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	Sample ID
	
Replication
	
Description*
	Total reads
	Trimmed reads 
	Mapping efficiency (%)

	PSF_R1
	1
	
Pusa-44, Shoot, Full (16 ppm) Pi
	23920000
	22571192
	95.07%

	PSF_R2
	2
	
	22765118
	21575530
	95.02%

	PSQ_R1
	1
	
Pusa-44, Shoot, Quarter (4 ppm) Pi
	24400000
	21104530
	94.22%

	PSQ_R2
	2
	
	24167012
	21382308
	94.22%

	PSZ_R1
	1
	
Pusa-44, Shoot, Zero (0 ppm) Pi
	28000800
	25864646
	94.04%

	PSZ_R2
	2
	
	27064264
	25220216
	94.11%

	PRF_R1
	1
	
Pusa-44, Root, Full (16 ppm) Pi
	24600000
	22326862
	90.62%

	PRF_R2
	2
	
	24349572
	22284610
	90.51%

	PRQ_R1
	1
	
Pusa-44, Root, Quarter (4 ppm) Pi
	23920000
	22296178
	90.06%

	PRQ_R2
	2
	
	22602232
	21177940
	89.93%

	PRZ_R1
	1
	
Pusa-44, Root, Zero (0 ppm) Pi
	20400000
	17204480
	65.70%

	PRZ_R2
	2
	
	20087780
	16990208
	65.48%

	NSF_R1
	1
	
NIL-23, Shoot, Full (16 ppm) Pi
	24200000
	22484456
	94.03%

	NSF_R2
	2
	
	23828102
	22263540
	93.93%

	NSQ_R1
	1
	
NIL-23, Shoot, Quarter (4 ppm) Pi
	24000800
	21429176
	93.33%

	NSQ_R2
	2
	
	23703478
	21447060
	93.31%

	NSZ_R1
	1
	
NIL-23, Shoot, Zero (0 ppm) Pi
	28048000
	26021404
	89.52%

	NSZ_R2
	2
	
	28000318
	26133560
	89.37%

	NRF_R1
	1
	
NIL-23, Root, Full (16 ppm) Pi
	26300000
	24010636
	88.02%

	NRF_R2
	2
	
	26105496
	24097160
	88.21%

	NRQ_R1
	1
	
NIL-23, Root, Quarter (4 ppm) Pi
	27600000
	26025060
	85.47%

	NRQ_R2
	2
	
	27075736
	25693480
	85.53%

	NRZ_R1
	1
	
NIL-23, Root, Zero (0 ppm) Pi
	23800000
	22380692
	79.68%

	NRZ_R2
	2
	
	23614190
	22281334
	79.35%


*The plants of contrasting rice genotypes were grown hydroponically in PusaRicH medium containing full (16 ppm) inorganic phosphorus (Pi), only a quarter (25%, 4 ppm) or no (zero) Pi in the hydroponic medium. Each library was prepared from the pooled RNAs from 3 biological replications) and sequenced in two technical triplicates. 
