
NMV
24

MV
22

Single infection
Mixed infection

0
2
4
6
8

Group

Acinetobacter baumannii
Bacillus cereus

Burkholderia cepacia complex
Campylobacter rectus

Chryseobacterium indologenes
Clostridium botulinum

Corynebacterium striatum
Enterobacter cloacae complex

Enterococcus avium
Enterococcus faecalis
Enterococcus faecium

Escherichia coli
Fusobacterium nucleatum

Klebsiella pneumoniae
Legionella pneumophila
Mogibacterium timidum

Mycobacterium avium
Mycobacterium avium complex (MAC)

Mycobacterium intracellulare
Mycobacterium paragordonae

Mycobacteroides abscessus
Mycobacteroides chelonae

Mycoplasma hominis
Parvimonas micra

Peptostreptococcus stomatis
Porphyromonas endodontalis

Porphyromonas gingivalis
Prevotella intermedia

Prevotella oris
Pseudomonas aeruginosa

Slackia exigua
Staphylococcus aureus

Staphylococcus epidermidis
Staphylococcus haemolyticus

Staphylococcus hominis
Stenotrophomonas maltophilia

Streptococcus constellatus
Streptococcus intermedius

Streptococcus pneumoniae
Serratia marcescens

Staphylococcus cephalosporus
Mycobacterium tuberculosis

Streptococcus gramineus
Neisseria pharyngealis

Strange amoebae
[Candida] glabrata

Alternaria alternata
Aspergillus flavus

Aspergillus fumigatus
Aspergillus niger

Aspergillus terreus
Candida albicans

Candida parapsilosis
Candida tropicalis

Rhizopus microsporus
Schizophyllum commune

Human alphaherpesvirus 1
Human betaherpesvirus 5 (cytomegalovirus)

Human betaherpesvirus 7
Human gammaherpesvirus 4 (Epstein−Barr virus)

Torque teno virus

21%
0%
2%
0%
2%
5%
17%
2%
0%
0%
12%
5%
0%
12%
0%
2%
2%
2%
0%
2%
0%
2%
2%
7%
5%
5%
2%
2%
2%
21%
2%
10%
2%
5%
2%
7%
5%
0%
10%
0%
2%
2%
7%
7%
2%
2%
2%
2%
7%
2%
5%
19%
5%
2%
2%
2%
26%
26%
2%
19%
2%

0 5 10 15

Method
mNGS
Culture
Others

NMVMV

B
ac

te
ria

Fu
ng

i
Vi

ru
se

s

K
in

gd
om

A B

C

D E

Bacteria

Fungus

Virus

Bacteria+Bacteria

Bacteria+Fungus

Bacteria+Virus

Fungus+Fungus

Fungus+Virus

Virus+Virus

Bacteria+Fungus+Virus

num

faecium

Peptostreptococcus stom
atis

Porphyrom
onas endodontalis

0.0
0.5

1.5
2.0

M
ean p

ropo
rtion

M
V

N
M

V

−1
0

1
2

3
4

D
ifference in m

ean p
ropo

rtions 

M
V

95%
 confidence inte

rvals

0.163

0.163

0.165

0.164

P−valueP−valueP−valueP−value

Porphyrom
onas endodontalis

Peptostreptococus stom
atis

Enterococcus faecium

Clostridium
 botulinum

0.0
0.5

1.0
1.5

2.0

M
ean proportion

M
V

N
M

V

−1
0

1
2

3
4

D
ifference in m

ean proportions 

M
V

95%
 confidence intervals

0.163

0.163

0.165

0.164

P value

27

11


