Bacteria

Fungi

Viruses

Relative abundance

Kingdom

100%

75%

o
=]
X

25%

0%

N A O

Acmelobacier baumannii

cillus cereus

Burkholderia cepac\a complex
pylobacter rectus
Chryseobacterium indologernes
CI tridium botulinum

Corn actenum striatum
En(erobacter cloacae comp\ex
Entero

Enterococcus faec
Enterococcus, Vaeclum
scherichia coli
Fusobacterium nucleatum
Klebsiella pneumoniae
Legionella pneumophila
Mogibacterium timidum
ycobacterium avium
Mycobacier\um avium complex ﬂMAC)
obacterium intracellulare
M cobactenum aragordonae
cobacteroides abscessus
lycobacteroides chelonae
oplasma hominis

imonas mici
Peptostreptococcus stomatis
Porphyromonas endox dontalws
orphyromonas gingivali
revo(ella intermed
votella ori
Pseudomonas aerugmosa
Siackia exigua
taphylococcus aureus
Staphylococcus epidermidis
Siaphylococcus haemolyticus
ﬁ ylococcus hominis
Stenotrophomonas maltophilia
Streptococcus constellatus
Streptococcus intermedius
S(rep(ococcus pneumoniae
ratia marcescens
Sia&hy\ococsus cephalosporus
lycobacterium tuberculosis
Slreptococcus gramineus
Neisseria pharyngealis
range amoebae
[Candida] glabrata
Alternaria alternata
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spergillus niger
Aspergillus lerrous

da albicans

Candida parapsilosis
Candida tropicalis
Rhizopus microsporus
Schizophylium commune

Bacteria+Fungus+Virus

Virus

Bacteria+Bacteria

Bacteria+Fungus

Bacteria+Virus
Fungus+Fungus
Fungus+Virus {3

Virus+Virus

= NMV

Taxonomy

Human alphaherpesvirus 1

1] Acinetobacter baumannii
Pseudomonas aeruginosa
Corynebacterium striatum
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Aspergillus terreus
Klebsiella pneumoniae
Mogibacterium timidum
Serratia marcescens

Parvimonas micra
Streptococeus pneumoniae

Enterococcus faecium
Staphylococcus aureus
Candida albicans
Porphyromonas endodontalis
Peptostreptococcus stomatis
Candida parapsilosis
Escherichia coli

Aspergillus fumigatus
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Groups

Human betaherpesvirus 5 (cytomegalovirus)

virus)

Clostridium botulinum
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Aspergillus flavus
Schizophyllum commune
Porphyromonas gingivalis
Mycobacterium paragordonae
Legionella pneumophila
Chryseobacterium indologenes

Slackia exigua
Streptococcus intermedius
Stenotrophomonas maltophilia
Burkholderia cepacia complex
Prevotella intermedia

Candida tropicalis

Prevotella oris.

[Candida] glabrata

Mycobacterium avium complex (MAC)

cloacae complex
Rhizopus microsporus
Alternaria alterata

Torque teno virus
Mycobacteroides chelonae
Mycobacterium avium
Mycoplasma hominis
Aspergillus niger

Human betaherpesvirus 7
Staphylococcus hominis

“III |Illl||| II'III III I I lllllIII 0 5 1015

Single infection

= Mixed infection
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