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[bookmark: _Hlk137814082]Table S1. Fungal species and respective enzymes in the degradation of dyes 
	Sr.
No.
	Fungal species
	Dye
	Optimum parameters
	Efficiency (%)

	Incubation period
	Enzyme
	Ref.

	1
	Trichoderma tomentosu
	Acid Red 3 R
	Initial pH 8.44, DC - 85.5mg/L Algae dose  - 0.0499g/ml
	99.2%
	3 days
	Manganese peroxidase
	[1]

	2
	Dichotomomyces cejpii MRCH 1-2 
Phoma tropica MRCH 1-3
	CR
Methylred
Reactive blue 
Reactive violet
Reactive orange
	Minimal medium: (NH4NO3 - 0.5g/L
MgSO4 - 0.3g/ L K2HPO4- 0.3g/L KH2PO4 - 0.3g/L) 
DC - 50mg/L Carbon source– 5mg/L
	73.2±0.27b 55.6±0.71
11.8±0.63
14.7±0.31 0.0
	4 days
	Azoreductase 
Lacase
	[2]

	3
	Aspergillus terreus
	Direct blue-1
	pH 7.0 
T - 25 ◦C.
	98.4
	5 days
	Manganese peroxidase
Lacase
	[3]

	4
	Phlebia acerina
	CR
Eriochrome Black T (EBT)
	T - 28°C
DC - 25 ppm
	92.4
50
	7 days
	Ligninolytic enzyme
	[4]

	5
	Trametes versicolor
	MR Reactive blue 220
	T - 26 °C
	91

82
	8 days
	Manganese peroxidase
Lacase
	[5]

	6
	Peyronellaea prosopidis
	Scarlet RR
	pH 6
	90
	5 days
	Lignin peroxidase Laccase Manganese peroxidase
	[6]

	7
	Ceriporia lacerata
	CR

	pH 8 
T -300C 
	90
	2 days
	Manganese peroxidase
	[7]

	8
	Trametes versicolor
	Orange 2
Acid orange 6 
	-
	72
45.3
	5 days
	Laccase
	[8]

	9
	Aspergillus niger D2-1
	Reactive yellow
Reactive red
	pH 9
	98.62
92.42
	7 days
	Azoreductase
	[9]

	10
	Daedalea dickinsii
	MB
	-
	54

	14 days
	Extracellular enzyme
	[10]

	11
	Trametes hirsuta
	Acid blue 74, Reactive green 19 Reactive red 195 dyes
	T - 35°C
	90
95


83
	48 hours
72 hours


72 hours
	Laccase
	[11]

	12
	Alternaria alternata CMERI F6
	CR
	20, 25 and 30˚ C
pH (3–7) agitation speed of 150 and 120 rpm
	99.99 (600mg/L)
78 (800mg/L)
	48 hours
	No enzyme involved and the decolorization occurs due to biosorption
	[12]

	13
	Trametes versicolor
	RB 4
	pH 6.5
T – 260C
	90
	384 hours
	Extracellular laccase
	[13]

	14
	Trametes pubescens Cui 7571
	CR
	T -28° C 
	97.84
	7 days
	Laccase, LiP, MnP, Tyrosinase, and other enzymes
	[14]

	15
	Cerrena unicolor BBP6
	CR 
MO 
RBBR Bromophenol blue
Crystal violet
	T -60 °C
pH 4.5
	53.9
77.6
81.0
62.2

80.9
	12 hours
.12hours
5 hours
12 hours


12 hours
	Manganese peroxidase
	[15]

	16
	Phellinus gilvus Pleurotus sajor-caju 
Pycnoporus sanguineus Phanerochaete chrysosporium
	Indigo
	-
	100
94

91


75
	4 days
	Laccase
	[16]

	17
	Aspergillus flavus
	CR
	T -30°C
	98.86
	96 hours
	Laccase
	[17] 

	18
	Irpex lacteus
	Isolan Dark Blue 2SGL-01
	pH 7 
T - 25-30 ˚
	100
	96 hours
	-
	[18]

	19
	Ganoderma sp.
	Amaranth
	pH 5.5
	96
	8 hours
	Extracellular Lassase
	[19]

	20
	Ganoderma austral
Ceriporiopsis subvermipora
	Poly R-478
	-
	40

6
	8 days

23 days
	Liginin
	[20]
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Table S2. List of Yeast and respective dye degradation mechanism
	Sr.
No.
	Yeast species 
	Dye
	Optimum parameters
	Efficiency (%)
	Incubation period
	Process of decolorization
	Ref.

	1
	Aspergillus fumigatus

	RRR
RB 
RY
	-
	74.6
62.2 
51.65
	150 mins
	Bioaccumulation + Biosorption
	[21]

	2
	Aspergillus lentulus
	RRR
RB 
RY
	-
	48.5
47.8 
41.2
	
	
	

	3
	Pichia pastoris
	RR 11
Acid green 1
	T - 30oC
	55.35
	
	Bioaccumulation
	[22]

	4
	Sterigmatomyces halophilus
	RB5
	DC - 50 mg/L
	98.71
	24 hrs
	Biodegradation
	[23]

	5
	Galactomyces geotrichum
	Acid Scarlet GR
	Glucose conc. - 2.0 g/L
Yeast extract- 0.10 g/L
Al2SO42- conc. - 0.4 g/L
NaCl ≤ 40 g/L
pH 7.0–8.0
	96.30
	10
	Biodegradation
	[24]

	6
	Yarrowia sp.
Barnettozyma californica
Sterigmatomyces halophilus
	Orange 16
+
Reactive violet 5
	- 
	94.3
	72 hrs
	Biodegradation
	[25]

	7
	Diutina rugosa
	Indigo
	pH 2-3
T- 
Yeast cell biomass- 1-2 g
	99.97
	5 days
	Biodegradation
	[26]

	8
	Debaryomyces hansenii
	Reactive Blue 19 
Reactive Red 141
	-
	56

90
	70 mins
	Biosorption
	[27]

	9
	Saccharomyces cerevisiae
	Ramazole blue
	pH -2 ± 0.02
DC- 100 ppm
Temp - 25 ± 30 C
Biomass wt- 0.25 g

	61.82
	60 min
	Biosorption
	[28]

	10
	Saccharomyces cerevisiae
	Direct Blue 9
	pH- 4.5
Temp- 350 C
Dye Conc- 50 mg L-1
Agitation speed- 150 rpm
	85.3
	60 min
	Biosorption
	[29]

	11
	Yarrowia lipolytica 7
	Crystal Violet (CV) and Brilliant Green
	pH- 7.0
Contact time- 16 h
biosorption capacity- 65.359 mg g-1(BG) & 56.497 mg g-1 (CV)


	98.823% and 99.927% 
	16 hrs
	Biosorption
	[30]

	12
	Trichosporon akiyoshidainum
	RB 5
	T - 25˚ C
	100
	24 hours
	Biodegradation
	[31]

	13
	Debaryomyces polymorphus
	RB 5
	-
	98
	24 hours
	Biodegradation + Biosorption
	[32]

	14
	Candida tropicalis SYF-1
	Acid Red B (ARB), 
Acid Scarlet 3R (3R)
	T -30°C
pH 7.0–8.0
	99.9

92.9
	24 hours
	Biodegradation
	[33]

	15
	Saccharomyces cerevisiae MTCC 463
	MR
	T - (30 ± 2˚ C)
	100
	6 hours
	Biodegradation
	[34]

	16
	Trichosporon beigelii NCIM-3326
	Navy blue HER
Red HE7B
Golden yellow 4BD
Green HE4BD Orange HE2R
	T - 37˚ C 
	100

85

60

70

50

	24 hours
	Biodegradation
	[35]

	17
	Saccharomyces cerevisiae
	MG
	T -330C
	84 (in distil water)
95 (in glucose)
	7 hours

4 hours
	Biodegradation
	[36]
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