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[bookmark: _GoBack]Supplimentary fig. 1: Neighbor joining phylogenetic tree based on 16S rRNA gene sequences of B. licheniformis strain 4T1C26E (3F 4-26 Bacillus licheniformis).
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Supplementary fig. 2: The SDS-PAGE image of crude and purified enzyme. The enzyme produced single band around 34 KDa 
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