGACGGGTTACGAATAGATGCAGCCAGCGAGGATTCATGAGAGACACGTCGAGTGTGAGTGTTGCTTTGTAGGACCCGCTGAGTGCGGCTGCTGTTAGAAGATGCAAAGCTGGTGTCTGGGCCACTGTTTGCTAGTGGTATGTGACCTGGGTATCCGGTGCCAATATTGTGTATAGGTCTCTCCATGGCCTGGGATATGGCCTGGGTATCGATTGATAGAACCGGCGCTGCTCGCGGCGGATTCGGACTGTCGGGCGGGTTCGCCGCAGAGGCTGGACTGGGTTCGTCGCTTTGCGCGGGAGAGGGAAGGGCGTTGAAGGAGGATCTAGCAACAGACACCTCGGCATGTTAGCAAAACATGATAGATTGCAGCTTCAGGAAGAGCATGTCGCGTCGCGATGCGTCCAAGCGTGTGATAAATCCCAATGGTGTCCGGGCTGAAAGGGCACCGGAGAGCATGTCTCTGCAGGGCCAAGCTAGCAGAACTTCAACCTACACATTAGGTGTCGTGAGAGATTGTAAAGGTCGCGGAAGCGAGTGCGACGAGGCTGCTGCTGCGGATGCCGTGGTGGTCCCAGGCGGGTTCAGAGGCGTGGTTGTCGGGTTCGACTGGCGGGAACGTTTCATACCAGCCCGGCGAGGGGTTGTGGAGTCGTCCGCGTTGTCGCGGTCGGTGGTCATCCATGCTGGACGTCGGCCTCCCAAGCGACTGTTCAGCGACTGGTTAGCAGCTGCGACGTCGGCCGGCCCCTGGGGGTGCCGCGTCATGCTGAATGCGATCCTCGGCGTCTCGCAAAACTAGTTGTTGAGGACGACAATCATGAAACTTTGGCAGTGTGATTTTTTTTTTAGGTTTCTTTTTCTTGGGTGGTTTTTTCTGCCTGGTGGTACCTGGCGGGACTCGTTCGCGTTCGCCGCAGCGGCTCTTTCGTTGGCGGCGTCGCGCCGCCTCCACACCGCGGCAACTCTAAAATTGAAGTGGGGGTGAAGGGTCGACGGT

TGGGTGATGGAAAGGGCTCAAGTACCGCCAGGTAAGCAGAATTGCGCTTCAATCAGCACATTCCATACCTACCTATCGTTGTGTTGGTGCCGATGAGTTCACCGTCGGTAGAGCGTGTGAGAAGTATTGGATGGAAAGAAAAAAAAAAAA

AGGTGAACAGAAGAGAGCCAAGATTTATGACAATTGTTTCGGCTCAAACGTTCGCGTGTTGGGCTGAAAAGCAACTCTGCTAGCAGATCATGTGGATCCGTCGCAAGCAAATGGAGGTCGAAAACGTCGCAGAAACCAGTCAGTCTACCTTGCCAGCAACAAAGGCAGGTAAGGCAAGACAAGCAAGGTAGCCAAACCCCAGACTGTGTCACCCACCCACGAAATGCATATAACTAACGATCCCTGCACAGTATGGAGTACCTACTACGTAGGTTGATACACATTCCATGCCGCCCTTGTATGACAGTTGAGGAAGGCACGATTTCGCTCGCAATTATCTGGGAAAGTTCTAGCTATTCCATTCGACCTAGGGGGTTGCAGAAAGAGATCAATTCCTGCTGGGTTTTCCAGATCCTACCAAAGGTGGGTTACCGTATGTACCTAGGTACCTAGGTACGTACCACCTAGATCGTTATCTAGGTGCAGTATTTTGACTGCCCACCTACCTACCTACCTACCTACCTAGTTATGAAGACCTTACCAACGTATCTCTAGCGTGATTTGTAGGCCTTCTTGGTTCAGGCGGACTGGTCAACTTTAAATTTCTCGATAAAATCACGTCCGAAGTGCAAATGTGTATACAGAGTCAGCCGCCAGGCCACCAAGGAGGTATCCAAGGTACTGAGTGAGGTACGTGGGCAACTTGAGGAGCAGTAATACCCTTGGCTGTTAACGTCCTCTCCACGTCGTGGCTTACATTCCAGAACTGGTAGTAAGCTTTTTCTGATCTCGCCGACGTACTTCCCATTCACCACTTTGTAGGAGTGTAAGTATCGTAACATCGCCTCAAATCCACTTGAGCACAAAACACCCGGCTTCCGGCTTTGCCGGGTACCGACAGCTTATCTGAGTGGATACAAGGGTTTAAAAAAAGACCCCCGTAATTACGTCAAAGCTCAGTTGTGTATACCTACTCTTGCTACTGTAAGTATGTGTAGGTGTCTTGAGAATTCTAATAGAGGTTGACCCATTATGCAAAGTTTCCGCTTTCTTCCCTTTCTCTTACAATTCCCTTGCATTGAGGGGTAAAACCAGTCGCAGTCAACCTTGGCGCCATCTATAACCGAAGAAGACCAATTCCGTTCAAGTAATTTTTGTCACTTTCGGATGATCAAGTGTACGATTTGGCCGAAAACGACAGCAAATGCGACATGCCTGACCGAGCAAAAGAACAAATAAAAAAACGTCGCGCCACTTGTAGCACAACAGTTCAAAATGACAAATGGAGGAGCCGTTGTTGTCAAGGTTTGCTGGCTGCAATGTGGCTGCATTCAGCACAGGTCAAACCAATAACAGCCGTCCAGCACGCGCCAGAAACCCGGTGTGGACACTGAGAAGCCATTATAGCTGGGAACGAGAAGCAAACAATCAAGTGAGGAATCAAGAAAACCAGGCCATTTCTGCCTGTACCGCAAACCAACAAGTCTTGGCTGTGAGTTGTCTCAATTTATATGAAAATCAGGGGTTAACTTGTTTGGTTCACAATATCAGATTATAAATAACCAACGTCGTGAGTGATCAGCAGGTTGCTAAGCAACCAGTTCGGACTAACTGTGAGGGTAGCCTCAATGTCCAAATAGAGTGCTGACTGATATGTCCATCCGTCTTGAACCTAAAGTATCAGGCTCAAAGTAACGCTGCACATGGTGCCTTGCAAGCTTGGTGATTAGAATTATAGCCAGTACAATTGAGTTCGGTTCAAGCAAGCGAGCAACATGGGAATTTATTCGCCATAGTAGCCTTTACATAGTAGAGATATCGGTTACAGGGAATAGCTCCCAACTCAGCAACTCTTGGAGCGACAAATCCGGTATCTCATGTCGACGTCGATCAACCTTGG
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TCTATACTTTACGCCTACTCCCCATATTTCCGAAACTAATCCAGCACTATTTACAGTATCCGCCTTCCATAAATCGATCCGCGGCTCCGACCCAGACGCAGCGCTTTACTACCTCGCCCGCATGCTGCAGTCAGGCGAGGACCCGCTGTTCATCGCGCGGCGGCTCGTGGTGGTGGCTTCTGAGGACGTAGGCTTGGCGGACAACACGCTCCTGCCCCTGGCCACGGCGGCCTACACGGCAGCGCAGCAGATCGGGCTGCCCGAGGCGCGGATTCCGCTCGCGCACGCGACGGTGGCGCTGTGCCTGGCGCCCAAGAGCACGAGGGCGTACCGCGGCCTCAACAACGCCTTTACCGCGTTGAGGGAGCCGGGAGTCGCGGCGCTTCCCGTCCCGATACACCTGCGCAACGCGCCGACGAGGTTGATGAGGGAGATGGGCTACGGTGCAGAGTACAAGTATAATCCAAACTACAAGGATGGCAAGGTCAAGCAGCAGTATCTGCCCGACGACCTGGTCGGGAGGAGGTTCCTCGAGGAACGGGACCTCGGAACAGAGATTGATCCCGACCTGGGCGAGGATGGAGGGTGATTCGGCAAGTGTCCTCCTCGTACGATGTCCTGTGGTTTTGTTTACTGGTACAATGGCGGAACTGTTGTATTTTAGGATATGCACAGCGCGGCTTGGCTATGCGTCAACATAGACCCGGGCCGAAGTCCGGTGTATTTACAAGGGGCTCTCTCTTGTTGTATACATCTGTTTAATAAGAACCCGGTAGATTCAAAGGATTAAAACCCGATGAGCAGAAATATCTTGCCCGGTGGTAGGCATGAATAAGTCACATGTTGCAAGTCGCGGCCATCACGTGATTGTTCAAAAAGCTCGGGAGTTCCCACCAATAATTTTGCTTCTCTTCCCCGCCAAATATGAGGTGATCAATCTGCTCGGTATTCTCCATGCTCGACACACGGCAGTTGTTATCCGTTGGAACAAATACCTGGAACGGCCATTCAACATGTGCATTGCCACGAGAGACAACCAATGCCAAGCGAACGGAATTCGCATCAGTTTTTTGAGTTGGTTACACATCCGTGTTGTTCATGAATCGGGTACCTTAGCAGTGCCACTGTGATGCGGGCGCGAATTTGAGTTTGTCTTGGCATTAGATACTATGGAACGACTGACTGGCTGCGTTCGTCGTCAATCCAAGAAACATCAAAGGTATCAATCAGCGCCATGCAACTACGATTACCAAGTGAAAACAAGCCAGTCAAGCCAGTCTTGCTAGGTCTGGGCAATTGCTTTCTCGTCTTTGGCATGCTGTCCAAGCTGTCTCCAGTTCTAGACCAACTTGGCTCCCGAACGCCCAGTTTCGTGTAGGGTAAACATTTGGCGGATATTGACTTGGCAGCTGTGGTTGGTCCTAATCAACACACCGAAGTAGTGCTCTGTAAGAGGAGCTTTTTTCCCGTTCCAAGGCTTACTATGCGATCCGCAAAGAACTTGCTGACGACAGGCACGCCGAGCGTTGGCGCCGCTGAGCCAAGCAGCTTGGCTCATATACGCAGTCTAATGCCAAGACGACCCGCCTCGGAAGTGGATCAGGATGAGAAGGAAAACGGTAAAAGTGAGAAGCGCCTTTGAGACTGTTTCGAAGGAAAGGGACCGACTCGCGGTGAAAAAGGCAAAAAGGATTCCAGAGAAAAACATATAAGAAAACGGCACAAACGGCAAGAATTCGATGGTTCGAAAAGGGGAAACAAACAAACACCATGCTTATCGCTCGTTCGGCAAACTCGAAACTGAACATTGAATGAACCGATAGGAGCTAAAAACAATTGTAATGAGGCGCTCCGCATATGGAGCCCAGACTGGCCCGTAACACGCCCAGCCTCTTGGCTCGCCCGCAACCTCTTGGCAAGAACGCGCGGAACCAAAGCAAAGCATTGGCA

GCGACCACCGTGGTCAACAGCACCGGGGTCCAGCAAGGATGGAGTTACATGTCTTGGCATTTGGTCTTGGCGATGCAACCGCCATTTTTTTCTCGCAATTAACTGAAAGCCCAGGGCTCCGTCTTTCTGAAATGGGGTTAAAGAGAAAAAAAAAAAGGGCAGAGGTTCGTCGAAAGGCCCGCTCGGTAATTCTCATCATTAGTTTGAACCTGGCTAATTTTTTTC

TGTATGGGTTTGGAGGTTCGTTTGCCAAAACATCGCGAGCTAACGAAAGGAAAAGAAAAGATACTTTCAACAATCAAGGCATTACGGCACAGAAAAAAGGGAACTGGGATAATTGTCGCTCAATTGCGACAACAACTGCAACCAAACAACACGACGGCGGCTACTTCCGCGTCGTTGTCGGCAACCTCAGCAAAATCCACTGGCTGCTGGAGGCGTATCGAATTTGCTGGGTTGAATCGTGCGCAGTCCCGGTTGAGGTGCGCACGCTGAGTCGGACAGGAAACCGCCTGGCTAAGGGAAACCAGGCCACAACCACGATTTGAGAAACCAGGGATTCTGGAGGAACAGGGAAAGGGTCCGGCTGGCTTGGGCGCTGATATACTTGGTCACGGGTATCGCGCCAGAAGTCAGGGACGGTTGAAATCTGGAAACGACCAACCACCAGCACCAACCAGAAACAACAGCCACATACAACCGCAAAAATGCGGCAATCGTCAGCATCATCCCCATGGTCATGGGCATCACAACAATCACAACAAGCCCCCGGAAGGCCGCTGGCCAGGTTATTACCACTACTGCTACTGCAGCTGGTGCTGTTCACGACGGCGGCTCTCGGCTTCGACCCGGTCAAGGATGCCGAGTGCGACTCGGTCGACAGCATCTGCCTGACTTCCTTCAGGTGGTGCGCTCGCAATGGGCGCAGCTGCCACTACCCAGAGGGCGTCGACGCCTACATCCCGTGGTCGACCTCGAGTCCCTACGCGATGCTGTACCACGGCAACGTCTACGACGTCACGTGGAAGCAGGCCGTGCCTGGGGTGCCCGTCAAGATCGAGTGGTTCTTCTCGGAGAAGCTCTATACTACTGTCAATGACGGTTGGGGCACTCCCCAGGTCATGTGGAGTATGAGTAAGTGGATGAATCTGTGTGTTTTTTGTTAGCAGTGGGAATGCTGCCAGGCGCGTGGAGAGGCAGCGGATCCGGATGGAAGACGGCTATTGCACGCTGTCCAGACAAACGATAAACACAATGCTAATTCCACGTGCCCTACCCACAGACACCACAGACAGCTCATTCACGTTCGACCCGCTCGCCATCCTGATGAGCTTCCCGACGCAGTACAGCAACATCAGCTCGGGCGAGGCCATCGCGGCCACGCACGACGTGAGCAACTACCTGCGCATCAGCCAACCCAACGCCACATCCGACTCGCAGCGCGCGCCCGCGCTGACGGATCAGTTCCTCGTCCACACGGGCTGGACCGAGGAGTTTGTGCGCAACGTCCAGGCCTTTGACGCCAACCTGTACGGCCAGCAGCAGCGAAACTGGCAAATTGGCGTCGGCGCCGGCATCGGCATCGGCCTGCCGCTCATCGTCGTCCTGAGCTGGTTCATGGGCCACCGCCTCGGCACAAAGGCCGGGTACGAGCTCGCCGCAAAGGTGGCCAGGAGGAGGGAGGTCAGGGAGATGAGCTAGAAGCAAAGACACAACGACCGGGAGGGTGTTTTGCTGTCGAGCCTGTTAAGTTGCATTGTACAAACTGATGAAGCGTTGTTCTTTTTTTGTTATTTCCTGTAATGTTCTCGATGAACTCATGGGCTTGTTTTGCGCCGGCGTTTCGGATGTCTCTTGTTGGAGGGCATAACTCATGATTTGCGGCTGGGTGGATCTGCAGCCTTCATTTCCTAGATACCCTCATAGTAATGTTACCCACTCGTTTTATTTTCCACACATATACCGAGTGCCTCTTTGTATGTTGAAAAGGTACGTACGGGCTTCGGGACGTCGGGAGGTTTTCTCATCTAGGGCTAACCAGCCCCTAGCG
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GGGGTGTATGGCGCGGGCTGGTCGCCGTGGAGCTCTCCGTCGGCCGGGTAGTCATAGGCATCCTCCGGGGGAGGTAAGACTGGGACCGCTGATGCCAAGATGCTTGTCGAGATGGCGCCGGTTGTGGTCGGTGAAGGGCCGGTGTAGGGGCCATGGCCGGTCACGTTGGTGTGAGGCACCACGGGTGGGGTTATGGCCGCCTCCGAGACAACGGTCGTCTGAGCCTCGGAAACATAAGGCATGGCCAAAGAGCCGGAAGCCAAGGCGAGAAGCCCGGCATAGTGAAGTGTGCTTCTGGGAGCCATTATTTATTCGGTCCCTTGTCGAGGTCTCTTAGGGTCCGATGGATATGCTTCGAACTGGACTGCTGAGGCTTGCTTGGTTTTCTGGATAAACGAGCAGAGATGCATGCTTTATACCTTTTGTGTTCCTACCCCGACTTCTCTGGGTTTCCAAATCATGACAAACTATGCCAGATGCCGGATTTGCCGATGAGGCTCCGTTGATTGAAGCAATATGGTGCGGGTCATTGTGATTCCTGGTTGTATAGATTTACTTACCGCAAAAAGTCAGATTCAATTACAGGATCATGATCATCACCATTTCGCCATGACGGGTTAATTGGTTGGAGCCAAGCCTGGCATGCGGCTTCGGCGGTCGGCTCCATGTCTACACCGTCGACTTCCCCAGTTGTTGGGCGTCATGTCTCCGTCATCGGCTGGCATGATCTACCAAATGTGCGTGCCGGTAGGATATATGTAGCTGATTGATCCAGGCAAAGCCAGGGCAGCTAAAGCTCTGGTAACATCAAAAGACATGGTTATTGTTGAGCTCGCCGGGATAGGAAAGTCGGTCCGAGTGTGGTGGCAGTCAGGTAGGTAGTATTCTAGCTACCCATAGCTATACCCGATCGTCAGTTAGACGTCAACTTGACCAGATAGACTTTTACAGAGTAAGAGAGCTGTCCCTACGGTCGACCCAAAAGGGAGAGGCAACATGGGGACTTTCATTGGTGGATCTGACCGGGATACCGATGACGCTTACATTGGAAGGTACAGCTTTCTTTTTTTCTTTCTTTTTCAACGCGGGTATCTCACCGTGATGGACCATGAAAACCACGTTCCGACTCGATGTGCCGTTTTTTGATCGAGCAAACAAACACGTGGGGCGTGGTGATGGTGTGCGCAAGTGGTAACACGAACCCCAGCCTTTTTGCCTTGCGGATGTGAAGCTCCGGAATGATCCCGCATCCGTAGCGTACCCTAATTACCAGCAGCCCTTGCTAATTAGCGTTTTTTGTGCATACATACATATTTCTTGTTCCTGGATTTCTTTTTTACTGTAACCCAAATCTTTCTGTTCTCATCGATGAATGGTGGACCATTTATCCGAGCCAATGCTAAGATGGCATTGGATCAAATTTGCACCAGAACCAGGAAAATCCGCACCACCGTTGATAATGGTGGGTTTGCCACATACTACTATTGGGGTTGGTTCGTCTGAATAATACTTTTGTCATAAGAAAACCAGGTCCCCGAAAATAGTGTTGTTTTTTTTCTTGCTCTAATGCACGATCTGACCCGCCGCAACTTTATTAATCCAACTGCCGCATTTCCAGGTACGGGTTCCTCCCAAAAGGCCCTTTTTGGGCTGACCGTTGGGGGTCGGGTGCCACTCCACTATCAATCGACTTCGTCACAACTGCGTCTTCTGTCCGAGTCGATGACAATTACACACAAAGTCCACAGAATTCTCCGCACATCCTCCGCACAACCATGTCCAATAGGTAAATTTACAAAC

AGCAAATTGTAGATCCAGGGCGAGTCTAATACTGCGGCGAGAAAGCTCTCATCTGCATTCCAAGAAAGAAATCGGTTTTGACCCATCTACTGTCGATATACGGTTGTTCCACAAAGATCAAGCAGATTTTCTACCACCGATATTATTCGATTCGATCCCCAAGAGTGTGGCTTTTGTCCAGATCGGCCATTTTTCTTATTTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCGTATCACGCTGCAATATCCGTGCCGACTAACCGATCACAGAC

ATGTCTCAACCTGGAATAGGCCGTTTATTCTCGGCTGCAAGCAGTACAAGTTTCACATCGTTTACTTAATTCTAGATAAAATGCCGCGAGTACATGTTAGGTACCCCTGACTGGCAACTTCTATGCCCTCCTGGCCTTGCCTCAGATGAGCTCCATCTTGATACCACGCTTGCCGGTCCTCTCATCCTTCTCATCCGTGATCCTGACCTTGACCTTTTGGAATAGCTCTGCCGTTATCTCGCGGCTTCCAGAGGTCCGCAGGACGTAGTTGTCAGCATCAAACTCCGCCTCAGGTTCGGGCTCCGCAAGGTCTCGCAGCCTGATTAGGCCCTCGACTCCGAACCGCGGCACGTAGACTACGAAGCCGTTGCTGAAGATCTTCATGATGAAACCATCCTCTTCGGCCACCTTGCCCTTGAGTGACTGTCCCACATAGTAGGCTACGCTGGCACGCCCGGCGAGCTGAGCGTTGCGGTGCCTGACGTTGATGTTGCGGCAAACAGCCTCCAGCCTGCCCCGGCTACGTACGCTTGGATGGACCGCCTCGTAGCCAATTGCGGCCGCTAGCTGTCTGTGCGCTACAAGGTCTGCATATCGGCGAATCGGGGACGTGAAGTGGGTGTATATCTCGGAAGCAAGACCGTAGTGGCGGAACTCGGGATAAGCTTGGGTTCCGGAGCAAAAGTACTCGGCCGACATCATGCAACGAGTCGCCATGATACGAACCAATGTGTTGAAGAATGGGTTGTTGGGGTCTACACATGTGTCCAGGCTGTCCGCAAGTGCGCGAGAAGAGTCGACCCGCAGCTCGAAACCCTTTTTGACCTTGAGCTGGTTGGCAAGTTCGTCAAAGTTGGTCTTGGGCGGCGCGCCGTGTCTTCGGAGGATAGCCGTTTGGGGAGAGGCTTCGTAGATCTTTCGTGCAACGCTAATGTTGGCGAGCAACATGAACTCTTCGACCAGTGACATGGTCTCGAGATGGACCTTGGTCTTGATGTCGATGGGATCAGAAGTTTCCGACTCCATCTGAACCTTGACTTCCGGCGAGGACAGACTGAGAGCACCGGCATCCATACGCTTCTGCTTGAGCTTCTTGGAAAGAGCAAGTAGAGTGCGTATGCCTGTGGTGAGCTCGTCCTGCTGCGATGCATCATCCACCCTGATCTGTGCTGCCTCGTAGCTGAATGCCTCTCGTGACTTGATGACTGACTTTGTGAAGCGCGCATTGACAATGTCGGCGTCAGGTGTCAGCTCCCAAAGTACCGAGAAAGCAAACCGCTCAACATAAGGCTTCAGAGAGCACAGGTCTGTGCCCAGGAGCATGGGCAACATGTCGATACGCTTGTCCACCAGATAGACCGTTGTGCCGCGAATGCTGGCCTCGGTGTCCATTGCGTTACTCGGCTTGACGAAATGTGACACATCAGCAATGTGGACGCCGACCTCAAAGTTGCCGTTAGGTAATGGCCTGGCATGCAGAGCATCGTCGATATCTTGACAGCCGATCGGGTCGATACTGCAGATGAGGAGGCCTCGTAAATCCTCGCGGTCCCTCCAGCCCGGGTCATCTGTGCTGGCTGGGACCTTCCAGTCATGGCCCTCCTTAGGTAGACAGTCTAGCACAGTCTTGGGAAACGGCCTGTACTGGACGTCGTACTCGAGCAGCAAGGCTTCCGTCTCTGCAGCTTTTGTCTCTAGCTCTCCCAAAGACCGGACAAAGTGACCGACTGGGTGCCGAGAGTCCCTGTCCCATGCATCAATCGTCACGAGAATGCGCTTTCCCAGTAGCTCGCCAACCTGTCTTGTGCGAAGTCTAATTTTGGGGATCTTCTTGTCCATCGGAATCAAGAATACCACCTCCTGCTTCCTTCCTTGTGTAGCAGATTTGCTGACGGAGCTC
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CGCACTTCCTTTTTTTTCTATGAATTTTTATACTGTATGTACTTCTTCGCTGATGGTGTACACAACTATCCAACCAGACAAAAGCGCGCGTAACTCACTTTGTTTGTACTTGGTTAGTGATTTTCACCTAAGCAATCTGTAGCAACTTTGCGCCGTGATGCTGTCATCCGCGGTGGGTGGCCAGGGGGAGCCTGCACCCGAACGGGCTGCCCACATCCCCCCAAATGGTTCATCGGCCGTACGACCGTACCGTGGTTCATCCGGGTGTCATTCGTCCCGACTCGCGTCAAAGGGTCCAGAGTATATTATATCACCGTCATTATAGACTGGGATGACACGTCCCGTCGCTTGAAGCGGATGTCGACCGTTGGACGGGCCTCGGGACTCCTCCGAATGGGGCCAAGCGGCAGATGGGACGATAACTGAACCTTTTTTGGGGGCTGCTTTTTTGTTTTGTTTGATTTTGTTTCGATTTGCGATGTCATGAATCTGGGTGGTATTCCGAGTATCTTGGTAAATCTCAAAACTTTGCCGGTGAATTTGGTGTGATTAGGTCTGTGTCAACGTTGTTGTTAAAGGTAGGGGTTTTGACTTTTGGAAAGAAAAGAAAAGAAAGTCGGCCCCATAAAATACAGGCAGCACGTTTAACAAAAGCGTCCACACATGAGCACGCAAGCAAACGACCGCATGTACTCTGTACCGCGAAAGTACTATACTGTCTGAATACCCTCGAGGCAACCCTTGCGGGAGGTGGTTGGAAGGAATGCCCGAGAGACAGACCTGAGGCGAAGCGGGACCCAATGCTACACAGCCCACACTCACGACTCTGCCTTTGCAGATGGGACCCATCAATGCGCGGGGCTCGCAAGGCAGCCCAAGCCCGCCAGTCCACCTGTGGCTAGTGCGAATATGATAGGGATGGAGGGGGGAAACTAAAAGAAAAAGAGAAAGAAAAAAAAAGTCATCACAGTTTACCGCGCAAAGATACTTCGTACATCCCCATAAATAGCCCTTTTTTTCTACCCCATGCAAAATGCCGTGTAACAGCAACGAGGATGTTGTACGAGATGAGGGAACGTAGGACAAAGTATAAGCACAACAATTCTAGGATCGGCCCACTGCTTGTTCGTCTTACTGGAATTAGTCTAATTACTGTGCACTACTCTGTCAGCAGTAAGAAAGCAACAGGCAGAGAGCAGTAAAATACTCGGCGACCAATCATGCTGGATGCGGGTTGTCGAATATTCCATTAGTTGTGTTACCATCCTGCCGTGTGTGGTACCTACATATGCGTCTCCATATGCATCCCCATTATCAAGCGATTGGACGGTGCTTTTCTACAGGCCTTTATAACAGATGACAAAGCTGCCTGCCGGTCGGCGCATGAAATGCCCCCATCAGGAGCACGTCCTGCGCTTTGGGCCCTGGACTAAGGTAGGTAAGGTACGAAGTAGGTACCTTGTTAGTAAACACTTGTAGGCTGGCAAAGTACAACGTGGTAGTTGTTGGCTACGGGGAAAGGGTGCAAAATGCCGAGTCGGCGTTCCCTTGCCCACATGGCGGAGAAGTCTTAAAACTGAAAGAACGTCCGGATGCTGCGCTGCACACAGTAGCTTTGACAGACCGGCAGAGTGGTAAACCAGAATTACGGGACTTCATCTACAAGTAAACCTTCGGCGACATGATAGGCGGTACGCACGCCTGGCATCAACCAAAGCACGGCGC

TGGGTCCGGTCCCAGGGCCGGCAGTTACTTCTAGCGTCTCGTGGCCAAGTTACATGGTCGTCTTGTCCTGCAAAGAGACGCCATAATCTCGGGGCCAAGCTTGGTGATTGCGAATCAAACGGACGGATAAGCGAGATGGGCCCCCCTTCAAGTTGCATATGCGGGTGGTCTGAGCCAGCGGGAGGGATGAGAGGTTCCACAGCCAGGGAAGGCTGGCAGGGCGGGCAAGAGAAAGGTCAGCCGCTGCCGTCCAAGAGGCGGAGGGAAGGGAAGAGAAAAAAAAAAACGAAAAAAAAAAAC

GAAAAAAAAAAAAAAAAAAAAAAACGAAGACTAATGCGGCTGACGGGTAGGCGACCGGGAGGATTGTACTTGGCTTGTCTGAAATTGCGATGATGATGATGATGATGATGATGATGATGATACTGGGGATGATGAATTACGATGCGCATCGTGTGGTCAATGCTGACGAAAAAGGGATGTCGTATGCCATACAGTGGCTGTATCTCATTATTGTTATTTTCCTCTTGGGCGGCTATGATAATAATCACGACGATAATGCAAAGAGCGGCGCCTCGCACGGCAGGACATGAAAACGAGGGCCGTGCGGTATGACGACTCCTGCGCTCTCGGCAGATCTCCCCGGAAGTGTATTGTAGATTGATGAACTGCGATATTACCTACCGGCTTGGGGCCCTCGTGTAGTTGCGGCGTGCCGAATGATTGATGCACATTTGGTCCCCGCTGACTTCATGCCCCCAGAACAAAGTTGGGCGATCAACATAGGGCCCCTATTAACGAAAACGCAAGTAACCCGTGTTTTGATCCCTTGAATTTGTTGACCGAATCGGTTTGACTTAGTTCCATGATCCCATCAATCTCCAAAAGCCCGGACGGCAGACAAGCAGAGATAAGCAAGGGCAAGGATGCTGCGGTCACGGTACCTTTATGGTTTTGGTACCACACGGGGAGGTAATCTTGCCGGTGAAGCAAACAATCCATGGCAAGACAAGGTACCACCAAGAAAATGGTTACTACCATGGGAAGGGTTGCGGCCTGTCGGGGCGAAGACGACGACAACAACAACAACAACAAAAACAACAAAAAAGAAGACAAAGCACGGACGGGGAGCCAGTAAAGTGTCGTGATCCGGGATCCCTGTCTCCATCCAATACCCACCTACTATATACGTAGGGGGTCCACTGACTGCGGGTGGCTTCACAGTACTAACTAAATTACATACCTGCCGAACACTGTATCTAAGCTCCTTCCAATTCCGTGATAGCCTCTTGCTTTGCGCGCCCGACTTGCCGTTCCTACTGCGGCAGAAGGTGTGAAGCATGGATACAGTACGTCTTGGGTGCAACCAATTTGGAAGGCACCTGCGTATTGTACTACAGGTAGCTACGGTACCTACAGTATACCTTCCAGTTTCCGCAAATTGACAACAACGCCTTCTCCAAGCCGTCCCTTTTTTTCCCCTTCTGTTCGGTGTGGAGAGATTGATGCAAGGACGACATTTTGAAAGTAGTGGCCGTCTCCGCCTCCTGTAGAGTGGCCTGCCCAGTACCAACACTCATTACAAGCCGAACCTCTACAATCGGCCCATTCCACCCGTCTGTCGACATATTCCAGAGAGTCGGGATTACTTAGTTCGAGTGGCTGCTCTTCTACCCGCTGCGGATCTAAGGCGCTCAGCCAAAAAAGATGCAAAAGCAAAGCGACCAGGCACAAACATGCAAACATGACAGTTGGCTGATTGACTTGCATGATCAGGGTTACCGGCCTGCCCTCGTGACATTTTGTTAATCAGGTACACAATCAAGTTGGGTCGCGGACATTTGCAGCTTATGCTGAACTGTACCGCCTTAGTTCTCGAGCTTAGCCTGGCAGGTCTCTCTCCATGTACCAACTTTAGTCTAGTACCGTTAACGGGTGTGTTTGTGCCTGGAACTTGTCGCGGGCTAATGCTAACAGGCACACCCCGGACTCATGTTGACCTCGAAGCACATCAACGGGTGGCCGCTTTAATGCTAGCCAGGGACGGTCTGCAGTACCTTTCGTGATGATCAGCCCAGTTTCCCGGCTGGCTTCATTGTTGTGACAGACCAAGACATCGTTCTCTACGAACTTGCAACATCCCTATACACGGACCCCCAAGGCCAGAAAAAGACTTTTTGATTTTAGTTCTGGAGATAAGCTCACAACGAGAGAGGGGCTTTTCTTTTTATCACTTTTTCATCCGTCAGCATCAACCGTACCCCAATGCGCTTACTCC

> MD509_chr05:3887001-3891001
ACTCCCTCGCCAGCCTGTGGAGGGGTGTGATCAACTTGCACTCGCGGTACATCATCACGTCCCCTTACTGCCACAGCTTCCAGCCACCCGCCGAGTCCGGGATCCCACCGACGCGCAACGGGGCCTTTGAGCACAACAACCCGCAGCCGGGCTACGACCCCCGGCTTGTGTACGACTGCAAGTGGGAGCTGGACTCGCTGGCGTCGTTCCTACAGATCTCGGTGGGCTACCACCAGCGCACGGGCGACCTGGCCTTCTTTGGCCGGTACCAGTGGGCCCAGGCCGTGCGGGCCGCGGTCGACGCCGCCGCCGCCATGACGCTGGGGACGTACGCTGCCGACGGCAAGACGGAGAAGTCGGCGTGGACCTTTATGGGCTGGACGAACCGCGGCACCGAGACTCTGACCAACGACGGGATGGGCAACCCGACGCGGGCCAACGGCATGGTGCGCACCGCGTTCCGGCCCAGCGACGACGCCACCATCTTCCAGCTCCTGGTCCCGGCAAACATGATGTTTGCAAAGTACCTCGAGGAGGCCTCGCTCATCCCCGAGGCGCTGTCGTCGACCACCGACCGCGCCGCCGCCGCCGGCACAAAGCGGGACGAGGGGCTGGTGCGGCTTGCGGCCGACATGCGGGCGCTGGCAAAGGGGATCCGTGAGGGCATCGCGCGGGACGCCGTGGTGAGGCACCGCCGGTTCGGCGACATGTTCGCCTACGAAGTGGACGGGTTCGGCGGGGCAAACCTCATGGACGACGCCAACGTGCCGTCGCTGCTGGCCATGCCGCTGTGGAACTTTTCCCAAAGGGGCTGGGGCGGCGGCGGCGGCGGCGGCAGCGTCGTCGGGGCCGCCAACGCGACGTGGGATCCGCTGGCGGAGGAGCTCGCGATCAACAGGATCTACCTGAACACGCGGCGGTTCGTGCTCAGCGATGCGAACCCGTACTACGCCAAGGGACCCGTGATCTCGGCGGTCGGGGGCCCGCATATCGGGCCCGGTAGGGCTTGGCCCATGGCGGCCATCGTGGCGGGCATGACGGCCTACGAGTAGTAGTAGTAGTAGTAGTAGTATTATTTAACGCCGGGCTCGGCCCGGCTCATTAGCCGGCCGTTAGCAACCTCCCGAGGGGTATCTCGGCGCGCTTTCTATTTTCTCTATTTACACAGCGGAAAACAAGGGCATAGAAGCGAATCGAGCCTGACCGGGTTCGTGCCCGGTCCTGCTTACAGGTTTGTTCACTGACGCGACCCCGTGCCTTCAGGCGCACGGAGGATTCGTCTGACGGCAGTTGACGGCTCTTCATCGAGAGGGGCCTGTGTCCAAACAGCGGAGCTGTCGGTCGTTTGTAGCCATGGAGACGAAGTTCCCAACAAGTGTGGGCTCGACGGCACAGGCGGGTGGTTGTTGTCGATAGCCAGCCGGGTTATCCTTGCCACGGGTAAGCGGGGAGGAGGTGGAGGGAGCAGGATTCGAACCTACGTTACTCAAGTAACAGCCATGGCGCTTAACCACTGCGCCATTCCCCCCGTGACGGCCTACGACGTGGCGGCGATGAGGAGGTTGGGCTTTTGGAATGCTACGGGGATCAGTAGGAAAACCAAGGATGATGAGGTGGAGGCGTGGCTGCAGGACGAGGTGGCGGGGCAGCTGCGGATGGTGCTCGACTCAACGAGCGGCACGGGAGTGGTTCACGAGAGCGTCAATTCGTGGGACGAGGGCCTGTGGACGAGGTCCTGGTTCGGATGGGCGAGCGGGCTGCTTGGAGAGTTGATTCTGAGGATAGAGGGGTATGAGAAGCGATTACCGCCGAACGGGAAGGGGCTGTTGTCTAGAAGTTGGCAGTGATCAGGCCACATGTCTCATGGGTCTTTGTTGTTTGTTTTTGATTCCGACATATCAAATGTGTAAACCAAATAGGGTAGAACCGGCCGAGAGATTCGGAGAAATG

TCGAAAACATGGACAGCTTGATTTCGGGGGATGATGAATGGCTGTGCTGGTCGTGGGCAGATCGTCGGCAGATGGACTAAGATCAATCGGGCGGAGATGGGGAATGGGACACCACACACCACTGGAGAATCGGGGCTGAGGCGCAATCAT

AATAGGCAACACTGGAACTGTGCCGCAGTCTCCAAGAAGCACCTCAAAGTTGAAGTGCGCGAAGCCACGATGAAAACGTATGCACCTCTAGTAAAGTACCTACCTACCTAGGTAGGTAAGTATGAACTCTTTTGATTTCGCATTGTTCGTAGAGGCTTGATTATTCATGTAACAAATAGCCAGGGCGTAAGTTTGGGTTAGTTTGGGGGACAACTAAAAAAGAAAAACCACGTAAATTCAGCAACACTCGATTTGAGCCACTCTTTGGCTTCAAGTCCAATCATCGAGAAATCCAAGAGTGCGTAGCAAAATCTTGGTTAAAATAGCCAAATATATTTTTACATATGTTGGGTTCAAATCATACGTTCTGAGCGGCACTTATTGACGCCGGTCCCCACTGTTTCCAGGCGCCTTAGTTTCAATGTCGCCCTTCTCCAGCGACTGTTGCTCCCCAAAGACTGTATCCACCAAGCCACCCATTTCCTCCCGAGCCATAGAATCCAATCCTCGCTTCCTCACCTGCACGATCCCAAACTTGGCCCATCGCACTATTCCTGCCTGCTTTTGAGGCGCCGTGTGAATGTCTCCGACTCTACCTCCACCACGCCGCTCAGACTAAAAGGCACTGCTCTTTTTTTTTTCTTCTCGCAAGTAATGTCAGCAATCGATCGCCCACCTAGTCCAGTAAGCTTGGCATTGCTCTGCTCTCCAGTGAAGTACGTGGTGGCTTGATCCAAAAGCCATAGGCTCAGCTGATATCTTCCGACCCAAACGTCAGAAAGAGTGGGAGCAGCGGGGACAGCGCCTTGATCTCGTCGATGAGATAGATGCACCCAAAAGCTTGGTTCTGGTTGTTTATGGTTTGCCATGTAATTACCAAAACATTCGATCCATGGTGTTTCCACGTGGGCGCTTACATGCGAAAGAAAGTAAGCTGGGCTTTGCTGGGGTTTTGTCTGGGTCCAGTTTACGAGCGGGAGAGCCCAGTGCACCATTCAGTGGGACGGTGAACAAGCGCCCCATTTGTACCCCCTTGGCGTGTCTCTAAGTAGAGATACAGCAGCCAACGGTTTCGATAATCGAGTCTCCGTGCCACCAAACCAACAATCAGTGAGTCCATTTTGCGACAATGCCACGGAAATGCGTCGAGGGGCAATTGGATCAGGTTGGGGTTTGTTTGTCGCCTTATTCCAAGGCTTCGACGTCCCGAGGACGAGTGACAAGTCAAGGTGACTCTAGGCCAGGCAATGCAATGCAATACACATACCCTCACTCACCCTCCTGCTTTTGCTCGTCTTACTATGCCACATAAATTCACAACCTGCACACTGCCACAGTCCCTTGCCTACCATAGGACAGCTCGCATGCTTGGTTCCTATTGAGATGGCATATTAGCTACCTACCCATGTGTCTTTTCGGTGCCGAACACCCTCTCGGTCTTGGTGGGATAAAGCCGCATTACATCTTACTATTGTTGCAACACCCATTTCGATTCGAAGTAAGACCTTCGCCGCCCTGTCCATCTACTTTAAGAGTGTGCATATCCCCGCACAGTCTTGAATGATCGAGGATATAGCATCCATCTCCCCAACAACAACAACAACAACAACAACAAGACAAGATTCTCAACATCGCCTTACATACACACGCTTGCTATACAACCGAAAGCATGCATATCAGCTTAGCTATCCTGACAGCGGCTGGACTCGCCAGCGCCGGCCAGTACGTCGAAAAGGACTACTACCACCGCAAGAATTTCTTCGACGCCTTCGACTTCGTCTCGATCGACGACCCGACCAAAGGCAAGGTCAACTACCTGGACAAGAGGCAGGCCAACGACAAGAAGCTGGCCGGGTTCCCCAAGGGCGAGGACGCCATCTACCTGGCCGTGGACGACAAG
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GAATCATCTTGGGCCGGCTACCCTTACCTGATCCGCCTGAATGGGAATGGAATCTCTGGTGGGTTGACAAGGTCTTTAAGACCCAATTCGGCAACCATCCGGAGATCAAAACGCGGGCTTCCCGAAGTGGCCGTGGTCAGAGACCTTTGTTCCCTTTTTTCGATATACAAGGCCATTCCGTAAAAAGATCCAAGGTTCTCTAATTCATGTAGGCATGCGTCAGGGGCGGAATGCCCGTCATCCTGGGCTGCGTCTGGATGCGCGAGGCTTAAGCGCCGGCTTTGAGATGGGGTTCTTTTCGGGGGCCAACCATACATCACCCTTCCATCTGTTGAGAATTGAATTGGCCCTATTCGCTTTGAGCGATGATGATCATCGCCACGAAACTGTGCCTCTTGAGCTGAGCAGTAGTCAGTAGACTTGGCGTCAGGATGCGGCGTTGGGCGCGGTTGTCGCGGTAGGCAGACAAAAGTATGCAGCCATGCGAGAGACCTCCTCTCAGCCCTGAATTGAGTGAATTTAACGGATCTCGATTACTTTCAAAAGAGGTCCCGCGATTGCCTACCTAGGAGCGACTATGGCGGGCCATCGCATTAAGCCATATAACCATGCCAGAGTCTATATATAGGCAGATCTATTTTCCAAATCCGAATACGTAGTAATTACACACGTATGCTCCGCTCCACTGAGATACCTATGTATTCCCTTCCGTCCGGGATATGATTGATGCACTCAAACAAACGTCATGCTTCAGCCATTGCGATTCGCATACTAATTACAGCAGAACTAGGTACTGTCTGCTCTCGGGATGCAGAGGCTTTTGGAGTCCCGACTATGGAATTTGCACTGTAGAAATTGCAAGTTTGTTGCATCGGAATAAGCAAGCCACCATGCAACTACTCTGCTAGTCGTGTCTGAGAACAACTCCTCCTCGGATCGCATAATGGTTCGTGTTTTCTTTGGTTTGCGCTCTTCAATGGTTTCCGGGCTGACAGGCTTCATTGCTAGGTAGACAGCAACGCAAAAGCCTAGATAGGTTAGCAGGTCGCTATTGTCCTGTGGTTGTGTGGTTGTGTGGTTACACAATCGAGTGCTGGTAGAGACTGGCTCGCTGGTAGAGACGCCTTTCGCCCAATCCAGCTAGCCACCTGAAGCTACTTTTGCGTGCTACCAACATGGTGGGAAGTTGACGTATGTTTTTGTCTTAGTTTGATCGAGCACAAATAGTGTCACACAGTTCCGGATGGGCAGATGCCAGCACCGAGGACACGGTGATTAATTTAGCGTAGAATACTACTATCTAGACCCAGAACCAATCCTTGTAGGTGCTCTTGGTATATGAGAAACACGTTGATCGAATTTTGGGGTTGCTGCCGTTGATTGTACCAGATCGGCGTCTTTCCAATTTTCAAACACTCACCTGACACATTTCACTGTTTACACAACACACGGCTCGCAATCACATCGAGTGTTGGTTGCAGACCCCCGGCTGGTAGGTAATAAATAGTTACGATATAAGGCAGGCTATGCTCGCTCGCTCACGCAAAGTAAAACCTCGGCAACTACCTGTTCGAGGTGTTGTTCCCGCCAATATTTACTCTGCGTCGCAAAGAGAGTGGGTATCACTTATCAACAATATGACAAAAACAGCTGTGCGCGACATGCATTGCATTTTTTGTAGCCTGTGGGATTCTTGACGATTAGATGCAAGTCTCAATGTTTAGATGGAAATGGGTTCCCCGTCCTAACCTGTCAACGACATACGGTACATCTTCAACCGAGGCTCAATGGGCGGGCAGTCTGTGGTTTTTATTTCTCCGTCGCCAACCAGCCAGCCTTCGCCCCCAACAAACAAACAGCCAGCCAGCCTTCTGG

TCCAAAATTCGGGGAATCGCGTTGACCTCCAATTGCCCCGCATGCTTGTCAGTCCCTAGTGGGGCGACAGGAGTTCAGACGACGTCCTACTCCAACCACATTTCATCATTCCGGGCAGCCGCAAACGCAAGGCACGAGACACTCGTCAAT

CCCTGAACCAGACGCAAGACCCAGCCAGACCCAGATTCAGACAAGCCAGACCCTATTGCAGTTGCTATTACTGTACGTACTCCATTTGGTAGGACCCTCCTGCCCTTGACCGCTGCATTCAATATCGCAAAAAAAGAGACTGTAAGAAAAAAAGAAAAAAAGAAAAAGAGAGAGAGAAAAAAAACAGAAACCGAACGGCCGAGTCGGGTACCTATTTTTGGTGGGTCTACTTTTTGTGGCCTAGGTTGTATTTGAACCTCCACAGTCCATCGTCTCCAAGTCAGAGTGCCAGTCACTTCTGCCTACCTGGTTTGCGGGAGCCAGCAGGAGAGTCTTGTCTGCTGTGTTTGCTTCGAGCGAAAGTACCACCTGTCCGGCCTGCTGGGACTCAACTCTGCTGTGTTCCGGCAGCAGCTTCCCGACACGGGATAGCATCCTGCCCAGCGGTTTTTGGATCTCGGCAAGGCGCATGCCTGCCTTATCTAGGTAGCAAACGCCTACTCATAAGACGCCCGGTTTTATACTTCCCTCTCCGCCCAAGGGTCTTTTTGCCCGCACGCTCGCCGCCTTACTCGTGGACTCTTCACGCACAAATACATACCATGACGAGCTCTTCCTCCTCGCCCCCACCTACGAGCTTCCTGGAGCAGACCGTGTCGGTCATCTCCAGCGTAGCGGGCTACATGCGGCTTCCGGCCATGGCCTCCACGGGCGTCGCCGCCGTGCTGACATCCCTGCTGTATTTCAAGCAAAAGTGAGCAAAAACAAAACAACCAGACCCGAGATAGGTGATGATGGAAGACTGGCCCTTCCCACTAGAGTACTGATATAGTCCCCGCCGTGGGGTTCGCCATCACAGATCCTTGATATACTCCTCCAACATGCCGCCGAATTCTCGAACCCAAGTCTCACGGCCCAGCCAATTCAACATTAAAGATTTCGAAGAGCTCATGATCCCGACGCCCGACGGCGAGAAACTTTCGGCCTTTTACATCCGCGGTTCTCGAAACGGACGCAACTCGAACGTCACCATTATCATGTTCCACGGCAATGCGGGCAACATTGGCCATAGACTACCCATCGCAAGACATTTGGTGGAGCTTATGGGCTGCAACGTTTTCATGCTCGAGTACCGCGGCTACGGCTTGTCAACCGGCACTGCGGACGAGTCGGGGCTTATGATTGATGCTCAGACCGGGCTGGACTACCTCAGGGATCGTCCCGAGACGAGGAAGCACCGGCTGGTGGTTTACGGGCAAAGCCTGGGTGGTTCCGTGGCCATTCGGCTGGTGAGCAAGAACCAGGCTGCGGGGGATATTGTTGGTCTGATTCTGGAAAACACATTCCTCAGCATGCGCAAACTCATCCCCTCTGTCATCCCGCCGACCAAGTATTTTGCCTTCCTCTGCCACCAGGTTTGGCCTTCCGATGTAGCGATACCAAACATCACCAAGGTGCCCATCCTGTTTCTGAGTGGACAGCAGGATGAGATTGTTCCGTGAGTGCGGCCTGCTAGCGATATCTATTTCAACCACCACCTTGATTTTTATGCTAATTCTTGTTACGAATCACACAGTCCATCGCACATGCGCCAGCTATATGAGCTCTCTGCGGCCCCGAATAAGATATGGAAACCATTACCCAACGGGGACCACAACTCGAGCGTCTTGGAGGACGGGTATTTTGACGCCATCTCGGACTTTGTTGCCTCGGTTGCATCGGAACCACCCCGTCTGAGTGAGAAGATATGACAGCGCATTTCCAATTGATTACGTCTACAACCCGGACCGAAACGTCTGCAGAGTCTTTTGGCCTCATTGGTGTTCAAACTTGCGAAAATCGACCCCTCCCCGGCCCATGATACAACTTGGATCGGTTTGGTACCATTGTCAAAGGATTTTCCGGTTTGCCTCCTCACAAATAATAAGAGATTTGGTCTTTACAAGAAATAGATTGATTGCAAAGGCCCGTCGGC
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CTCTGCATACTATGGCACATGCATTCGTTACATTGTACCTGAAAGATTTGTGGATCGAAACTGCTCCCTTGGATGGACCACTCTTTTACTGCGTAGTCTTGAGCCCCGCGATCATTAGATTCAAGGTCCGTGACATAGATCGACTGCGTGTCATCCGTTGATGAGCTTTCTCCTACCCACCCCCCTCGGAGAAGCGAATCCGGTTCACTTCTGGACGAAATAGCAATGTCACTTTTTTAATTTCTCCAATCCCATATAAAACTGTCTTTTTTTTTTTTTTTTTTTTGTCTGGTTTTTCCGCCCCTGAAAAGTTTCAGCGACAGTTTCAGTGCAGTGTTGGACCGAATATACATAAAATACTAAGATACATGGAAAGGAAACGTTGGATGCCACGACGTCGAGGTAAAATATGCCCAAACTTTATTGTTGTTGCCCGCCCCAAATCCCCCATAGCGCCTTGGAAAACTTTGTATTGTCGACTTTTAGACACAACCCAAGATTGGGATTGCCGTGGCTGCCCCCGTTGATGCGAGTTGAAGGCGGTTAGGGTTTCTTGCAACGTATTAGCAGGTATCTTAGTGTTGTGCGGGTGTAATTAAACAAGGACGGTGCCATTGACGAGGATATTCCTGGGACTTTGCCGGTGTATTTTGGTAGTAAAAGTTACAGAGGGTTCCGTCTCTTGTCAGTGTTGCTGTATATAGCTCAGGTTCGTACGTCAAGATGTGGTATTTATTCATCGGTTCAAAGGCTTATGTTTGGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTAGATATCCATATTTATACTAAGTTGTTCTAGAACTATTTCTAGGTCTAGTTCTAGTCTAATTAGTATGTTGGTTTTGTCTCAATTCAATGATTACCAAGCATCAATGTGAGTCAAAATTCACTAGCAAGCTGATAAATCTGCTGGTTTTTGTCAACCCATAAAATGCGAATAATAATATGCGATCATTCCAAATTAGAGAGAAGTCACATACAAGTTTGTTTCAACATTTCCCAACACAGTCCAAGGTTTACGCGCATGTCCTTGAATAATTAATTATACACCACACTCCATTGTTGCATCAACGCTATTTCGGCACGAGCATCATCCTAAAAGCTTCAATTAAGCGATATTACTGGCGATATAGGACGCCATATATCGGTGCAACAAATACCACCTGATCATCGAAACCCCTCCAATCCCTAAACCCAACCAGCCGCGCATCAGAAAAAAGACTGCCCCCCATATTAGCCCGGCCGTCCGTGGGATATCGGCTGCAACGATGCGCCCGGCGGTGAGCACCCCAACGGCGATACTCCTCGTAGACATCCAAGAGGGGTTCAAGCACCCCACCCACTGGGGCGAGTCCAGGAGCACTCCTTCCTTCGAAAGCAACGTCGAGGCGATCCTGTCCGCGGCGAGGGCCTACAATACTCGCTTGGAAACCAACCATGCAACAGCAACAGACCCAGCACCAGCACCAGCAGACGCAGGTAGCACTCCCAGTCAGCACGCGGTCCAGATAATCCACATCCACCACCACTCCCTATCCCCGACGTCGGCGCTGCACCCAACCCACCGCATCGCCGGCTCGTCGACGCCGTCCGTGGCCGCCAACCCCTGCGCTGCACCGCGGCCCCACGAAGCAGTGCTCGTCAAGCACCACAACAGCTCCTTTGTGGGCACGGACTTGGAGGCGCGCCTGCGGGCCGCGGGCGTGCGGCAGCTGGTAGTCCTCGGCCTGACCACCGACCACTGCGTCAGCACGACGGTGCGCTTCGCCGCCAACCTGCAGGTGCTGGGCGGCGAGGGCGGCCCCGACGGCAACGGGGAGGGCGTGCACGGCGTCGTGGTCGTGCGCGACGCCACGGCCACGTTTGCCAGGGGAGGCTTCGACGCCGAGACGGTCCATGCCGTCAGCCTGG

CCAGCTTGGATGGTGAGTTTGCCCAGGTCGTGGAGACCAAGGACGTCTTGGGGGCACTTGGGGCACTTGGGGCACTTGGGGCGTGAGGTGGGTGAGCAGGGAAGAAGGGGGGATGGAGGGGGATCTGGTACATAGTAAACTCTGGTCGTA

TAGGGGGTACATGAAAAGCAGGAGGTAGGGGCAGCGGGGATCACTACAAAAGATCCAGGTGTGGTATTCTACAGGGTCATGGGAAAGATACCATTAGAGCAGGCGATGCATGGGCTTGAAGCCCTGGACATGCACATCGATCGTGCAAGTCATACAACCCAATTTTTGCTACTTATGTACTTTCTTTGTGTGACACAGAAAAAAAGAGAAAGAAAAAAGAAAGAAGAAAAGAAAAAATCTCCATGACTTGACGGCCATCACAGTGTTTGCACATCAAACGAAACGAACCTCGGCAGGGGTCTCCCAACGCAAAGAACGGTTTGGTTGGCCAGCCTGAACTCTCGTGACATACATGTTCGTCACTAATATTTGTTGGCATGAGTGAAAAGGAAAGTGCGCTGGAGCAAAATTATAAGCAGAAAACAGTTCATGAATACGATGAATGCGCCTGTCCCATGGCTCCCCAACAACCCAACCATCCTAGTTCGAGGTTCAAAGTTTCGAGCAAGAGTACGGTTGACGTTTGGGAATGAGTTTCCCCCCAATCTTCATAACTGTTTCTGCCCCCCGAATGTCATGTTTCAATCACATAAGACATACCAAAGTGGACATGTGACGAGACGTTACGATTGGATCGATTCTTCGACCAGTACCCCAATATACCTTGGTCTTTCTTAGAACACAGTAGCTAGGTACAGGTAGGGAGGGACCTAGGTATGCAAAAAAACGCATTACTAAGTGGTACCTGTTTTTATATACTACTATTACTACTACTAGTACTACGGTACCTGCCTAGGCATTTCGACCAACCCTGAAATGCCTCGTGCCAATCGTCGATCATTCAATGCAACTTCACATGCCGAAAGCAAGTTTTCCTAGGGGACCAAGGGTTCCCCAGAAATGCCAAATCAGGAAACCCGTCGGGCTTTGGTTTTTTTTTTTCTTCTTTCTACTCTCAATTCCTTTTTCTCAAGCCCTCAACATATATTTTATTATTCTTATTATTATTTTACCGCCACCATTCTTTTCCTTCCCCGGGGGTTCCTGCCAAAAAGAGGGGTTCAAGACCTCGGGAGATAAAGACCCTGCATTTCACCGAAATGGATAAACCAGCCCCTAGCGCGCGGGGAAGGAGAGAGGGAGAGTCGGATTGATTATCGGGAAAACGCTCCTATTTTGGCAGGACTTGCGGTGTCTTTTACTAGTGTACCATGAATTTTGGGTTGGGCATTTTGATGTCTATCTGTTGTATCTGTTGGAGGGTATGCCCCGTCTGAAGAAAAAAAAAAAAGAAAAAAAAAACCCTCGTTCGGATTATCGGACTCATGAACGCTCTGGGGTTGGTTGCATTAGCCCGGTAGATAGATACGTATGCCTACCTACCTTATAATTATCCCAAACTTGATTTGTTCTATCCCCAGTGCTACGATAGCGTCACTTGTTTTAGTCCGGTTTAGGTATGCAGTATGCGGGTGGCGGACGCTGATCATGGAGAGAGGTTTCTCGATGAAGAAGGAGGCTATTATATGATCCACGTGGCGTACATGCATCGCAGAAGCTAAATCTTTTAAGGTTGATTGGGTGGGAGCAGGAGGGCCAAGTCTGCGCGGTGGTGGTGTGACCAGTGAACACACCTACCTAAATAAATGGCGTTTAGAATTCAGATGGATCAAGTTCCGGTCCGCGACGGGCCGTTGGATTTGTTTTACCTTGGTTTACGTCCTTTTGTTCCATACTAAAACAAGACGGACCACCTAGTACCACACATGCAAAGTACCGTATACCACGTACTAGCAGCAGTGTAGTACATTACTGTAGGTACCTACCTACCTACCTAGCTAGGAAAGGTAGCTAACTAAATAAATAGTACTTGGGGGCTGTATGATATGGGCCCCCTCAA
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GACGGTGGAGTCGGCGGCCTTGGTGAAGCGCTCGCCGTAGTGGGCGTAGCGCTCCGGGTCGTAGACGTACATCTTGACCAGGTACTCGTACGCCGAGTCGTTGCCCGACGTCCACCCGCCGTACCGGTCCAGGATCTCGCCCGTGTCGCAGTTGAACTGCCCGCCCGTCAGCCCCGGCCACACCTCGGACGACGGCTTGAGGAAGTAGCTCTCGGCCTTTTGCGCCAGCCGCCCGTACTGCGCGTCGCCCGTCAGGTCCGACAGCCGCTGCCACTCCAGCACCAGCGTGCCCAGCTCCGCCAGCCCGGCCGACTGCGCCCCGCTGTCCAGCTTGTTGTCGTCGCTGAACGTCTGGTTCTCGATGAAGAGCTGCCCCACGGGGATTCCGCTCTTGGTGTTGAACGCGAACTTGAGCGTGTCGGCCAGGCTCTTGGCCTGCCTGAGCAGCACGTCCACGCTTTCCGCCTTGACCTGCAGGTGGCTAAAGGGGCCCTTTAGCAGGTCGTAGGCCGAAAGCAGACCGCCGAGGTAGCGGATGTTGGTCTCGAAGAGGCTAATCTTTGAAGGCTTTGGCGTGTTGGTCTTTGTGAAATTGATGGTGCGCACGTGCTCCAGGATGGTGTTGACAATGTCCGTCTGCTCCATGATGATGGCCGTGTCGAGCCCGTCCACCGCCGTCACGCCCCAGCCGCCACGGTCGTCCGAGTAGTTGCCATACAGCGGCCGCAGCGAGTCGTGCGGGAACGCGTGCACGTGGTACGCATTCCAGGCGTACCGGAACATCTCCACCACGGCCTGCGCCCGCGCCGTCTGGTTGCTTTCGAATCCGGTGTAGTCATAGTTGCTGCCTTTCTGCTTGGGGTATGCCAGTTCCTGAGCAGAGGCCCCGTTTGCGGAGCCAGACAGGGCGCCCAGGAAGAGGCCCCCGAGCACAAAGATGTACGACAGTAGGCGTGCCATTCTCTTTTACTCGCTCACTCTCTGGTTTCCTTATGACTACAGTTCGTGGCCACAGAGCGTCGAGAAAACCTGAAGCAATCAAGGAGCAGGCGAGGGATTACTATATAAAGGCAATCATAACTGCAAGGAAATGGCGGGGCAACACGTCCGTCTGGATATAAATGGTTGTTGATCATCTGGTCGAACAAGCCGAGTGCCTGTAAATTGAGTTTTGGTTTTTTTTGTGCCTAGAAAACTCTGTCCGACTCGATCCAGCGGCGCGCTCAAGAAATTAATTTAGAAAGCCATTAATCATTTCCCAATCCGGTACGAGTCGCCGTCTATGTGGACTACCTTTGGACAGCAAACAAGGCACACTTGTCACAACCTTGCATATGGTAATATAGGGCTGGCCAAACGTCCTGTTTTCTCCGCTACTGTAACACCCACTGTCCGCTCGGGCTCCGGCAACACATCTTTTACCCGTTGCGGCTGTCCGATCTCTGTGCATAACGTCCAACATTCCAGTTCTAGACAAGTCCCTTGATCTCTAATCAGATCAGACTGACTCGGAAGTCGGTCCCGAGAAAGCGAGCAAGCCCTTTTTTCTTTCTGTTTTCTCACTTGTGAATGATTCAGAAGTGCCTGCACACATAAGATGAAGAGCATAAATGTCTTGACATAAACTATCGTTAAAGAGTGTGTTCCTAGAGTTGAAGATCATAAAAGACAAAAAGAAAAAAGCTTTGACCTCAACAAAGCAGTCGGAAAGACGAGAGTCCATGCTATCGCAGCCAAACGAAAAACCAGAATCCCAGATGCTGTAGAAAAAAAAAAGACAAACACCAGGGCCTCAGAAAG

AAATCCCTACCAGGAGACAGCGCCGACCATGCAGACGAGACCAGAAAACAGACGAAACAAGAAACAAAGAAGAGACGCAAAAGGAAAAGAAAACGACAAGCACAGAAGAGGGGTGCAGCGTTGCTGCAATGAAAAGACGGACGCAAATGCCTGCAGCATCAACCGCTCACAAACGTGACAATGTGAGCAGCCGTAGCCGAAGAGAGAGAGAGAGAGAGAGAGAGA

GAGAGAGAGAAAAGCCAACACAGTCGGCCACCCAAGGGGCACATCTCAGCACCTTAGAACATGGCGGGCAGCCTGACGGGCAGCGAGCGCTTGCCCTTGGGGGTGGCGGGCTTGGGCTTGGGCATGGGCATGGTGCTGTTCTTGCCGGGGCGCTTGGGCCCGTTGTTCTTCTTGCCGCCCTTCCTGTCCTTGCGCGGCTTCTTGCCGTCCTTTTTCTTGTCGCAGTCCTTTTTGGCCTCGGCCTCGACGTCGCGCTTCTGGTTGGCGGCGGGCTCGGCGGGCGCGGCGGGCGCGGTGCCGTTCTTGGGCTTGCCAAACTTGTGCCTGAGCTTCTCGAGCTCCTTCTTGATGTCCTTGCCAATGTCGCCCAGGTTCAGGGGGTCGCGCTCCTCGAGGGTGACGCTGCGCTTGGGCGTGGCCTTTTTGGGCTCGCTCTTCTTGGGCGGCTTGCCCGGCTTGGTGTTGTTCTTGCCCACCGGCACGCCGACCTTGGGAGGCGACTTCTTCTTGGCGTCCTCGGCCTTCTTCTTTGCGTCTTCGGCCTTCTTCTTGGCGTCCTCTCCCTTCTTCTTGACGGCGACGGGGACCTGGGGGTCGCTAAACATGTCCTTGGCGGCGGCGCGCTTCACCTGCTGCCTCGGCGGCATGCCCGGCTTGGTGATGTTGAGGTGGGGGATCTTGGGCAGGCGCTTCTTGGCCTCCTCGAGCTTCTTGCGGGCCTTTTCCTTGTCCGCCTCGATCTTCTTCTTGAGGTCCTCCTTGACCTCGCCGGGGCTCTTGGGGTCGCGCTTGGCAAAGTGCGCGGGCATGGGCCCGTTTCCGGGCGCCTCGCTCCGGGCCTGCAGGGCCGCGCTGGCTCCGTCTCCGTTCATGGGGACGGCAACGGCGGCCGAGGCCAGGAGGCTGACGATCAGAGTCTCGAATCTCATCTTGACGTGTTGATGGGGTATAAGATGAGGGATAAAGAGATAAGGACAAGACAACTGCAACGATAGCAAATGGAAGAGAAAAAAGGAGAAAAGGAAAAAAGGAACAGAGGACAAAGGGAATAAGGAAAAAGAGACGTAGGAAAGATAGGAAAGGAAAAGAGAGACCAAAGAGGAGGTGGTGGTGAGAAGGAAGCAAAAAGATCCAGAAAGGGAGGACAACGCCCTTCTTTTATCTTTGCTCGCTTGCCATGTTCACCACCATCTGGTCACGTCTCGGAAGGTGAGTGATACTCCCCAACATCGTACACGCACAACCAGTGATGGCATCAAAGCGGTCGAGTTTCTATTTCGGAATCCAACTACACTACGGCATCCGCTCTGGTATCAAGATTAGTGGAAACGCCAAAGGCTTCTCCTTGACGAATAAGGGGGCCACTCCACATCCAGGTGGTGTACCATTGGAATCTACCAAAGTATCAGTCGCCTGTCGACGCATACTCTTACCCAGCTGCGCTGCAACTCTGCCGCTGCCGTAGGGCACGAGACCGGATCGAGAAGGTCCAAAACTCCGGGATCGTGGTAGTGCGCTCCGAATCCTACTGCATTGGGTAGGTATGGCAGCTGTTAACCTTAGCGCTTGGCGCATTGAACTGGTGGAGAGGGCAGGACCGACCAACAGCAACCCCCCCAACCATCGGGGTCGGGGTTATCCACAATCTCTCAGAACGGATAATACCTTGTACCATGGCAGCATGTTGGCTTGCCACCGGCGTGCGCATGCATCCTGCATCCTTGTGTCAATCAAGCTTGTCGGCTTGTTGTCAGCCCCCCTAGCTACCCGTGCCCGCCCCGACTCGTGCATCTGTTTCGGCTGGGGGGATCCGCCGCCCCGAGAATAGCAAAAAACAGCCACCCCCCCCTTGAATGGGAAAGAAAGCTCGTGGAGACAAACGCAAACTGGACAATGCGTTCAATTCGGAGGCGAGGCGAACCCACCTCGTAGGCGAGAAATTTCTTGGAGGAGGCAAAGACTTTTTGCGGTGCTG

Chr.6
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CGGTTTGCGTTGTTTATATCTGATGATCCCTTGCCGTTTCAGTTGTCCGGTTTGTAGCATTGGAGTTGTTTCCGGACGATTGGTGTGTTGCATGTCTGGGTGTTTTCATTTGTACTGGACGAGAGAACCGTAGTAACATGAAGAGACGCTATCTATCTCTAATCCATGATTGACTTGTGTTGCTGCCGATGCCACGCTGAATAGTCTTTCTTTACATCTCTCACAATTTACCCCGTTGGCCCCGGCTGGTCAATGGCCCCTTACTCAGCTTCACAACGCTATTTTGCCAAAGCCCCAAAATATTCAACCGCATGTGCCATAGTCAGCCTGGCAGTATAGTGGTGTGCAATAGTCGGGCCCGTCTCCACACCAACCATAGTCGGAGCAGCATGGCCCGTAGTTTGTCCCAGTACTGCGCCATGAATCGTTAGCTTTTGTGGTTATGAAAATTGCAACCAATCGTATGCGTTTGTGCCGTTCAAGGTCAATAACATTCAGGACAGCAAGCTCACCAAGTAAATCTGCCCGCGTCGACACCACACCTCCCGTTGGTGCTGGCGTTGGATGGCCGTGGCACGGTGGTGCTCGTGCTGGTGCTGGTGCTGGTGCTCGAGGACGGCACGGTCGAGGTAGACGTGCTCGGCCCAGGCGGCGGCAGCGGCACGGAGCCGTCCCCGCACGTGCCGAACGAGCCCCTGCATCCCACGCCGCAGTATTCGGCGCCGCTGCCGCACCAGTAGTACTCTGAGCAGCAGCTGCCAAACGGCGACCCGGCGCAGGTGGTCGAGTTTCCGCACTGCCCGTTGATGCTGGCGACGAGGCTGCCGGTCGGCACGGGCGGCGAGGTCGCAGTGGTTGTTCTCGTGGCGGTTGTGGTGCTGGTCGTGGTGGTCGTGCCGGATGTCGTCGTCGTCGTCGGCGGAGGAGGTGGTGGTGGCGCGTCGCCGCACCGCCCAAACTGCACCTGGCACCAGCGCACGTCGCAGTAGTCTGGCTTCTCGCCGCAGTACCCGTAGTCGGAGCAGCAGAGGTTGTTGGGGCAGCGGCGGTTGCCGCCTGCTGGGCCGCACTGCGGGGAGACGGCTTGCCGGCGGGAGAGTTGTGCTGCGTCTGGATGGGGGTGGGCTGGGGAACGTTGGATGATGCCTTCAGCGTTGTTGGCGTGTGTGTTCCCGGCCACGGCAAGCTGTAGGGCCGAGAAGAGCAGTGGGAGAATGCTGGCTGTGGGTAGCATCTTGAAGGGTCGTTTTTTTCCGCCGATGGAGACGGTCTGTCAGGGGTTTCTTGGAGGACGCTGCCTGGGAGATGACAGTGAGGGGTCAGCAAATATTAAAGATGATATCAACCGAGCGAATAAATAGCGGAAGTCTCGGGCTATACATACATGTGTGGCTCGCTAGCCTCCACTATACCAGCTTGAGGTCGGCTGGTTATTGCCGATGTGATGCGCATTTTCTCTTCTTGGAGGGTTCTCCGCGGGGGGGGAAGAGCGGTGCCGGAAGTGTCATGAATGGGCAGAATGGAACGCAACCAAATATTCTACAAAAGATAACGAGCGAGATTCCAATGTAACCTGTCTTTGTGGGTGGGAGTGCGAAGAAAATCGTTCGATGCAGGTACCGGCTTAGGATTTGTTTAGGAGCAATTTGCGGTATATGCACCGGCTAAATTGCCCGCCGGGACTTTTCCCACATAGGTAGCTACGGTTGAAGCCGTTTTGCCCGATATCTGACCAATAGTTTCGATCACGGGAGCAAAAAAGCCATTCTCTTTGCCCGCGGCACTAAATACCACGGATGCATGCTTTCACGTCATTCTTCCTGCAAACAAATCAAGATTTGGCTCTCTTCTCGCTTTTACTTGATGCCTAGCTAC

TAGTTCTAGACTAGGAATCAAACAAAAAGCCTTGTGTGGACCTACATCGTTTCGAATCTTCTAGTATCCCAGACAGCAGGCACGCAATTAAACTGTTAGTGATTTGGCACAGGTTCACGTTCGCTGGGCCTGATAGTCGATGGTGGTTTG

AATTAATTTTAGGAAAACCACAGCTCAAGAGCGCCACAATGGAGAGTGCCTAGGATAATTCTAACACTACAATACCGAAAGAGGTATTTATCTAGACTAGTAACATAACTGGGATGGTAGCCGTCATGATCCGCACAGAATCATGCCACAAACCTTGGGAGCTCCTCCAACGTCCAAGAACTCATCGATCGGCGATGGTCCTCATCACTTGTTCCTTGTTCTCAACCTTTTCTAAGCACTTGATAATGAATGCCAGTGTCTTGACTCTGTTGTCCAGACTCGCCTTTTTCCAGTACTCGTTAACCTTTCCTCTCTCACCGGTGACCAGTGCCTTGGCCACCTCCATAGCGAGGGCCTCAGAGTCTTCTGGCATGCCATGATTGCTTGTCGATGTTTGACGTTAATGGGGTGGATTCTGATGACGGCCTCAACGAGAAATTAAGCGTAGGATAGAAAACATGGGAGGAAGTCAGGGAAAAGAAGTGATTCTGGGTGGTGTTGGAAACCCGTCCACGAGAAGATTCGTGAGGTAGCTGTAGTGGTTCAGTGAGAAGTTTTGAAGATTCATAAATATGGCGGACAACCTTCGCATCCTGATCCTCGTAAACGCTACTGGAGATGGTATGTCTTTTGATGCCCCCAGTCTTGTGATATGTCAATTTACCATAGAGACATTACACCGGCTAAGATAGAAGATTCTGGTATGAGCAACCAAGCTGGATCATATAGTTTTCTCGTCTTTAAAGACGACTCTAGCCGTCTCGAGTGTTGGAAAAAGCACGAAGCTGTCCGAAATATTCTAGAAAGAGTGTCTTCGAGTCCGATGAACCGTGACAACCAATGAATAGATTTGACGGTAGAGGGCTTTGTATAAGGGAATACATGCGAACCTAAGCAATTTAGTGTACGTAAAGCTCGTTGGTTAACGTTGCGTACCCCCTGTTCGGCACCCCCCCTGTTCGGCACCCAAAAATAACAACACTTTTATTTTTATCCTCCAACTTCTATTATAAATATCTCGATGAATCTGTCACTTTTGGATTTACTTTTTTCTGATTTTAATTCTCCATTTTCCAATGAAGCAATATACTGAAAAACAGCTTATATCTGCAATTAACGACGTCAATAATGGCAATCCAATTGCAAAAACCTCCCGAAAATGGGGAATACCTAGGTCTACACTTCAAAGTCGACTTAAAGGTTCTCAACCTTATAAAAAAGCACAAAGCCCTTTTCAAAGGCTTTCCACGGAACAGGAAAAGCATTTGGCTGATTGGGTACTTACCCAAACAGCTTTAGGGCTTCCGCCAACGCATCAAGAATTACGCTTTTTTGCCGAACGAATTCTTCAAGCCGCCGGAGAGACAAAAGGCCTTGGAAAACGTTGGATAACTCGTTTTCTGGCTCGTTATCCAATCCTTAAAACCCAAAGGCCCCGTCGAATAGATAACGCCCGGGTTAATGGCGCTACTACGGAGGTAATTAAATCTTGGTGGCTTTATATTACGAACCCGGTTATTAACGCTATTAAACCGGAAAACCGTTGGAATATGGACGAAACCGGTATAATGGAAGGCAAAGGATCTAATGGCCTAGTATTAGGGCTTAACGGGATCCGGCCGTTGCAACGAAAAGAGCCCGGAACGCGTGGTTGGACGACTATAATCGAATGTATATCGGCTACGGGCGTTGCCCTCCCTCCCCTCGTTATATTTAAGGGAAAAAACGTACAACAACAATGGTTTCCCACGGATTTAAGCCCTTTCGATAATTGGCAATTTCATGCAACCGAAAACGGGTGGACAAATAACCAAACGGCTATCGAATGGTTAAAAAAGGTGTTTATTCCGTATACCCAACCTTTAACCCCTGAAAAGCGGTTATTAGTTTTGGATGGCCATGGATTACATATAACGGACGAATTTATGCTTCTTTGCTTGCAAAATAATATTCAACTCCTATATTTACCCCCTCA

> MD604_chr06:706168-710168
GCCAAAAATAATAAAATAAAATGTAAAACTTATCGCCACGGATACCGCAAATATAAATTAATATAAATGGAAAGATTTTGTTTTTAACCGCAATTCCGTTTTAACCAATTAATTTATTAAATTTGCATTTTATAACTGTTATTTTTACAATGGTTCGCAAAAATAATTATACCAAAATATATTACCAATTATTTATTATTAATTACGTCCGTTTTGTAATTAATTTTCCGCAATTGCAATAAAATTTCCGTAATGGAATAATCGGTATCGCGGCGGCGAAAATTAACATTTCTTCGCTAAGTCGGGCCGAAACTTGGGTAATTTTATTACCGGCGAAAGTTTAAAACGCGTATTTTAAAAAGAAATTCGGAAAAAAGGTATTTTTTGCAATTTAATAGTTATAACGTTAAAATCTCAAAATTCTTCCTATTTTTTCAGACGGTTTAGGTATTTTCCGGCGGGATTTTAGCAGGGCGTTTTCGGTTACTTTTCTAAATTATAATACTTTTTTGCGGCGCAATAATATAAAATACGCCGCAATTCGTCCCATATTTTAATTTTTAACAATTTCCAAAAAGAAAATTTATTTTTCAAAAAAGAAATTCCTTTTTATATTATATATAATTAATATATATACTAAAAGTAATAAATGCACGGTATATTTAATAATTATATAATAACCGTATTAATTGCGCGGTACTTGTAACAAATATTTCGCGATTTTGGATATTTGAATTGGGTAAATTTTATTTTATTTTTTATATTTTTAATACGTTATATAAATTTAATAATTTTCGAAAATGTTTAAATTATTATTATATAAACGTTTTCGCTAATCCGTCCGCAAATATAAGCTTCGTTAATAAATATTTTACCGCAATTTATCCATTTTAAATTAATTGCCGTAATAATATATTTTATATATTAATATATTTAAATTTCGTTAAAAGATTTGTATTTTATTCTATTACTAACCGAAGTATTTATATATTATTACAAATATTTTACTTGCGCCGAAAATATTTGAATTTAAATTATTTAACAATTTTTCAAACGCAAAAATTATTTTTGCTGTTAAATTTAAAACCAGCAATTTAAACTTAATAAATAAAATGGAAACTATTGTTTGCTTTGAAAGTTTCCAATGGATTAAACCATTGTTAATTTTAAATACAAAACCCTATAAATTGCATTTAATTTTAATATAATTGGCAAATAATATATTGGACGCAACCATTAAAAATCCGTAAGTTTCCTATAATCCGAAATAAATTGCTAGGAAACGCGTCGAAAAAAATAATATATAATTTAATTTGCCGCATTTATATATTTTTGTAATAAATTATTTAAATATTTGGATAATTTTAAAACGGCGAAAATAATACTGAGGCGGATCGTTACGGTTATATATATTACACCTCTTATTTCTTCCTAATATATCCGGATAAACGATTTATTTCCGGGTTCGCCCTGGTTTAGTAATAATTTCGTAGCAAAATAAAATATTGCGGAAAAAAACCTGTTTACATTATATAATTTATATGCAAGGTAAATATACCGTTATTTTTCGTTTTTAATAATTTTTATAGTTAAAAACCATTGCAAATTTTTCATTGGCGGGGAACTATATTTTTCCAAATAAATGCAAAGATTCTTTTCCCCTATTTTTTTTTGTAATATATTACCAGAGAATTATTAATATAAAAAACAATAGTAATTTTGTAA

TTTTTAGAATAAAACAAATATGGTTTTTTTGCGATGGGTGTTACGATCAAGGTATCGGGTAACCTGTTCTTAGGGTAAAGTACAGTGGGTTGAAGCAACTGAGCGTCTGGCTGGGTAACTGGGGTTCTCAATGACTGGGGGTGAAGTTATGATCGTTCTCAAGTAAGTATTGAGGTTAACTAGAGTTTGATTGCTGCTAAACAATTCTAAAATCGAATCTATCTACATGGTAATGAGCGTGCCTTATATAGACTATGTTCCGAATGTGATCATGGTGATCACTTCGTGATCACAATGATC

ACTTTTGTTTAGATCTTCCTGATCATTTAACGATCCAAATGATCACCTCCTCTTGGCGTCACGTGCAGTCACGTGACCCATTGCTTAGGTAATCTTGGTCCTGCCGGTCGGTGTTTCCTGGGCAAGTGTCGTCAGGAGGGGCGTGACCCCACCTGGCCTTCCTGGTACCGGCCCAACCCTTTGGTCGTAACAATGGGTTTTAGGCCAAAATTGTAAAAAATGTTGGAAAAACGTTAATATTATAGCAAAACTAACTTTTTTATACCGTATAAAATTATTAGCAAAAATATAAATATATTTGTTTTTTTATATCTTGGGGGTAAATAATAATATATTGGTTTTTAATCTCAAACAAATTTGGTATTAAAATAAAAAAAAATTATATTTGTTTATTTTATTTCCATAATTTGTTCCGCAATTATTACTAATACCGTGCGAAATAATGTAACAGCAAAAATTATTACACATATATTTCCAATTGTAATTTTTTGCAAATCGTCTTTAACGCAAATTCGTATTTTGCATTTAATTACGTAACTGTCCTGGTTAAATTTATATAAAAAACCCCATTTAAATAATATAAATTTAATTTTTTCTGGGAATTTTGTAAATGGATTTTTTTGTAAAACTTTTTAACGTGGAAATTGCCCATTTTTTTCGTTTATTGTCACGGCCAGGCATACATTGGAGAACCTCAGTGTATTAGGTGCTATCGACGAAAATTCTAAACTGAAGAGAAGAGAGAAATTACAATCGACGACGCGCTCAAGAGACGCGCTTAAATCCGGAGGTAGTGGATCCTTGTCCGATCCCTGGCTCGGTGTGGAGCCGAGTCGTGATTCTGAGGGTAGGTCTAGGGGCCTGATCCTCACATTTATCGCGTATTTAAAATTGTTTTTTAATAAATATTTAAATATGGTTTTGTAGTTATCGGGTATTGGCGGAAAATTGTTCGAATATTTGAAATTTTCCGCGATATATATATTAAAACCTGTTTTTTTACTTTTTGGAATTAATTGGTTATTTTTAAAAAAATTGGTGGTAACCGCGAAAATATTATATATTGTAATTTGTATATTTTCGAATTTCGGATTATAATTTATAAGTTTCGCAAAGTTTTACCAATTCCGTTCCGCAATTATTTTATTTATATGCGCGAATATTGCAAATATATTTTATATTTTATCGTTATATCGATTTTGTTTTATTAACGGACCCTATTATTTGTTTGGAAATTTTATTAATTTACCGCGGCGTTTTAATACGGTTTATAATAGGAATTTTATATTTATTTAAATTTTGGATGGATAATTTTATTATAATAATAAAAATGGATTTTCCACCTTTTTAACGGTATAATAATCTATATTACGGTATTAATATCTGGAAATATTTTCGATTAAAATTTCTTTTTCCGGGCCTTTAAAAACTTAGGTATAATTTTTGGGGTTTTAAAACCGATATCCATTTTTCGGTTTTTTTTGGGTATTTGTTCCGCGATTATAAAGACAATTATATATTTTTTTTCGACAAATAATCCAACGAAATTTGCAACGTTTTAAATATATTTAATTTCTTTTTTTAATTTATCGACGGTAAATTAAATTATTCTGGAAAAGAAAATTGTTTTTCCGTTTATAAAATTAAAGAATAATGTTAATTATATGCATTATTTTGCATGTAATAAGCCCACTTTTATTTGTATATAGCCAATTTTATTTAGTGCCGAAGTGGAGTGGGGAATGGTGGAATTCCGTTACTTTGTTAATGCAGGAATGCAATTTAAAGGTCAGCGAGTGGGGTTAGCTACCCTGTACCGGGTTTAATACCCACCCTGCACCTGCGAGTCAGCTACCCTGTACCGGGTTGAAAATTTCACCAAGTTAACGTTTAAATGCAAACCCAGAGATGGTTTGTATGCAAATGAGGGTGTTTTTTCAAAAACCCATACAAATTAGTTTTTCGGAAATTCATT
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AACGGTTTGCAAAGGGATAAAACACCGGAAAGCCCAGCCCAAAAAATTAACGACCCGTCTTTACTTATTTGGAAAACCCCTAAAACGACCCGAGATATCCGACTTCAACTGCAAAAACTTTCCCAATCCAACAAAACCAACGCTACTTCACGTCTTTTATTTGCAAAAGTCCAAAAAAGCTTCGAAGCCAAAGATACCCTTTTGGCTAGCGCCCAGCAAAAAATCAGCTTATTGGAAGCACAACTGGAGGCAATACGGCCGGTTAAAAGGAGGAGGGTGGTTCCGGATCCAAACGAGCTTTTGGTTAACAAACAGAACATTATTGGATTGCAGGAAAATGATATAGAAAATTTGGAACCTTTAGCTGATGAAGAAGAGGTTAATGAACCGGAGAAGCGTGAAAACGATTGTATTTTTGTCCGTTGATAATTTTATATTTAAATCAGTTTATAAAAGTAGGCATTTCGTTGTTAGATTTTCAGGGTGCCGAACAGGGGGGGGGGTGCCGAACAGGGGGTACGCAACGTTATTGGCAAGCATGAATTGGTCAATCACATAATCAACACTGAAAGGATGAAGGCAAGGAGCGCCTTGCGGCTCGTTGACGTTTTGTTTCCGCTTATTCTGATCTAATGATCTTTTGGGGTTTTACTTGCACCTTTCCCACATTGCTTTTTTACACTTTTTTCGGTAGTTGGTAGTGTCTCGAATATTTTGCAAAACTTGAACGCCGATACGTATTTGATAATCGATACGCTGTTTAGAGAACAATTAGAGCACTTTGCTCGAGTTTGTTTTAAGCATTGCCAGGTTTGAATTTCATCAGATGTCGTTGGTATTTTCTGTTCGTCATCTTTTGCTTTGGCCACCAAAACTACCTTATCTACCTTGGTAAATAAAGTCAGCCAATCACCATTTTGAATGGACAGAATATTAGCCTACTAACTTAGCAAATCCTTCAACCCTTATTTGGAAACCTCTGTTAGAATGATAATAACGAAAATGGACCCATCAAACCATGTATTACGCCTCGAAAAGGACAAATAAATGTATAAGAACCACGTTGCAAGTCGACGAGCTTCCATTGACTGGATTGCATCCGAAAGCCCCGCCGGTGTGTTATGGGTGGCTAAGGCGAAAATCGAACGACACACGCAGTGGCCTGCTCGCCTTTCCGCGGCCGGCTTTCCTCCCAATGAACTTTATACAAGGCATGCATCACGGGCGAGTGACTGGGGCGCCTAGCTGATAGCGACTTAAAACACATAACATAACGTTGCAACTGAGAGAAAAACTCCTTGAGTGTTTTAGAGTGCACGAGCTAGAATACAGAAACTGACTCTGAAAGTTCGCGCTAAAGCAGGATCAGAATAGGCCATGATGATGGGTGCAAGGCACAAAATAGGCTGTAGTTAAATCGTCTCATCGTCAAAAGCTGTTCCAAACCAAGAACCCCTAGTCTCACTTGCAGTGCCCTTAATTCCCTCCGACTCCTCTTTGTCAAGGACAATTCCAAAATATAACCGAATAGCCTCAACACGTTCCGCTTCGGTGCGGAACTCAAGGCTCAGTTTCAAATCCCCTTCCCTCCGCCATTTCAACCTATTCTGATATAGCACAATAGAGCCGTCCAGCTCGCCATCCATGACATCCTTCATATTCGTTCTCCCAGGTGCAGTTAGGGGCTCATTTGATGTTGTGAATCGCTGAAGCAACAATTCACGTGATGCGAAACATGTGCGGCTCATGCCATGCGTGTTTAGGATCTCGATATCCTCGGGCAGGAACTCAAAGTCCGAGTTGAAACAGCACATTGGCTGCCACTCCTCACCAGGGCCACGTCGGAACTGATATACCCATAGCCGCCTAGTTTGA

TCGACCTGCTGTGCAATCGCCTGTTTCACTACTCGCATCTCCGCTTGAGGTCCTATGTGCTGTAGACCGTTCGGTTCAATGCCTCCCGTTCCCTCGAGCAATGGTACAGGCTGGGGTGGACCGTATCCACCAAAGCCCACATCGAGCAAATAGTGTACGCCACCGATCTTGACAATATTGACACAATGCACAAGTCCGCCGAATCTGCCGTTGCAGGGCTCAAAG

ACTCGCGAACCTGCCAAAATAACGTCGAATCCCAGCGACAGGAGGACCGTATTAAGCAATTGGTTCGTTTCAAAGCACCAACCACCGCGGCGGTGGCGGACAATCTTCTCATAGAGACGCGTCGGCGAAACACCGAGCCCTTTGTGCCAGGAGTAATGAGCCTGAAGATTCTCATAAGGCACGCTGACAAGATGGTGCTTCTTGAGAAGGGTAAGGTAGGCTAGCTGTTGAACAGATGTAAGGTTGCTGACGGAGAAGATTCGCTGTGTAGGAGAAAGGTGAATTCGATTGAAATATTCAGTTATTTCCAAGTTGGCGTATCTTGGCCGCTTGCATTGCTGAGCTTGAGCTGTGCTGATGAAGCGAGCCGATAATAATTGGGGCGACAGGCCTCGGAAACAGACTGACGTTTTAGGGATGATCATTATTGTAGCTTGCTTGCTACAGAGGGATTTGATGTAAAGATTTTTTTTCATTCTAGAGTCTTCAAAAAAACTGCAGTTGGTGCAGTCAGTTGAAATATGTGACTGCGGAATCAGTAGCCTTTATGTCATCTCGACTGCTTGCGTTAAAACACTTTCCATAGGCAGAACCTCAAGACACCTAGACCACTATGCGTTCCGTAGAGCAAATGAAAGAATTTGATAATACTCTAGACCCTTGACATATTGCGCGGAACGTGTACGCGTTCAGCACCATATGGGATTTACAGCCCCGGGATTTTACCGTTAGCGGAATGCTGGGGCGTCACATTGCAACCTCTCCATACGTTAAGCATGTTGACGATTTAATGCAAATTTTTGCTTATGCGTGACCAGAACAGGGACAAGATGTTGGTGATGTGATGTAAATTTGTGCGGCGAGTGATGTTGTAAAATCACAACCCTGGACGTCTTTTCGTCTCTGTGATGAGGTTGAAATGGTGCTATCTTAATGCCGGCGATGGGCATTCGGCCCAGAGCCTCGGGGTTGGCGTGAAATTGGTGACGCAGTACAAATCTTATACGGTTATGCCGAAGCAGTTACCGTGTTGGGCAGGAAAAGAAGTGTTGGTGACATGGTTCGAAAAAGTGGAGTTGTGGCTGATATCCGTCCAAATGCTACTTCGCCGCAGGGGATTAAACGTTGCAAAGTTGGTGATAAGAACCGAAAGGCTTGGGACCAACGAAAAGACGTTGCGACCCTAGCGTTCCCACCTTTCTTCGACGTGACGGGGAATTGTTGCAAAAAGATAATAGGGCCAAAACATTAGGAGTTGTGCCTAGACCGCTTGCGAAAGAGGAAAGGACAAAATGTGGGACGTACATTCTTCATTCAAAAGTCGGCTGTTTGCTCCACACTGGGTCGGCCACCGATGTCACTATCCGGTTTTGCAGCCGCGGATGTGGTTCATCTGAAAACTAATAGGTTCGCCCATTGGTCAGGAGTTGTGTAAAGTGCACCTTGCATCCCTGTAAAAATGCCGCGTGGGTTATTTTCGCACATCACCAACATCAACCAGAAGCAACAAGGTTGTTGTCACAGAGTAGTAGTAGTAGTAGTAGTATTAGTTAACGCCGGGCTCGGCCCGGCTTGTTAGCCGGCCGTTAGCAACCTCCCGAGGGGTATCTCGGCGCGCGTTCTATCTTCTTTATTTACACAGGGGGAAAACAAGGAGGGCAGAGGCGGATCGTGCCTGACCGGGTTCGGGCCCGGTCCTGCTTAGGGGGTTAGTTCACTGACGCGACCCCGTGCCTAAGGTGCACGGAGGGTTTGTCTGACGGCTTGTGCCGTGAAGTGTGGGTGAAAAGGCAGCAAGTCTATTCCTCGTCAGAGTTCGAGTCGTTTACGATCGGTGTCCCTAGGCGTAAAGTGCGTTCGTGGCGCGCGGGGCGCTGGCGGGCCGCTCTGGGGCGGGCGC
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TGTTTTCGGTGATCTGTGCCGACACCTTACTGTTTTTCTCTCTCCTCCAAGATTTCGGATTGCGTTCCCATGGTTCCCACATTTCCCATTGACGATTAGCGGCGCAGATGAAAGGGTTTAATGCTTTTGTATTTGGATTTACTTTGGCCTTTGGCGTTGGGTCCGTATATACTTAATTACCATTCATCATTCAGTCACGAAAAGAACTTCGGGACATCATCTACCTGCACATACCTAAACCAAAAATTGTTAGACGGTTGCCTTATCTAAAGGTCGAGTGGACTAACTATACTATTTAGGAAAAGTACCAGCTAAACACTCCAGGAGCTGGATTAGCTCAAAACTGAGACTATCAAGCAATTCGACGGCAATCGGCATCTGGCGCGCGATACCTTGGACGAAATTCTCTCGACGGGGTTCATTGCGGCGAAACATGCAGTCCGACCCTGTCCAATAGTCGTATTGCTTACATATAGGAACGGTCACCTTCCAAGATGAGAAATTGCTGGGGGATGGTTGGCTTGGCTAAGATACCTCGACCAGGGTTCATTTGGTAGCAATAAAAGACTGCCGACTCCTCGTCAATAAGGTTGGCGTTTGACTCGATTATCTATCGCCCTCCCAGGCCAGCGCATCGCTTCCATATTAGCCAGATCTGGCCCGAAGACATATGTTGTACAATACTGGTCAAACTCATACTAAATTCAGGACATATCGCAGCCACAATGCGCGTGACTATCAGCACCTTCTGGATCATTTGCAGCTCCTTGCTACATCTCAGTAACGGAGCTGCCGTCCGAAGGGCTCAAGGCACATGGGACGAGCTCACGTCGACGCCAATCCTACCACGCCAGGAAAACACCGCAGTTGGGATTAATTCAACCTCACTCGCCGTTCTGGGTGGCATCGTAACCAATGGCACACAAGTGCGCAGCTCGGCTCTGGCCTCTATCTACCATGTGCCAACCAACCAGTGGCAGCAGATTGCGGATTTGCCCATCCCACTGAACCACCCGAATGCGGCCGTCATTAATGGCAAGATTTACCTGCTAGGCGGCCTGGCCGATATCGATGGAATCTGGAAAGGCGTACCCAACGCTTGGGTTTGGGATCCAGAGACGGATACCTGGAACGACCTTGAGCCGTTCCCAACCGACACTGAGCGTGGTAGTGCGGCGGTTGCCGTAGTGGGCGACACGGTCTACCTCGCTGGTGGACAACGTTCCCTCGCGCTGGTTCCTGGCGGACTGCACGATACGGTGGACACGGTGTCAGCATTTGACACCCTGTCGGGAAAATGGAAACTACTCCCAAACTTGGCGCTACCTGAGCCACGAGACCATGCCGGTGCCGCCGTGGTGGGGACGAAGTTATTTGTCACAGGAGGTCGGCACCTACGTGAGGGCCTGATCGTGAGCGGCAAGGTCTACTCAGTTGATTTTGCTGCCGAGGAACCTCGATGGACGCTAGAGGATGAGCAAATGCCCACCGCGAGGGGTGGACACATGGCTGCTGCGATTGGAGACCAAGTGTACACATTTGGCGGCGAGGGCTCGGGCAAATCGGACTCAGGCGTCTTTGACGAAGTTGAGGTTCTTGATACCACCACGGGCATTTGGAGTCGGAGGGAGCCAATGAGGCTGCCCCGGCACGGGACATATGCTGTTGCCATCGGCGGGGCCATTTACATACCTGGCGGTGGCTTGCAGCAGGGCGCTGGGGCGGCGACGGATGGTTTTGATGTTTTTAGACCTTGATGGGCCGGCAGGAGAAGCATGGCGGTCACGAAGGCTGTTGCACACAAAGTATGTTTGTCGTCACAGCCCTAGCTTGTGCGCTCACATTTCATGTGGGCATTGTGTCGAAAGCTTGCGA

CAGTCACATTCTTAGGGATGCATATACAAAGTCAATATCAAGACTTGCATGATCGTGGAGGGAAGGAGTAATGAAATTAGGGCACACCATCAATCGACCATCTATAAAACCCCATTGCTTTCAGACATCAACATCATCAACATCATCAAC

ATCATCAACATCATCAACATCATCAACATCATCAAAATTCCAAAGACCTTTTATCCAGCAAGCTGCCAATACACCATGTCGGCATACGGAACCCTCGGCACATATGAAGACGACATCGAGCTCGAACAAATGGCCCCCGACGAAAGGGAACGTGTCGTCTTAAGGATGCCACTCGAGCAGCACGAGTTCTCAATTCCGGCAATCATCGTGATGTTTATCGCCACGTTTGCCGTCATCTTCTGGACAATCTGGTTCGTCGCATCGCCCCCGACTAAACATCACCACGCAGGAGGCGGCTCGGACGGTGACTCGGGCTGGTTTTGAGGATGGTCTTTGTCTTGACCTGTTCTTCTGCGGACCGGCCGTGGAAGGAAACCAGGACTGGCCAGCGTTGTAGCCTGTGTTGGTTTTCTGTGCGAGACTGGGACCTGGCGGTCACGAGTTCTTCCCCGTCCAGCACGACAACGACCTCAGGAATCAGTGGCGTGTCGAGACCCATGCGTTATGTGAATTACATTGGATTTGCGCAAAGACAGTCCCGCTTGCCTAAATGGCTGCCTAGCTGGCGCGTGGAGGCCTATCCCGTAATAAAACTAGGTGCGAAGGATGGGGAAAAGTCAAGCAAGGCTGTACGTGCTTCAGGGCCTAGGGAGTCGGAGAATTAAACTTGCCCTCACCGGCTAATAGAGGACCCATCAGTACCTATAAATCATTTACAAGTGGCCATAATGTGAAAGCTGAATGGGGCTTTGGTGTTGAGGCAACCCAACCAGCCTGAATTAGGCCCAGACTCAGACATGGTAAAACTTGTAATTGATTGGCAAACTCCAAGGTACTGTACTGTAGCTTGGAGTGAGCTTTTTAGCCGTAGGAGTCACAAAGCATCCGATTTGGGGGCGCAGCACAAAATTGGGACCAAGGGACTTTATGACCAAAAGTACGTCAGACCGCTAGTACAGGCAATCACAGTAAAAGACAAGGTGCCAAAACAGAGCCGAGCACTGCATGCACAACCAACAGGCAACTTGACGCCTGTCTGTAGATTGCCCTCAATCATAATTGCAAGGAGCTGATCACGTCCCGAATACTCTCACCATTAATGGCTGATGCCCAGTGCGTCGAGGCCTCCACAAACTTATTCGTAAGGTAGGTGTGTAATCCTAGGTGGTTCCCGTCTCGCCGAATGGACTCATCAGCAGATAGTAAACGCGCCAGACCTGTTCAGGTAGGATACCTAACCTATCCCACTGGCAAAACAAGGGTTATTTGACCCTCTTTTTTCAGCTAATGCATAGCCCGCTGACTGCAGCCGGTCTGATCCGCTTGACGCTTCCAGGCTGCGGGGGCTTGGCGCCTGGGTTTGGGGTGCGCTATGCTGCTCCATCGTCTTCTGATTTGATAGTGCGTACGAGGCATTCGTGTTTGGGAAAAGGAGTCCACCGCTCCGCACATTTAAACGGCTCTAGTCTCACCAGAGATTGACAAATGAGCATTCTTTCAGACCACGCACTCTTTCATGCTCTCTCTCGCATTCAAAAGGGACCGGATTTCTTTTAGACAAGAACCCACCATCATACCATTATTTTCACATATACAGCCTCAGTCGACGCAACAAGAGAAACATCACCATGTCGGATAAGCTGGCTGCAGACGAAGAGACTTCTTCGGTGGTCATAGTGACCCCCGTCGAGGGCTCCGAGAAGGGCGATGCCGCAGATTCCCAGTCCAAATCTCCCGAACAGGAGGATGGTGAAAAGAAGAGCGAAGAGTCGGAAGAGAAGGTCATCGTCGGCATGGTGTGCGGAACCAAGGATCTCTACCAGAAATGGGACCAGAACCAACCCAACAAGTTCACATGGACCGAGAAGTACCCAGAGGACCTAGAGGAGGCGGCCGAGAACGCAGAGACGATGAAGTTTGCCATTCTTGTGCGAAACAGTAGGTCATTCCGAGTACTGCCCAGCGATTTGAGTTG
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CGAGGATAGACAACGCCGCGCGTGCCGCCCGCGCCGGCGTCAGCCCCAGCAGCCTGGCCTACGACGGCATCAGCCTACCAGGCTCGCCCGGAGGCATGGGCATGAGCGGCGCCAAGACGGTGCCGCCGGTCAAGATCGTGGCGGGGAACAAGTGTGACTTGCAGGAGAGCAGGCAGGTGCCGGCGGCGCAGGGCCTCGAGTGGGCGCGCCGTCGCGGCTGTGGCTTCATGGAGACGTCGGCACGGCTCGAAGTCAACATCGAGGAGACGTTTGCGCTCATCGTCCGCCGCGTCGTTGAGAGCCGCCGCCTGGCCGAGATGGGTGTTATGGACCACGACGGCGGCAGGATGGACAAGCGAGGGATGACGAAGCCCTTGAGCCCGCTGCCATCACGCGATACGGAGAAGTCGATCGCCGAGGAGCGGCACGGACATCGGGGCCCCGGGGTTAGAGGCCCTAACATCAACGGCGCCAGGATTGGGGCCCGAAGCAAGGGGTTTTGGAGGATGTTGAGATGTTGGTGACCGGGTGGTACAACATTGTGGGCTCCGAGAGCGCCCTTGAGATGAGAATCACGACAAACGGCTTTTCTTTTTTTTCTCCTTCCTGCGAATTCGACTATTGGGCCACTTGTCGTGTTTTTTTTTTTTTTTTTTTTTTTTTGGCGAAAGGGATATCCAGACTTCACAGTGCATATTTCGCACTTTGTGGTCTCTACATGTGCAGCGTTCTTTGCTTGACGAATTTTCTTTCCCCTGTTATATTTTCAGCATGATTCATTTGCTGGGGTCTGTTGTCTTTGTTTTCCTTTGTTTCTTTCGTCTAATATTTCTCCCTCATGAGATTCTCGGGAGTACACCAAAGTAGGGCGTTTTGGAGTTTGGGCTGCTTTTACTCGTCTCCCAGGCGGCATGGTCGGTATACACAAATGTACATGGAGCAGAAGAGCAATACTTCACGTGTTTGTACGGCCAGGCGTTTTCGACATGGCATCAATCAAAGTCTTTGGACATATCAATGCTATAGAATTGTTGGCAAGCTGCGATTATGTGCGGATAAAATCTTGATGCTCGATTTAGGATTTAGATGGCCGGGTATTAAATCCGAGCTTGCTCTATCTCCATTGCAGCGCAGATCTCGTTCGAAAACAAAAATCATGATACTCACCTATCACTGACCAAGCTACTTTCGTCAGAAATAAAAGCCTCTGTCTAGATGGTCTAGCCCGTAAAACCGTAAAACCGTAAACTCCCTCACTCCCTAATGTCCGATAGCCCTACCCTCTAATCTCTGATAAACAAGATAGTAGGGGAAAGAAGAGAAGAAAAAAAAGCAAGAAAGAAAACGTGAATAAAAAAAACGAGACCCAAACTACAGTGCGCCCATAAATTTCACAAAATAGCTTCCAGCCCAAGGTGAGCTACACTTTGATTACAAATGCCGCCACAGGACTCACGCCGCAGTCTCCGCGGGGTTCTCGTCCGCCCAGTCCCTCCAGGCCTTGTAGGCAGCGTACTCCAAGCTGACCTTCCTGCCCTGGTACCTGACGACCTTGAGGTCAACGTCGCGCCACTTGTCCTTACGGCCCATCCAGCCGGCCTTGCGCATGAGGCTGACGAGCGTTTCCTCCTTTGTCCAGCCCTGCTCGGGGGCGACATCTGGGAGGTAGGTTGCGCCGTAACGGCGCCCGGCGTGGTAGAAGCTGATGCGCAGGCCGTGGGTGCCGAGGACCCAGTCGTCGGCATCGTCGGCATCCTCAAAGTCAGTCAGCAGCGTGACGGCGACCTCGAGCGAGGGCAGCTCGGCGGCCCGCACGGGGTCGAAGCGCGTGTCGTGCAGCGCCGACGTCAGCGCGTACGACGCCAGGCCCTCCTC

GAGCGGCTGCGGCTCAAACGTTCCGATGCATCCACGCAGCTGAGACCCGCGACGCGGGTGGATTGTGTTCAGTGTCACGAACAGCGGGGACTCCTTTGGTGCCGCAGCGGCTGATGACGAGGCCAGCGAGAGCTCGCTGGGGCCGGCGGGCGTGGTGGCCGCCGTGTCCGCGGCCAGAGACGTGGTGCTGCTGGCGGCCGAGGACCCCGAGGAGTGGTCTGCCGAGAGGTCTGCGATGCGGCGCACCGCGGGGGGCTGCTTGGTTGCGGCGCTGTTGGAGGCGACCAGATATGCGGCCCA

CGACTTTTCGACCTCGGCGAGCGGGAGGGGTTCGCGGTCTTCAAAGTGCGCCGTAAGAGCCTCGAAGCAGAAAACACAGTGTTCAGTGGCTGCCATGGCTTCCAGTTTGGGCTGGCAGCGGGTTGCGGTGGTGGTTTTACGGGAAAGTGAGTGCACTCTCGTTGTGACCGAGCTGGTGTGTGTGAATGAGTGAAGTGAGATGGGTGTGGCCGGGGGCAAGGCGGGGCGCGAGAGACAAAGGAAATAAAGATTTGAATGGCTGACGTCGGTGCTGATCAGGGAAGAGATGGGCAGGCAGGTGGCTTGAATTGCAGAAGCTGTCTGCAAGTGACGAGAGAGCTTCGATGTTGTTTGATAACGTAAAAGGACTTGACGCAGGTTGGAAGGTGGGGTTGGAGCTTGCTTAGCTGATTGTTCATCCTAAAGCATGAGGAAAATGAGGGGAAGGTTGCAGCTTGCGAACTGCTTGTTGGTTGGTTGGTGTTGAGATGCAAGCCCATGTTGCAAGCTTGAACTTGACATGCCAGTCAGGTCGAACATTTATCAAAGCACTGGCTTTGACAGCGTTGCATCAAAGGCCATACTGAATAAGAGTCTTGGAGTTGTCGGTTTACGTGGTGTCGATTGATTTGATAACAAAGTGCCGGGCGAATTGAATCGACGTTTGTGACAGCAGCTGCTCAATACCTTGCCAAGCAAGAAATCGCTGAGCAAGTCATGAGAAAGAAAAGCTGGGATTGTTTCAGGTCAGTGCAAGTCGTTGGTCAAAAAAGTCAGCTGAAGCTAATAAAGGCGTGAAATGGCTTTAGCTCTTTCAGGGCGGTGTCGAATGATTACCTATAAATACAGGGTAGGTACTAGGCACATTACAAAGAGTCATGATAGATGACCCTGCCTGGATAAGAGTTTTTCAGATGCAATCTGGGTACCCGGAGAATATGTTTTTAACAATTTGGGTGAGTTTGTAAATAGGTAGGCATGTAACAGTAGCAGCAGACCAGACCAGGTCTCTCAAGTCTCGGCGTAGCATGTCCATCATTGCAACGCTACAAACCCCACCGATCTCGGCACTCAACTGCCATTCACTCTGCCGGGTATACAACCTGACCAAATGTCTTGCTATTAGTCGGGTGAGACCGGCCAATAGAAATAAAGTCCATCACCAACCAAGAGACGTAACCATTAGATTCAAATCGGATCTGCTTTAACGAGGGGCGAGCCACAGAGAAGACGGATTTTTAATATTGCATGCCGGGTCATCTACCTATCAAAGCTCTCACGGCTATTTCAACCCCCAAATTGCACCCGTACTGATTATCCCGGTCACTAATCGTAAAATTCCCATAAATGGTGCCTTGGGATACTGCCCAGCCCGATCCCAGAATGGCAACCCGGATCTTGGTACAATGCCGACCAAGAGTGCCGGCTACTACATCCACGGAGGAACCAAACCCTGAGCCCATGACGGGCGATTGCATCAGGGCAAACCCACTTGGGTGGCCAATATTGTGATAAATAGGACAACATGTTCCCCCTGACAATAGGCGCTGAAACTGGCCAAGTCCCTAACTTGCGCCAGTTATCCGTTGCGTCTGTAAATATCTGAATCGGCAATGGCTTCCATCATCCGTATACTCGCCGCCGCGGCCGTCCTAGCAGGGAGCGCAGCCGCCTCTCGCAGCGCCAAGGTAGAGTCCCGCCAGGCGCCATTCACTCCACGCCCAGGCTACTTCCCCGCGACGGGCGACGACACCATAGCCGGCGGCATATTCTGCATCCCGCTCAACGAGCTCGGCACCGCCGTGGCCAACCTCAACCTCCCCGG

Chr. 7
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GTGCAACATGGCAATCTTCAGGACGCTAGAAGCAAGGAACCGCCCAGGACACGCCAGCTTCCCGTGGGAAAACCCCATGTGGTCTGGACTCGTCGAAACAAATGCCCATCGGTTGGCGTATTTTGGATTTTTCCTCCGCTCAATGAAGCGGTAAGGGTCGAAATGCTCGGGATTCGGGTAGTTTGACTCTTGCCACATCTGGTGCGCAGAAATGGCCAAGTGCTCGCCCTTCCGGATGGTGACGTCCGGGCCGAGCTGAACATCTTCCATAGCGCGACGATGCATGCTGGCCAGCCCCTCGGGCTTGAGCCGCTGCGCTTCTTTGAGGAAGCTGTCCATGAAGGTCAGGCTGTGCATGTTGGTGACGGCCTTTTCCAAGCCGTCCCTTTGTAGGACCTCGATGGCTTCTTGCCGAAGGGGCTCGAAATATTGTCGATTCGCGCAAAGATAGAGAATCGACTGACACAACTGGTTGCTCGTGGTCTGCATCGAGACTTGATTGAGCCCCATCTGGATCCAGATCTCGGGATAGTTGAAACCGTCGGCAGCCTGGCGGAACCATTCGATCGAGTCATCCGGCAGGTCCGGCTTCTGACCTTTCATTTCGGCCACCTTGATCTGCATGTGGCGCTCCTGTATCACGGGTCCCAGAATCGAAGCGATGACTTCCTGGTATTTTCGCACCTTGCGGTTGAGGGGCGAGAACCTGTCCACCAGCGGCCTCAACAGGGGATGAAAGGATCTCGTGATAGCCATGGCCATGAACATGTTCTCGACAAATGAAGTTGTGACGTCGATCCACTGCTGGCTGTGGGCAAAGCTTTCTCCTAGGAAAACCAAGGTGGTCATGTGAGCGACCCATCCTCTGGCTTCGTTGATGAAGTTGACCTCGTGCCACCCTTGCTGGTAACCCAGGCTTTTATCCAAGCATGCGGACAGCTCGGAGGACATGCCCTGGGTAAACTTGGCTGTTGCGATTGATCGTCAGCTCAGCCCGAGCAAGCTAGCAGATGGAACAACTTACGCAGGCGGCGGTTTATGCCATTTTGTATGGCCTTGCTGAACATCCCGGGCGGCATTGGGCGGCAGGTTCGGAAGGTGTCAAAATCCGACAGGAACTCCTCCCGGACATACTCGAGGAAACTAAGCTTTCTCTCGGCATTGATGGCATCGATGTACTCTGGAGGCAGGATTATCAACGGCTTGGAGAGAGTGATGACTTTGAAAGGCCCCGAGAACTGATTTGGTCAGACCGTCAGCCCGGGTTCGCAAATTCACTGCCATGGTGAGGAATAGATCATGTTTACCTTTTGGGATCCTTCAACCAGCAACTGACGAGCATTATGCACAAACTGTCTTCTGGCAGCAGCATAAGTCCAACTGCGCTTCTGGTAGTTGATGATTGGGTAGTTGCTGGTCGTTTGAAAGGAACGACGAAGAGACACCGCATTCCATGCCAGTAATATGCCGAAAGTGGCCAAAAGAGGACCCCATGTCCAAACGAAATCAGGTAACTCCATGTTGAGCCGCTGGTATGGGAGGAAGGCTGATTGCGAATTTAGAACACAGAATCAAGTCAGCTCAACGTCCTGTATAGGTTTTGTTATTCAACCGAGGGGACAATGTGTGGTTGGGGCAGGCGGAGCTGCG

AAGATATGCCCACCACATACGATAAAGGCTGTGGTTTTATACAGTTATGCTGTACAAATCGCTAAATAACCCGTAAATGGACAGCGTTACACTGCTATTATCCCAATTACCTACAGCCACTTGCACGCGCGGGCTGCAATGTTTGCATTTATACCATTCGCACCACGTGATTTTTGGCATGCGGCGAGAATTTAGGCATTTACACCATGTGCACCCCCTTTATAAATCCATACCGTTTGCAACGCAGAAAACCACAACGCGATTACGAGGTTCGATCGAAAATGCGTATATTTACCCAATGAATTGGAATCCTTTCTATTTTACGTGCGCATTTATTCTTTGCTTTGCAAGTGGTGTAGGTGGTGTAGGTGGTGCAGGTGGTGCAGGTGGTGCAGGTGGTGCAGGTGGTGCAGGTGGTGCAGGTGGTGCAGGTGGTGCAGGTGGTGCAGG

TGGTGCAGGTGGTGTAAGCTTGCTGATTCGTAAATTTGTTTGGAATCTTGGTTGCATCATGTTTTTACTTTTGATCGTAGCACTGTGAGCTTATCTATTCATCTGATATAAGTTAAGCTTCTACAGGGCTTTTTCTAAACATGGCAGCTTTCGTCTCGTCTCATAAACTCAAAATGCCCGCAGTTCTAGACCCCAGCTCAATTTTAATCCCCTTATGCTTATCCAATCTTGAAACCTCCTCCACAATGACGCGGCCTTGACAAGTATTGCAACATTAGGCCGACCGGCTGCGAAGCTCGTGATATTTGGCTGTGATACAAACGCTACTACACAGAGTAACTCTACAGGGGTCGGTACCTGTGACGAATGCCTGTGGTCGAGATATAGTACATTTATTTCTACCTCGCAAGATGGCGTACGACTCAAACAATGGGATTATAGAACCGAAAGCGGTTAAGGGGATCATATCGAGCCTTGAGATCACGCAGTTTGGCAAGGCGCCATGGCTGGTGCCCATACCAGTCTTCCTTGGTCTCGCGACCGTTGGCATAGTTGACATAGGCGCTGGGCGTGCGTTGCGGCTGGCCAGCATTCCACTGGTTGCGAACCTCGTTCGCCCACTCCCACATGTCTGCTTCTAGGTTTGACTCTTCAATTGTCCCCTGGAACTGCATCAGATGTCGGTCACCACGGAACGGGTAAGCCGAGGACGCGCGGTCGATGCTTTCCACGCCCTCGGTCGCGTAGCCTTCGTGTATGATGATGGTCTTGTGAGTGAGCTTTGGGTTCTTCGACAATCGCCTCTTGAAGCCGTCCCAGATCTGATGCTCCGCGGTCAGGTTGTAGGTCTGGAGCCCCGCGGTGGTTATGATCCGCTGGGCAGCAGTGCAGATCCAGGGGGTGTCGGCAAGCTGCGGGTAGGTGGATTCTCTGGCGTCCACCGCGACGGCCTCGATGGAGTCGAAAGGGGCCAGCAGCGGTTTTGCTTGCTCGGCGGTGCCGCGGTACTCAAAGAGCCAAAAAATGACGGGCTCCTCCTTTGTTATGTTAGGCATCATGAGAAAGGTTCCTGTGTTTACCCCCATGCCCACCGGGGTTGTGCCGTTGCCGTGAAATTGATTCAAGGCGTTGAAAACAGCATCCAACTTGTCGCCGCGCCAGGTGTAAGCTTTGTGATACCACTTGTCTGGGCCGCGAGGATAAATCTTCACTTGGGCACTTGTCACGATGCCAAAGTTGTGGCCGGCCCCCTTCATCGCCCAATAAAGGTCACTGTGGTCTGTTTTGTTCACCCGGATAGCGGTTCCGTTGGCAGTGACAAGGTTGAACTGCAAGATATTATCGCTCACCATACCGTAAAGCCCCTCAAGTCGCCCATGGCCGCCTCCGAGTGCCAGGCCCATGTAGCCAACACAGGCCGCGGCGCCGGTTGGAGTTACATAGCCATGGTCCCAGAGATGGTTTATGACGCTCCCACCGGTCGATCCGCCTTGTACCCATGCGGTCTTGCCTTTTGGGTCAATGGTTACATTCCTAAGCCTGGCCATGCTGATCTGTATGCCGTCGAAAGACCCGAGTGTGGTTGTCGATCCGTGACCGCCACTGTACGCCAAGAAGTCGATGTCATGCTTGTTGCAGTATTTAACCTAGACAACATTTGCCCAGAGGCTAGTAAACATCATGGTACGCCTACGGTGGAGCTCGAGGATATTTTCATACAATCTTTGGAATGTCATCTTCATGACCTGGTTCCACGACCATCTCAATGTTGGGTGCCAGATAGGTATCCCACCTCTCTGTCGCTTCCCTAAAGTCGGATGTGTTGGGTCCCACAACTTTGGTGCTATTAGGTAGCGGGCCGCCAAGTGCGCTGGGAACTTGCAGGTCGCTCAAGCTCCAT
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TCGGCCCTGTCAAAAGAAATGGAGCCCAAGGGGACGACCCTCACGTCGGATTCAGGGGTAAAAAGAGAAGTAACCAAGCAAACAAGGCGTTGTGTGTGTGGATCGCGTGGTTCGTGAGGGGATCCGAATTTCCTTTGCTTTTTCTTTCTTGTCTTTTTTTTTTCTTTGGGGACCCGAACTGGGGACCCGAACCGGGGTGGATGCCGTGGGTGGGTGAACCCCCCCTGCTGCATAACGTTTGCCAACAATGTGGGACATGTTGCTTGGTGTGGTAATTCCAAGGGAAATGGCGTCTTGATATGCAAACACAGGGGAAACCCGAGAGGCATGCTGCCACGCAATCAGGAAGCCGGGAAAAAAAAAGAAAAGAAAATAAAACAAAAACGGGTCAATCCCGGTACATCCGGCATGGTCTTCCGAAAGGTGTGCATGACTTGTTTACTCTGTACGTTGTATAACTGTTGATGGAAAGGAATCATTGACTTTTGGAAACTACGGTACACTCAAAGCATCCAATGCCAGAGAGAAGCCCTTGACCTAGGTACAGCAGTGCTATTATCTATCTACTACCTGATTACTCCAAGATACAAGATCAAGATAGATTTACCGTAAGCAGTGGCGGCCCCCACCCCCCAAAGTAATGATAAAATTCCAGAAGAGGAAAGCAGCGGCGCTAAATTTCATTACTACGTCGTACTTTAAGTACTTGCATTGTAGATCTCATATCAACAGCCAAGGTGGGTTCATTATCCGGTAGCACTCGGCCTAGGTAGTAAAGACAGCCGAGATCAACGAAATGCATGGCAAAGATGGGAAGGAAGCCCGCTTGCCCGCAAACCTCGGGATGCACCACGCACACGCACACGCATGCACACAGACACACGACAAAAGTCAGGAATTAATTGTTCTTGATCGTATTTACTATGTTAAACCCCAGGCGCAGTGATAAGGGATACTTTTTAACTATTGCCTACTCTAATTAATCTTCCACTCGGAAAGAAGACTTCAGATGAAAGAGGGTCAATTCGCCAGCCGCCCTGGCAGCAGCTTTATGCCGATGGTGGATATCAGGGGGGGAAAAATCATATGACAGGTGATAAATACAAGGTAGCGACTGGGAGCTGGCAAAGCCGGCACGCTGGGTAAGGTCGTGAATCAATAAAGCCGGAGCAGTATAGGTAGGTAGCTATTACCTACCGTACATACAGTTTAACATAGCTGCCCAATCTCGATCAACACTCCACCCCTTACATGCAGCAGCACTCTACGTGGTACTCCATTCTTGTGGGGACGCAAATCCTCCCTGATGGTGCCAGTGCCCATTGCCAAAAGCCCCCAAATGCAACCAACGTATGTAGTACTGTATCCGGATAACCTCGCAGCGTTCGGCAACCACATCTTTTTACGTGATTGCAACCCTCTATACGAAAAGCCAAAGTCAGCCTTGAGGTTATTTTTTTTTTTTTTCAGCACAAAACAAAACCCTTTGCCTAGTTTTCTTCCGGTAGTCCCCTAGCCTAGTTTTTACTCCCAAAAGGGCTTTTTCTTCGAACAAGTCCAACCCAGAATGTTCCAACAGTGGAGGCGAGCGCATCGGCATCCCGGGAGGAGAGGCCGTTTACCCTGGCAAGCGAACCTGGTCGCCTCCAAGTAGCCGATGTTTCGTCTGTGGCGTTTCCGCCTCCTGAAATAAAAAAGAAGAAGCAAATCCTTTCCGTACGAACCCTTTTTTTTTCGGCGGCCTTGGCCATGTGTTTTTTTATTCTTCCGGCTTGCACCGCCAAGACCGATTTGCTTTTTGTGTTCTGTACCTTGTGTACGTACTTTGTACAACGCCCAAACCACCAAGATCACAAGTGTACTTCTTTTTTATTG

TTATTATTTTTTTATTCTTGGTCTTGGGTCTCGTTTCTTTGATCCGAGCTTCCCCTTGGCGCTCCGGGCCACGCTGACTACCGTGCGTGAACCAGTGCTGCCCTATTGGCTCGGATGGGGGAAGGAGGCGATGGGGGCAGGCGTTTGGAT

GGGGATAATAATAAAGATTTCCTAGCAGTTACAATTGGCTGCATATCAGCGCTCGCACTAGGACTGTTTCCCTTTTAGAACCAGTTTTGACCTGATAGTCCAAGTTTCCATCTACAGTACCTTTTTGACTGCGTCATTCTCTTCACAATCCATAACTCCAAGTATAATAAAACCGGCCTCACAGAACAACATAAGAGAAACACAGATATAACTTACACATACACTTACACTTACATCACCCCCCTCCCTTTATCGTCCCCCACTTCAACCACCAGCCTCTCCTCCATCACTCCCTCTTCCTCCGCCGGATCCTCACCGTGGCCTCCATGTCCGGCACCCTGCCGATGCCATACCACTTGTTGCGCGGCCTCTGCCTGGGCTCAATGTCGTAGCCCAGCAGCATGTGCGCCAGCAGGAGCTTGAGCTCCGTGGCGGCAAAGAACCTCCCGGGGCAGGCGTGGCGCCCGTGGCCAAAGGCCAGGTAGTCGGGGCTGGTGGTGGCAAAGGCGTTGCGCGCGCGCTGGACGTAGTCGGCGGACTCGTCGCGCCTGGCCTCGGCGAAGCGGAACGGCTTGAACGTCGCCGCGTCCGGGTAGATGCCCTCGTCGTGCAGCACGGGGTACGCCTGCAGCATGATGCCGACGCCGCGCGGCAGCGTCTGGCCGTTGGGCAGCGTCAGCCCCTGCGGCGCCGTGACGAGCCGGTTGCTGCCAAAGGTCACAAACGAGTTGAGCCGCGCCGACTCCCGCAGCGTCGAGTCCAGCTTCTCCATCTTGTTCAGCGCCCGCTTGCTCCACTCGCCGCCGTGCGCCGCCAGCACCGACGTGATCTCGTCGCGCAGCTCCGCGACCACGGCCCCGTCGCACGACGCGAGGTCCATGACCACGTGGGCGAGGCTGAAGGCCGAGGTGTGGATCGAGACAAAGTTGAGCACCAGCAGGCGGCCGGCCAGGACGTCCTCCTTCCAGAAGTAAGGGTCGCCCAGCTCCTTGGCCTGCCTGATGGCCCACTGCAGGTAGTCGTTGGGTTGGTCTGTCGACGCCTCCTGCTGCTTCTCCAGGTCCGCGCGGCGACCGTCCCAGTCGGCCAGCCGTCGCCTGATCTCTGGCGCCACGAGCTGCGGAACTTGTGGATCGTGACGTTGATGGGTATGGTGGCCAGGGGAGTGAGCATGGGCCGCAGGATGCCGTAGGTCAGATGCAAGGCGACTCCGCACATGAGCGCCCGGTGCACAAACTGCATGGACAGCTGGAACAGCCTGGGCTCGCGGCAGAGGTCCCTCCCGTAGGCGACGCGGGCCGACACCATTCCCAGCATGGTTTGGACCGTATCGTAGACCCCGACGTCGGTCCAGTCGTCCGGCTTGCCCCACTCGTGGTCGAGGGCCAGCCTTGTCTCCTCTTCCATCTCCGTCACTAGGTTTCCAATCTGCTTGGTCAGATCCCTGGCGATGAGATCCACATGCACCGGCGGGTGGTGCAGCTTGCTGTCCAGGAACGTGTGGTCGAGCTGGAAGAACTCGCTGGCTTGGTCGTACAGGCTGAGGACGTTGTCGGGCTGCGAGTTGATGAAGCCCGTCCACTCCTTGGGCAGCACCACCGTCTCGCCCATGCCGCCCGCCAGTGGGAAGCGATACGGTTGTTCTTGGTCCTTGAACTGTCTATACGCAGACTTGAGGGCATTCTTGCTGTCCATCGTGTTACGCCACTTGGCCTGCCAGTAAGGGAACCAGTCTCCCTCGCGCGCACCCGCAATGGGGAGGTCCGGCAGGTTGTTTGGCTTGAGAAAGAAGTTGTAAACGATGTAGCTGGTCAACAGCACCAATGGCGCTGCGACAGCTGGTCTGAACAAGATTTCAAGCATGTTTAGCGTAAGCATAACCCAAGGGTGATTTGATCAGTAAATATTGCAATGTTTGGCTCCACTAGCATAGCCGACAACTGGTATTGATCACGGAACTCGAGCATTGTTTTAT
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AAGTGGAATTTCCAAGTTCAGCTCCTCGGTATCGCTTCCGCTGCATGATTGGGATCCCTGACCAGAGACTTCCGGTTGCTGTTCAGGTCCAGTTTCACCATTGGGGTCTCCCGTGACCTTCTCAGTAAGTTGATTGGCACCATCTGTGGACTCATCGGCGTTCTTGAGGACAGTGGGCACAACATCACCCTCACTCTTAATGGCCTCGAGCTTCCTGTCAAGCTTACGGAAAAAGATCTCGTCATGGGCAGGCTGGTTGCGAATACCAAGAAATCCCTTCAGAGGTTGATCGCCCTCAGGTGGCGTCAAGGTACCCATATCGATTGCCTCACCGCCGGCTGCGTCTGCCCCAACAGTGAGGGTTGAATCTGAGGACTCCTCGACATGCTTGTTCTTGCCGGCACTTCCGCGGCTGAGGCATCCGTCAGGTGCTGTGGTAGTAGGTGTTACCTCACCCGAGCTACTTGCGGTAGTGTGTGCTACAGTGGTTGTTGCTGAGGGGAGAATTGACAGAGAGTGATTTGGCGTATGTCCTGCATTGATGACAAGACGCTGGGGTGCTGGTGCTGCGAGGACCTTCAATACGTCCTTCTCCTGCGGCCTGCTCCTTACTCCGTCGGGGCTAGAACTTTGGGGAGGGGGCGAGGATCTGGCTGAGCCGGACTTGGACGTAGTACGGCTAGTTTCGCTGTCGGTAAAAGTTGACTTCTCGACGGCAGTCTTCTTGATGGGAATGCCTTCGAGGTCGGGATGGATAATCTGCACATCAATGGTAGGCACAGGGGTCCCCGACCTGGATTCGTGCGGAGGCATTGCATCCAAAGGCTCCTGGGGAGGACTGCTGACATGTGATCGAGGCTGGGATTGCTGCAAAGGACTGATTCGTGCCCCGAGTGGCGGGCTAAGGCCAGACGCACCGTTTGCCAGCCGAGCCAGAACCTGCGAGGCTTTTGAATGACATGACGTCGCCTGGGTCAAGGCCTGTTCCTGTTCCGACGACACTGAAGACACCGGCACACTGTCCGAGCCAGCCGGGTGTCCACAGCTGTCGCCGCCACCTCTAAGGCCAATGACATCCTCACCGCACTCGGGTATTCCGGAGATGCGTGCTCGTGTAACCTCTAACCTGAGAAGAGCAATCTCTTCCAATAGAATGGCTCGTTCAGCCTCCCAAATGGTGCGTTCTTCTTGATAGACCTCCTCAGCGCGTGCCCGATTGGCTTCCAAATACTTTCGTTCGTTCTCCCAAGCCTGACGGATTGATGCATTCTGCTTCTCGAGTATTGCTATCCTCTGTGCATATAGGTTGCCCGCCGATGCAGTAGAATCAGCAGAGGCCGCGCGGGTCTGCATTCCATACGAATGTGCCGATGTTGGTATTGAACTTGAAAGTGAGGGTGGTACTGAGTGCGGCGGCGACAGCATGGTGTCGCCAGTAGGTAGTGAATGGGTTAAGAGGGCACGCGATGTCCCAATAAGTTCACTGACTGTCGGGACGGAGGTGCCTCTGAATGTTGGCGACAGACTGGCCGAACGATGCTGCGTCTGTTTCTGTTGGCGCTGCTGCAAGTAAAGTTGATGGCTCATCTGTGTTGAAGTCGGAGCTAGCCTGGGAGAGAAGAAATGATTCGATTGTCTACCCCTTGCACGGTACGAGTTGCTGGTCGGGAGTGCAGGGCGGGCCTGAGGCTCAAAGTAATGTGTCGCATTCCTCGGAAGGGACAGAGGAGAGATTACAGAAGTGTCACCTCCCTGCGAGAGGGAGAAATGATGCATGTCGTGTGCACCTGAAGGTAGGAA

AGAGTCGGACGAGGCTAGCCTCGCCATGTTGTTTGGCTGCACTGTCGCTGGTGTGGCACATGAGCTGATAAGCCGTAGTTATGATCCAGACGAGGAGGACCGGTGACAAGTCCGAGGCGAGTGCTTTTTGTCGAAAACCGAGGGAGGGGCGAGCAGAAGAAAAAGAAGTCGAGACGATCGGGCGAGATGACAAAATGTGGAGGGCGTCTTTTGGCTCTTTGGATCGGTCGGGGGCGAGTTACGAAGAATGTTGTACTAGTCTAAGGTAGTGAGGTCCAAAGGTAGCTCCTCCTGACCTTG

TGCGTATTTTGTGTCCCTAGACAAACTGCAGGTGGTCCCTTTTAGACTTGGGTCAAGTCGAGCGAGATCAAGTTTGTCGTGGGTCTGCTTGTCCCTACCGGCAGATGTCGGACTGAATCGGGCTGCAGCTGGAGGACTAAGATTAAGTGCGTTCTGGTGTTCTTGTGCCTGACTCAATGGTGCGGAGCGTGCCCCAAGCAGCAACAAGGCGTGGGTGAGTGGGCCACCAGTGACGTCTGCGTTCTTTCTTTGGCCTGGTTTGGTTTGGGTTCGGTTGATTGTCGAGAAGAAAAAGTGGAGTCGGGCAGCGGGATGCACCTTTCAAAGTTTCGGTCGTTTCGCGCAGAGAAAACAAGCAGTGATTCGCACAACGAATAGGAAAGCTGGGATGACACAGCGCCGGTCCGTCCTGCCTTTATAGTTAGAATTAGCACACGCGACAGTTTGCGTGGTTGGACCATGTTGTACGAGGTACCGAATAGAATTTGTGAAGATGTGCGCACATGTGAGTTGTGAATACAGTACGAGTAAACGGTGCTGACAAGTCTGTTTGAGAATTTGGAAAAAGCAAAGCAAAAGAAAGGGGGTAGGCCGGAAAACAAAAAAAGAAAGAAAAAGAAAAAAAACTGTACACTTTCTCACCCGCACCTTGGCTGGTCTGACTTACTTTGGGTGGCGCAGAAGGAACTCAGCTTCGTTGTTGGCTTTTCGGTTTGAGTACTCCGTAGATTTGGGAGACGGGAACTTGATGGCGTACAAGTTCAACCTCTTTCAGCTGGAAACCGATACATACATGGGTAGAGAGAGAAGCTAAAGCATCCAAACATCCCCCTTTTTTTTTGTTCCGGCCAGCGGTGCGTTTTCAACTTAATGGTGGTGGTGGTGTTTGGCAAGTGGTGGGAAAGGTGTGTTCCAAAGAATTAAGTTTTCCTAGACGGACTCCAGTGTGTGCGTCTGTGTGAGTGCGTGTTGTGTCTGTCCAATCTCCAACTGAAGAAGACTGAATTCTCCAAGTACCAGACCCACTTAGATTCGGTGGGAAAGGGGTTTCCCTCTATCGTGCCGCTTCCGCGTTAGGTCGCTCTTTTGGTCGCGTTCCAAAATTCAATCAATCTCCCTATGGACGGAGGGAGGAATGTGGAAAAGAAGCGCGCGATGCACCGGATGGAAGTGCCGGATCGCAAGGGTACCTGCTGACGCCACCGACCGGTCCAGGTGTCAATGTGGACTAAGAGGGTCTGGTTGTTGTGGTGGCGGTCAGGGCAAAAGTTTACTTTGTAAACGCAAAGGAAAGAAGAAAAGAAAGGGCTAGGCTGGCTTGCTCCCGAGACTGGACCTGGAATGCTATAGAAGCAGTGGGTTTGAAATGCGAACAAAAGATAAAAGGACGCGGCGGTGAGACCCAAGGCCAGCACAACAAGTGTTGATTGATGAACGTTGTGTTTTGGTAGTTGTTGTTTGCTTCATTTGTATGCGGTAGGTACGTGTCTCGCGACCAGGCAAAGTTGGGGGTAAAAACAGTGGAGGCCAGATTAGAGCACACACTCTCAGACAGTGCCATACAGAAGGGTCCACGTCAGCTGCACAAGGTATTACAACCTAAGCTGAAGATGAAATAATGATTGCCAATTCGATAGGCTCGGATCTGCTGGTGTTGAGTGAGCGAAACCAATCTAATTTGAGAAGGAGAAAAAAAAAAGACAGAAAAGGCAGAAAAAAGAACAGACGGATCTCAATTATGCTGTAAGACCAGGGAAAATCCAGGGTCCTCATGCGATCCTAATTTAGGTAGTAATTTTCCAAACCAGGCACGAGAAGGAGTTGATCGGCGGGGGAGGGGACTCCGCCGTGGTGGCAGTGGAGGGAACAACACACACAATACAACACTCAGGTTCTCGGA
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GGGAGGGATTCAATTGTCCAGGAGCAGAAGAGGGTTGTTGGCCGGCGCATCCCAAAGGCAGGGATTTCAATCATCGCCGAGGGCTCGACTCGCAAGGTACTTGCTGACCGTCTCGGCCGTCCATGATCGTCTTTTTGATTTCCCACGGGCTATATAATGAGATGGTTGTGAAGACAGACCATATGTTATCCGGAACGTTGAGCGATATTGGTTCCGCTTTATCGTTTGGTCAAACAGGTGAACTCCAAGCTGCAAAAAAGCTTTTAGTAGCCTGCAACTCCTGCAACTAACGGGCTGGATAGCACAAAGGGCATCATCGCCAGCCAGTCGTAGAGCCCATGGGCTATACAAACAAGGAAGCCTGTTCTCGAGTATATAGATTGAGGAACTCGTATTTTGCCAGTGGGCCACGGTGGGATCTTCCTGCCACAAAAGATTATACATCAAATGCAAAGTGACGAACAGAGTCTGTATTCCGGCGTGGTAGGAGGGATCAAATCTGTGATCCAACCTACGCAAACTGCGGCATGTACGGCACCGCGGGTTGTAGTCGTCATGGCGTTGACGGAAAGACGAGACGCCGAAGGTAGTTGGAAAATTCCGCGTCTCCATATGCTCTGAATCCCATGTCCTTGGCTGTAAAGTCTTTGTCACCAACCATTAGTGCTGGATCCTTGGTCTCAATGACGCATCGCCAAAGATGTCTGAGGAGTTCGAAATGCACTTTGCCTGGACCACACTGAGCCTCCTGCAGCCGTGTAACCGTAAACGCGATTTCAGGCCATGAAGAAGAGGCGGCTTGGCCCGAGCTGGCTACTCGCCACTGGCAAGATTGAGCGAGATGGGGCTCAACGATTTCCCAAGTGGCTGGTATCATGACGGACGATCACCCGACCCGACATTTGAACGTAGCTAGCCTTGCTGCCACGACTGCTGTCTCGGAGTAGAAACTGTCAGAGTCTTCGACATCTGAGTCGTTCTCGGTGCCTCCTCGGTGCCGAGCCCCAGGTGCCCGCCTGCGGCCGCAATAGTCAGGTCGCGTACTATCCGAGCCTGCTCTTCAGATAACCTTCCCGGCTGCATGGCTGGGATTAAGAGTCAGCAACTGCACTACCGGGGACTGTAGACGTTGAGGTGAGTCAAACTGTATTCTTTGACCATGGCATTAGTAGTGCGGTAGATGCGCACAGCACAGTCGAAAAACTTGACAAGGTCATCAGGAAGGTGTGAACAGAATCCGAGTCGATAAAGCATTCAGTCGTGCATTGTGGGCTTGTTTGTTCCGCAACCCCTCGAGAGCCATCCAGAAAGGAGCCTCATCCGCCCCTGGCTGGCGCATCGGGATATCCAGCTCCATCGTGTTCTTAAACTTACGGTACTGCACCTGGGGTTTGGATCTTCTGGACAGCGACTGGCTAGACAAAAAGAGGTCATTGCTGCGCGGGAGGCAACTGCCAAAAGTCACCCAGAGTGACAATGTTCCAGCCAGCGACGGGCAGTGGTTTGTGTCCAGTGTGTCGAGGTAATGCGCTGGCTCTAACGCTATGACGGCTGCGATGGCGGAGCCATCACGGTGCATGCCCGCTGCCCCCGCGGCGGCCTGCTCTTGATTCTCGTCAGCACACACCCATGTACGCGGCGTGAGCGTGGTGGAGGCGTTGATCATATGTCGATTCTTGCTGGCTTCACTACGGTATTGTTCTCCTTCACACGCGTCACCGCCTGGTGGTGATGTGACGGCCGTCAACAATCGTCTGTTGAGGTTTGTGAAGGCGATGGCATAGACCGGGTCCTTTGCGTGTAAAGCCTCGCCATGGACAGAGCTTCAGGAATGGGTGAAAGGTTATCATGTTTGTCCATTTACTGCCAGTCAAGTTGCAAAATCCTTCGAGGGTTTGCTCCGCAGTGGCTCGACTGGATGCGCTCGATAGGCCAGTTTTTCGCATCGTT
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