


Fig. S1 Sequence analysis and phylogenetic tree of MdEXO and its homologous genes. (a) Gray and orange boxes represent exons, with the orange boxes indicating the conserved Phi-1 domain. Lines denote introns. (b) Phylogenetic tree of MdEXO and its homologous proteins from various species, illustrating their evolutionary relationships. (c) Multiple sequence alignment of MdEXO and other EXO proteins. The conserved Phi-1 domain is highlighted by a red box.
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