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Table S1. Docking grid parameters and settings used for α-amylase, α-glucosidase, and PPAR-γ in AutoDock Vina.
	Target Protein
	PDB ID
	Grid Center (x, y, z) Å
	Grid Dimensions (x, y, z) Å
	Energy Range
	Exhaustiveness
	Binding Modes

	α-Amylase
	4GQR
	(13.443, 15.135, 39.436)
	(40, 40, 40)
	4
	8
	10

	α-Glucosidase
	3TOP
	(−30.616, 35.654, 26.444)
	(40, 40, 40)
	4
	8
	10

	PPAR-γ
	1QSE
	(78.347, −6.038, 50.314)
	(40, 40, 40)
	4
	8
	10












