a

pvalue
TYROBP <0.001
CST3 <0.001
MPO <0.001
GPX1 0.014
POU4F1  0.032
TIMP1 <0.001
ELANE  <0.001
LY86 0.040
TNFSF13 0.017
FCER1G <0.001
SPINK2 0.002
RNASE6 0.010
ARPC1B  0.021
FCGR2A 0.011
GLIPR1 0.020
CYBA <0.001
RNF130  0.001
CD96 0.003
CD69 0.041
ITM2A 0.020
SERPINA1 0.002
AZU1 <0.001
S100A10 0.017
HOPX <0.001
IFITM1 0.012
CEBPD 0.013
SSR4 0.002

Hazard ratio

0.835(0.756-0.922
0.825(0.762-0.895
0.859(0.811-0.910
0.817(0.696-0.960
0.893(0.805-0.990
0.776(0.691-0.872
0.900(0.850-0.953
0.917(0.845-0.996
0.867(0.771-0.975
0.843(0.769-0.925
1.110(1.040-1.180
0.907(0.842-0.977
0.852(0.744-0.976
0.880(0.797-0.972
0.883(0.794-0.981
0.794(0.701-0.900
0.762(0.645-0.899
0.883(0.812-0.959
1.120(1.000-1.240
0.900(0.824-0.984
0.901(0.843-0.963
0.901(0.849-0.956
0.897(0.821-0.980
1.190(1.120-1.280
1.160(1.030-1.310
0.895(0.819-0.977
0.700(0.561-0.875
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