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Table S1. Collected small heat shock proteins (HSPs) in rice response to heat stress with basic information.
	Gene name
	Gene ID
	Gene locus
	Amino acids aa
	CDS bp
	Exon
	Chr. No.
	Strand
	Molecular weight KDa
	Isoelectric point
	Gene description

	OsHSP17.9B
	Os01g0135900
	LOC_Os01g04350
	166
	501
	1
	1
	F
	17.89
	4.71
	HSP20/alpha crystallin family protein, putative

	OsHSP16.9C
	Os01g0136000
	LOC_Os01g04360
	149
	450
	1
	1
	R
	16.90
	7.21
	HSP20/alpha crystallin family protein, putative

	OsHSP16.9A
	Os01g0136100
	LOC_Os01g04370
	150
	453
	1
	1
	R
	16.93
	6.49
	HSP20/alpha crystallin family protein, putative

	OsHSP17.0
	Os01g0136200
	LOC_Os01g04380
	150
	453
	1
	1
	F
	16.95
	6.49
	HSP20/alpha crystallin family protein, putative

	OsHSP18.2
	Os01g0184100
	LOC_Os01g08860
	166
	501
	12
	1
	R
	18.03
	5.41
	HSP20/alpha crystallin family protein, putative

	OsHSP23.6
	Os02g0201000
	LOC_Os02g10710
	219
	660
	2
	2
	R
	23.59
	7.77
	HSP20/alpha crystallin family protein, putative

	OsHSP19.0
	Os02g0217900
	LOC_Os02g12610
	175
	528
	1
	2
	R
	19.02
	5.47
	HSP20/alpha crystallin family protein, putative

	OsHSP17.2
	Os02g0217850
	LOC_Os02g12610
	164
	495
	1
	2
	F
	16.46
	7.83
	HSP20/alpha crystallin family protein, putative

	OsHSP24.1
	Os02g0758000
	LOC_Os02g52150
	221
	666
	2
	2
	F
	24.09
	7.32
	HSP22 kDa protein, mitochondrial precursor, putative, expressed

	OsHSP18.6
	Os02g0782500
	LOC_Os02g54140
	172
	519
	2
	2
	F
	18.60
	7.96
	HSP20/alpha crystallin family protein, putative

	OsHSP26.7
	Os03g0245800
	LOC_Os03g14180
	240
	723
	1
	3
	F
	26.66
	7.17
	HSP20/alpha crystallin family protein, putative

	OsHSP17.9A
	Os03g0266300
	LOC_Os03g15960
	161
	486
	1
	3
	F
	17.91
	5.85
	HSP20/alpha crystallin family protein, putative

	OsHSP17.4
	Os03g0266900
	LOC_Os03g16020
	154
	465
	1
	3
	R
	17.37
	6.49
	HSP20/alpha crystallin family protein, putative

	OsHSP18.1
	Os03g0267000
	LOC_Os03g16030
	161
	486
	1
	3
	F
	18.08
	7.21
	HSP20/alpha crystallin family protein, putative

	OsHSP17.7
	Os03g0267200
	LOC_Os03g16040
	159
	480
	1
	3
	R
	17.65
	6.49
	HSP20/alpha crystallin family protein, putative

	OsHSP23.2
	Os04g0445100
	LOC_Os04g36750
	215
	648
	1
	4
	F
	23.22
	5.18
	HSP20/alpha crystallin family protein, putative

	OsHSP16.0
	Os06g0253100
	LOC_Os06g14240
	146
	441
	1
	6
	R
	16.02
	8.67
	HSP20/alpha crystallin family protein, putative

	OsHSP18.8
	Os07g0517100
	LOC_Os07g33350
	173
	522
	2
	7
	F
	18.81
	6.49
	HSP20/alpha crystallin family protein, putative

	OsHSP21.9
	Os11g0244200
	LOC_Os11g13980
	206
	621
	1
	11
	R
	21.87
	6.27
	HSP20/alpha crystallin family protein, putative

	OsHSP18.9
	Os02g0128000
	LOC_Os02g03570
	177
	534
	1
	2
	F
	18.86
	7.40
	HSP20/alpha crystallin family protein, putative

	OsHSP26.2
	Os06g0219500
	LOC_Os06g11610
	248
	747
	2
	6
	R
	26.23
	5.04
	HSP22 kDa protein, mitochondrial precursor, putative, expressed

	OsHSP17.8
	Os02g0711300
	LOC_Os02g48140
	165
	495
	5
	2
	R
	17.77
	7.57
	HSP20/alpha crystallin family protein, putative

	OsHSP22.3
	Os05g0500500
	LOC_Os05g42120
	204
	612
	2
	5
	R
	22.32
	4.57
	HSP20/heat shock protein, putative, expressed





Table S2. PPI network statistics among different nodes at the protein level calculated in the STRING database
	#node1


	node2
	node1_string_id
	node2_string_id
	neighborhood_on_chromosome
	gene_fusion
	phylogenetic_cooccurrence
	homology
	coexpression
	experimentally_determined_interaction
	database_annotated
	automated_textmining
	combined_score

	OsHSP16.0
	OsHSP26.2
	39947.Q652V8
	39947.A0A0N7KD24
	0.053
	0
	0
	0
	0.278
	0.096
	0
	0.077
	0.353

	OsHSP16.0
	OsHSP18.9
	39947.Q652V8
	39947.A0A0P0WX25
	0.053
	0
	0
	0
	0.278
	0.096
	0
	0.077
	0.353

	OsHSP16.0
	OsHSP17.9A
	39947.Q652V8
	39947.A0A0P0X6T4
	0.049
	0
	0
	0
	0.093
	0.188
	0
	0.051
	0.246

	OsHSP16.0
	OsHSP23.6
	39947.Q652V8
	39947.A0A0P0YBH9
	0.053
	0
	0
	0
	0.278
	0.096
	0
	0.068
	0.346

	OsHSP16.0
	OsHSP17.4
	39947.Q652V8
	39947.P31673
	0
	0
	0.102
	0.871
	0.226
	0
	0
	0.082
	0.306

	OsHSP16.0
	OsHSP26.7
	39947.Q652V8
	39947.Q10P60
	0
	0
	0.17
	0.712
	0.097
	0
	0
	0.224
	0.368

	OsHSP16.0
	OsHSP21.9
	39947.Q652V8
	39947.Q53M11
	0
	0
	0.127
	0.809
	0
	0
	0
	0.1
	0.181

	OsHSP16.0
	OsHSP18.2
	39947.Q652V8
	39947.Q5VRY1
	0
	0
	0.151
	0.749
	0.111
	0
	0
	0.123
	0.281

	OsHSP16.0
	OsHSP18.8
	39947.Q652V8
	39947.Q7EZ57
	0
	0
	0
	0.71
	0
	0
	0
	0.155
	0.155

	OsHSP16.0
	OsHSP17.9B
	39947.Q652V8
	39947.Q943E9
	0
	0
	0.126
	0.731
	0
	0
	0
	0.124
	0.202

	OsHSP16.0
	OsHSP17.0
	39947.Q652V8
	39947.Q943E6
	0
	0
	0.108
	0.856
	0.099
	0
	0
	0.095
	0.209

	OsHSP16.0
	OsHSP22.3
	39947.Q652V8
	39947.Q67X83
	0
	0
	0
	0.689
	0.164
	0
	0
	0.17
	0.276

	OsHSP16.0
	OsHSP17.7
	39947.Q652V8
	39947.Q84J50
	0
	0
	0.102
	0.871
	0.226
	0
	0
	0.086
	0.309

	OsHSP16.0
	OsHSP24.1
	39947.Q652V8
	39947.Q6Z7V2
	0
	0
	0
	0.69
	0.097
	0
	0
	0.269
	0.312

	OsHSP16.0
	OsHSP19.0
	39947.Q652V8
	39947.Q6Z6L5
	0
	0
	0.158
	0.726
	0.111
	0
	0
	0.159
	0.315

	OsHSP16.0
	OsHSP17.2
	39947.Q652V8
	39947.Q943Q3
	0
	0
	0.112
	0.849
	0.226
	0
	0
	0.097
	0.325

	OsHSP16.0
	OsHSP23.2
	39947.Q652V8
	39947.Q7XUW5
	0
	0
	0.146
	0.771
	0.299
	0
	0
	0.131
	0.434

	OsHSP16.0
	OsHSP18.6
	39947.Q652V8
	39947.Q6K7E9
	0
	0
	0.127
	0.756
	0.297
	0
	0
	0.207
	0.471

	OsHSP16.9A
	OsHSP26.2
	39947.P27777
	39947.A0A0N7KD24
	0.053
	0
	0
	0
	0.278
	0.096
	0
	0.077
	0.353

	OsHSP16.9A
	OsHSP18.9
	39947.P27777
	39947.A0A0P0WX25
	0.053
	0
	0
	0
	0.278
	0.096
	0
	0.077
	0.353

	OsHSP16.9A
	OsHSP17.9A
	39947.P27777
	39947.A0A0P0X6T4
	0.049
	0
	0
	0
	0.093
	0.188
	0
	0.051
	0.246

	OsHSP16.9A
	OsHSP23.6
	39947.P27777
	39947.A0A0P0YBH9
	0.053
	0
	0
	0
	0.278
	0.096
	0
	0.068
	0.346

	OsHSP16.9A
	OsHSP23.2
	39947.P27777
	39947.Q7XUW5
	0
	0
	0.101
	0.877
	0
	0
	0
	0.094
	0.151

	OsHSP16.9A
	OsHSP18.6
	39947.P27777
	39947.Q6K7E9
	0
	0
	0.116
	0.806
	0
	0
	0
	0.086
	0.158

	OsHSP16.9A
	OsHSP18.2
	39947.P27777
	39947.Q5VRY1
	0
	0
	0.11
	0.856
	0
	0
	0
	0.103
	0.167

	OsHSP16.9A
	OsHSP26.7
	39947.P27777
	39947.Q10P60
	0
	0
	0.15
	0.763
	0
	0
	0
	0.138
	0.236

	OsHSP16.9C
	OsHSP26.2
	39947.Q943E7
	39947.A0A0N7KD24
	0.053
	0
	0
	0
	0.278
	0.096
	0
	0.077
	0.353

	OsHSP16.9C
	OsHSP18.9
	39947.Q943E7
	39947.A0A0P0WX25
	0.053
	0
	0
	0
	0.278
	0.096
	0
	0.077
	0.353

	OsHSP16.9C
	OsHSP17.9A
	39947.Q943E7
	39947.A0A0P0X6T4
	0.049
	0
	0
	0
	0.093
	0.188
	0
	0.051
	0.246

	OsHSP16.9C
	OsHSP23.6
	39947.Q943E7
	39947.A0A0P0YBH9
	0.053
	0
	0
	0
	0.278
	0.096
	0
	0.068
	0.346

	OsHSP16.9C
	OsHSP26.7
	39947.Q943E7
	39947.Q10P60
	0
	0
	0.154
	0.755
	0
	0
	0
	0.174
	0.271

	OsHSP16.9C
	OsHSP18.2
	39947.Q943E7
	39947.Q5VRY1
	0
	0
	0.106
	0.864
	0
	0
	0.738
	0.193
	0.794

	OsHSP16.9C
	OsHSP18.6
	39947.Q943E7
	39947.Q6K7E9
	0
	0
	0.114
	0.811
	0
	0
	0
	0.11
	0.178

	OsHSP16.9C
	OsHSP19.0
	39947.Q943E7
	39947.Q6Z6L5
	0
	0
	0.106
	0.866
	0
	0
	0.738
	0.189
	0.793

	OsHSP16.9C
	OsHSP24.1
	39947.Q943E7
	39947.Q6Z7V2
	0
	0
	0
	0.736
	0
	0
	0
	0.179
	0.179

	OsHSP16.9C
	OsHSP17.0
	39947.Q943E7
	39947.Q943E6
	0
	0
	0.049
	0.983
	0
	0
	0.761
	0.05
	0.765

	OsHSP17.0
	OsHSP26.2
	39947.Q943E6
	39947.A0A0N7KD24
	0.053
	0
	0
	0
	0.278
	0.096
	0
	0.077
	0.353

	OsHSP17.0
	OsHSP18.9
	39947.Q943E6
	39947.A0A0P0WX25
	0.053
	0
	0
	0
	0.278
	0.096
	0
	0.077
	0.353

	OsHSP17.0
	OsHSP17.9A
	39947.Q943E6
	39947.A0A0P0X6T4
	0.049
	0
	0
	0
	0.093
	0.188
	0
	0.051
	0.246

	OsHSP17.0
	OsHSP23.6
	39947.Q943E6
	39947.A0A0P0YBH9
	0.053
	0
	0
	0
	0.278
	0.096
	0
	0.068
	0.346

	OsHSP17.0
	OsHSP17.4
	39947.Q943E6
	39947.P31673
	0
	0
	0.054
	0.972
	0.145
	0
	0
	0.05
	0.165

	OsHSP17.0
	OsHSP26.7
	39947.Q943E6
	39947.Q10P60
	0
	0
	0.153
	0.758
	0.093
	0
	0
	0.189
	0.323

	OsHSP17.0
	OsHSP18.2
	39947.Q943E6
	39947.Q5VRY1
	0
	0
	0.111
	0.854
	0.097
	0
	0
	0.098
	0.212

	OsHSP17.0
	OsHSP18.6
	39947.Q943E6
	39947.Q6K7E9
	0
	0
	0.117
	0.805
	0.097
	0
	0
	0.11
	0.228

	OsHSP17.0
	OsHSP19.0
	39947.Q943E6
	39947.Q6Z6L5
	0
	0
	0.108
	0.862
	0.097
	0
	0
	0.103
	0.214

	OsHSP17.0
	OsHSP24.1
	39947.Q943E6
	39947.Q6Z7V2
	0
	0
	0
	0.728
	0.093
	0
	0
	0.149
	0.196

	OsHSP17.0
	OsHSP23.2
	39947.Q943E6
	39947.Q7XUW5
	0
	0
	0.102
	0.875
	0.147
	0
	0
	0.163
	0.303

	OsHSP17.0
	OsHSP17.7
	39947.Q943E6
	39947.Q84J50
	0
	0
	0.055
	0.97
	0.145
	0
	0
	0.053
	0.168

	OsHSP17.0
	OsHSP18.1
	39947.Q943E6
	39947.Q84Q72
	0
	0
	0.054
	0.973
	0
	0
	0.761
	0.048
	0.766

	OsHSP17.0
	OsHSP17.2
	39947.Q943E6
	39947.Q943Q3
	0
	0
	0.063
	0.954
	0.145
	0
	0
	0.059
	0.18

	OsHSP17.2
	OsHSP26.2
	39947.Q943Q3
	39947.A0A0N7KD24
	0.053
	0
	0
	0
	0.278
	0.096
	0
	0.077
	0.353

	OsHSP17.2
	OsHSP18.9
	39947.Q943Q3
	39947.A0A0P0WX25
	0.053
	0
	0
	0
	0.278
	0.096
	0
	0.077
	0.353

	OsHSP17.2
	OsHSP17.9A
	39947.Q943Q3
	39947.A0A0P0X6T4
	0.049
	0
	0
	0
	0.093
	0.188
	0
	0.051
	0.246

	OsHSP17.2
	OsHSP23.6
	39947.Q943Q3
	39947.A0A0P0YBH9
	0.053
	0
	0
	0
	0.278
	0.096
	0
	0.096
	0.366

	OsHSP17.2
	OsHSP26.7
	39947.Q943Q3
	39947.Q10P60
	0
	0
	0.177
	0.703
	0.147
	0
	0
	0.145
	0.347

	OsHSP17.2
	OsHSP21.9
	39947.Q943Q3
	39947.Q53M11
	0
	0
	0.105
	0.869
	0
	0
	0
	0.092
	0.152

	OsHSP17.2
	OsHSP18.2
	39947.Q943Q3
	39947.Q5VRY1
	0
	0
	0.133
	0.809
	0.129
	0
	0
	0.103
	0.263

	OsHSP17.2
	OsHSP22.3
	39947.Q943Q3
	39947.Q67X83
	0
	0
	0
	0
	0
	0
	0
	0.456
	0.456

	OsHSP17.2
	OsHSP18.6
	39947.Q943Q3
	39947.Q6K7E9
	0
	0
	0.142
	0.746
	0.241
	0
	0
	0.138
	0.389

	OsHSP17.2
	OsHSP19.0
	39947.Q943Q3
	39947.Q6Z6L5
	0
	0
	0.134
	0.807
	0.129
	0
	0
	0.125
	0.282

	OsHSP17.2
	OsHSP24.1
	39947.Q943Q3
	39947.Q6Z7V2
	0
	0
	0
	0
	0.147
	0
	0
	0.259
	0.34

	OsHSP17.2
	OsHSP23.2
	39947.Q943Q3
	39947.Q7XUW5
	0
	0
	0.106
	0.866
	0.223
	0
	0
	0.095
	0.316

	OsHSP17.4
	OsHSP26.2
	39947.P31673
	39947.A0A0N7KD24
	0.053
	0
	0
	0
	0.278
	0.096
	0
	0.077
	0.353

	OsHSP17.4
	OsHSP18.9
	39947.P31673
	39947.A0A0P0WX25
	0.053
	0
	0
	0
	0.278
	0.096
	0
	0.077
	0.353

	OsHSP17.4
	OsHSP17.9A
	39947.P31673
	39947.A0A0P0X6T4
	0.049
	0
	0
	0
	0.093
	0.188
	0
	0.051
	0.246

	OsHSP17.4
	OsHSP23.6
	39947.P31673
	39947.A0A0P0YBH9
	0.053
	0
	0
	0
	0.278
	0.096
	0
	0.096
	0.366

	OsHSP17.4
	OsHSP24.1
	39947.P31673
	39947.Q6Z7V2
	0
	0
	0
	0.707
	0.147
	0
	0
	0.125
	0.221

	OsHSP17.4
	OsHSP18.2
	39947.P31673
	39947.Q5VRY1
	0
	0
	0.113
	0.85
	0.129
	0
	0
	0.083
	0.23

	OsHSP17.4
	OsHSP19.0
	39947.P31673
	39947.Q6Z6L5
	0
	0
	0.123
	0.83
	0.129
	0
	0
	0.092
	0.246

	OsHSP17.4
	OsHSP23.2
	39947.P31673
	39947.Q7XUW5
	0
	0
	0.101
	0.877
	0.223
	0
	0
	0.099
	0.316

	OsHSP17.4
	OsHSP18.6
	39947.P31673
	39947.Q6K7E9
	0
	0
	0.114
	0.817
	0.241
	0
	0
	0.098
	0.341

	OsHSP17.4
	OsHSP26.7
	39947.P31673
	39947.Q10P60
	0
	0
	0.166
	0.728
	0.147
	0
	0
	0.162
	0.352

	OsHSP17.7
	OsHSP26.2
	39947.Q84J50
	39947.A0A0N7KD24
	0.053
	0
	0
	0
	0.278
	0.096
	0
	0.077
	0.353

	OsHSP17.7
	OsHSP18.9
	39947.Q84J50
	39947.A0A0P0WX25
	0.053
	0
	0
	0
	0.278
	0.096
	0
	0.077
	0.353

	OsHSP17.7
	OsHSP17.9A
	39947.Q84J50
	39947.A0A0P0X6T4
	0.049
	0
	0
	0
	0.093
	0.188
	0
	0.051
	0.246

	OsHSP17.7
	OsHSP23.6
	39947.Q84J50
	39947.A0A0P0YBH9
	0.053
	0
	0
	0
	0.278
	0.096
	0
	0.096
	0.366

	OsHSP17.7
	OsHSP26.7
	39947.Q84J50
	39947.Q10P60
	0
	0
	0.173
	0.713
	0.147
	0
	0
	0.124
	0.328

	OsHSP17.7
	OsHSP18.2
	39947.Q84J50
	39947.Q5VRY1
	0
	0
	0.113
	0.851
	0.129
	0
	0
	0.117
	0.258

	OsHSP17.7
	OsHSP18.6
	39947.Q84J50
	39947.Q6K7E9
	0
	0
	0.119
	0.806
	0.241
	0
	0
	0.119
	0.359

	OsHSP17.7
	OsHSP19.0
	39947.Q84J50
	39947.Q6Z6L5
	0
	0
	0.127
	0.823
	0.129
	0
	0
	0.097
	0.253

	OsHSP17.7
	OsHSP24.1
	39947.Q84J50
	39947.Q6Z7V2
	0
	0
	0
	0.683
	0.147
	0
	0
	0.155
	0.248

	OsHSP17.7
	OsHSP23.2
	39947.Q84J50
	39947.Q7XUW5
	0
	0
	0.105
	0.868
	0.223
	0
	0
	0.087
	0.31

	OsHSP17.8
	OsHSP26.2
	39947.Q8S1F2
	39947.A0A0N7KD24
	0.053
	0
	0
	0
	0.278
	0.096
	0
	0.077
	0.353

	OsHSP17.8
	OsHSP18.9
	39947.Q8S1F2
	39947.A0A0P0WX25
	0.053
	0
	0
	0
	0.278
	0.096
	0
	0.077
	0.353

	OsHSP17.8
	OsHSP17.9A
	39947.Q8S1F2
	39947.A0A0P0X6T4
	0.049
	0
	0
	0
	0.093
	0.188
	0
	0.051
	0.246

	OsHSP17.8
	OsHSP23.6
	39947.Q8S1F2
	39947.A0A0P0YBH9
	0.053
	0
	0
	0
	0.278
	0.096
	0
	0.068
	0.346

	OsHSP17.9A
	OsHSP26.2
	39947.A0A0P0X6T4
	39947.A0A0N7KD24
	0.047
	0
	0
	0
	0.297
	0.243
	0.406
	0.066
	0.667

	OsHSP17.9A
	OsHSP18.9
	39947.A0A0P0X6T4
	39947.A0A0P0WX25
	0.047
	0
	0
	0
	0.297
	0.243
	0.406
	0.066
	0.667

	OsHSP17.9A
	OsHSP18.1
	39947.A0A0P0X6T4
	39947.Q84Q72
	0.049
	0
	0
	0
	0.093
	0.188
	0
	0.051
	0.246

	OsHSP17.9A
	OsHSP18.8
	39947.A0A0P0X6T4
	39947.Q7EZ57
	0.049
	0
	0
	0
	0.093
	0.188
	0
	0.051
	0.246

	OsHSP17.9A
	OsHSP26.7
	39947.A0A0P0X6T4
	39947.Q10P60
	0.049
	0
	0
	0
	0.093
	0.188
	0
	0.051
	0.246

	OsHSP17.9A
	OsHSP22.3
	39947.A0A0P0X6T4
	39947.Q67X83
	0.049
	0
	0
	0
	0.093
	0.188
	0
	0.051
	0.246

	OsHSP17.9A
	OsHSP18.6
	39947.A0A0P0X6T4
	39947.Q6K7E9
	0.049
	0
	0
	0
	0.093
	0.188
	0
	0.051
	0.246

	OsHSP17.9A
	OsHSP21.9
	39947.A0A0P0X6T4
	39947.Q53M11
	0.049
	0
	0
	0
	0.093
	0.188
	0
	0.051
	0.246

	OsHSP17.9A
	OsHSP19.0
	39947.A0A0P0X6T4
	39947.Q6Z6L5
	0.049
	0
	0
	0
	0.093
	0.188
	0
	0.051
	0.246

	OsHSP17.9A
	OsHSP24.1
	39947.A0A0P0X6T4
	39947.Q6Z7V2
	0.049
	0
	0
	0
	0.093
	0.188
	0
	0.051
	0.246

	OsHSP17.9A
	OsHSP18.2
	39947.A0A0P0X6T4
	39947.Q5VRY1
	0.049
	0
	0
	0
	0.093
	0.188
	0
	0.051
	0.246

	OsHSP17.9A
	OsHSP17.9B
	39947.A0A0P0X6T4
	39947.Q943E9
	0.049
	0
	0
	0
	0.093
	0.188
	0
	0.051
	0.246

	OsHSP17.9A
	OsHSP23.2
	39947.A0A0P0X6T4
	39947.Q7XUW5
	0.049
	0
	0
	0
	0.093
	0.188
	0
	0.051
	0.246

	OsHSP17.9A
	OsHSP23.6
	39947.A0A0P0X6T4
	39947.A0A0P0YBH9
	0.047
	0
	0
	0
	0.297
	0.252
	0.406
	0.054
	0.667

	OsHSP17.9B
	OsHSP26.2
	39947.Q943E9
	39947.A0A0N7KD24
	0.053
	0
	0
	0
	0.278
	0.096
	0
	0.077
	0.353

	OsHSP17.9B
	OsHSP18.9
	39947.Q943E9
	39947.A0A0P0WX25
	0.053
	0
	0
	0
	0.278
	0.096
	0
	0.077
	0.353

	OsHSP17.9B
	OsHSP23.6
	39947.Q943E9
	39947.A0A0P0YBH9
	0.053
	0
	0
	0
	0.278
	0.096
	0
	0.068
	0.346

	OsHSP17.9B
	OsHSP26.7
	39947.Q943E9
	39947.Q10P60
	0
	0
	0.314
	0
	0
	0
	0
	0.318
	0.512

	OsHSP17.9B
	OsHSP21.9
	39947.Q943E9
	39947.Q53M11
	0
	0
	0.133
	0.764
	0
	0
	0
	0.116
	0.201

	OsHSP17.9B
	OsHSP18.2
	39947.Q943E9
	39947.Q5VRY1
	0
	0
	0.138
	0.723
	0
	0
	0
	0.15
	0.236

	OsHSP17.9B
	OsHSP22.3
	39947.Q943E9
	39947.Q67X83
	0
	0
	0
	0
	0
	0
	0
	0.392
	0.392

	OsHSP17.9B
	OsHSP18.6
	39947.Q943E9
	39947.Q6K7E9
	0
	0
	0.468
	0
	0
	0
	0
	0.405
	0.669

	OsHSP17.9B
	OsHSP19.0
	39947.Q943E9
	39947.Q6Z6L5
	0
	0
	0.132
	0.733
	0
	0
	0
	0.138
	0.22

	OsHSP17.9B
	OsHSP24.1
	39947.Q943E9
	39947.Q6Z7V2
	0
	0
	0
	0
	0
	0
	0
	0.328
	0.328

	OsHSP17.9B
	OsHSP18.8
	39947.Q943E9
	39947.Q7EZ57
	0
	0
	0
	0.661
	0
	0
	0
	0.167
	0.167

	OsHSP17.9B
	OsHSP23.2
	39947.Q943E9
	39947.Q7XUW5
	0
	0
	0.126
	0.747
	0
	0
	0
	0.124
	0.202

	OsHSP18.1
	OsHSP26.2
	39947.Q84Q72
	39947.A0A0N7KD24
	0.053
	0
	0
	0
	0.278
	0.096
	0
	0.077
	0.353

	OsHSP18.1
	OsHSP18.9
	39947.Q84Q72
	39947.A0A0P0WX25
	0.053
	0
	0
	0
	0.278
	0.096
	0
	0.077
	0.353

	OsHSP18.1
	OsHSP23.6
	39947.Q84Q72
	39947.A0A0P0YBH9
	0.053
	0
	0
	0
	0.278
	0.096
	0
	0.079
	0.354

	OsHSP18.1
	OsHSP26.7
	39947.Q84Q72
	39947.Q10P60
	0
	0
	0.165
	0.73
	0
	0
	0
	0.168
	0.276

	OsHSP18.1
	OsHSP18.2
	39947.Q84Q72
	39947.Q5VRY1
	0
	0
	0.119
	0.838
	0
	0
	0.738
	0.19
	0.796

	OsHSP18.1
	OsHSP18.6
	39947.Q84Q72
	39947.Q6K7E9
	0
	0
	0.116
	0.813
	0
	0
	0
	0.111
	0.18

	OsHSP18.1
	OsHSP19.0
	39947.Q84Q72
	39947.Q6Z6L5
	0
	0
	0.125
	0.826
	0
	0
	0.738
	0.196
	0.799

	OsHSP18.1
	OsHSP24.1
	39947.Q84Q72
	39947.Q6Z7V2
	0
	0
	0
	0.706
	0
	0
	0
	0.211
	0.211

	OsHSP18.2
	OsHSP26.2
	39947.Q5VRY1
	39947.A0A0N7KD24
	0.053
	0
	0
	0
	0.278
	0.096
	0
	0.077
	0.353

	OsHSP18.2
	OsHSP18.9
	39947.Q5VRY1
	39947.A0A0P0WX25
	0.053
	0
	0
	0
	0.278
	0.096
	0
	0.077
	0.353

	OsHSP18.2
	OsHSP23.6
	39947.Q5VRY1
	39947.A0A0P0YBH9
	0.053
	0
	0
	0
	0.392
	0.096
	0
	0.08
	0.457

	OsHSP18.2
	OsHSP26.7
	39947.Q5VRY1
	39947.Q10P60
	0
	0
	0.186
	0.666
	0.3
	0.24
	0
	0.23
	0.622

	OsHSP18.2
	OsHSP21.9
	39947.Q5VRY1
	39947.Q53M11
	0
	0
	0.127
	0.823
	0
	0
	0
	0.152
	0.228

	OsHSP18.2
	OsHSP18.6
	39947.Q5VRY1
	39947.Q6K7E9
	0
	0
	0.092
	0.884
	0.144
	0
	0
	0.115
	0.253

	OsHSP18.2
	OsHSP23.2
	39947.Q5VRY1
	39947.Q7XUW5
	0
	0
	0.126
	0.825
	0.163
	0
	0
	0.091
	0.277

	OsHSP18.2
	OsHSP18.8
	39947.Q5VRY1
	39947.Q7EZ57
	0
	0
	0
	0
	0
	0
	0
	0.363
	0.363

	OsHSP18.2
	OsHSP22.3
	39947.Q5VRY1
	39947.Q67X83
	0
	0
	0
	0
	0.444
	0
	0
	0.324
	0.608

	OsHSP18.2
	OsHSP24.1
	39947.Q5VRY1
	39947.Q6Z7V2
	0
	0
	0
	0
	0.3
	0.24
	0
	0.478
	0.698

	OsHSP18.6
	OsHSP26.2
	39947.Q6K7E9
	39947.A0A0N7KD24
	0.053
	0
	0
	0
	0.278
	0.096
	0
	0.077
	0.353

	OsHSP18.6
	OsHSP18.9
	39947.Q6K7E9
	39947.A0A0P0WX25
	0.053
	0
	0
	0
	0.278
	0.096
	0
	0.077
	0.353

	OsHSP18.6
	OsHSP23.6
	39947.Q6K7E9
	39947.A0A0P0YBH9
	0.053
	0
	0
	0
	0.278
	0.096
	0
	0.068
	0.346

	OsHSP18.6
	OsHSP26.7
	39947.Q6K7E9
	39947.Q10P60
	0
	0
	0.168
	0.667
	0.095
	0
	0
	0.275
	0.406

	OsHSP18.6
	OsHSP21.9
	39947.Q6K7E9
	39947.Q53M11
	0
	0
	0.147
	0.732
	0
	0
	0
	0.115
	0.212

	OsHSP18.6
	OsHSP22.3
	39947.Q6K7E9
	39947.Q67X83
	0
	0
	0
	0
	0.062
	0
	0
	0.473
	0.484

	OsHSP18.6
	OsHSP18.8
	39947.Q6K7E9
	39947.Q7EZ57
	0
	0
	0
	0.657
	0
	0
	0
	0.169
	0.169

	OsHSP18.6
	OsHSP23.2
	39947.Q6K7E9
	39947.Q7XUW5
	0
	0
	0.158
	0.732
	0.096
	0
	0
	0.152
	0.298

	OsHSP18.6
	OsHSP19.0
	39947.Q6K7E9
	39947.Q6Z6L5
	0
	0
	0.135
	0.774
	0.144
	0
	0
	0.165
	0.328

	OsHSP18.6
	OsHSP24.1
	39947.Q6K7E9
	39947.Q6Z7V2
	0
	0
	0
	0
	0.095
	0
	0
	0.483
	0.512

	OsHSP18.8
	OsHSP26.2
	39947.Q7EZ57
	39947.A0A0N7KD24
	0.053
	0
	0
	0
	0.278
	0.096
	0
	0.077
	0.353

	OsHSP18.8
	OsHSP18.9
	39947.Q7EZ57
	39947.A0A0P0WX25
	0.053
	0
	0
	0
	0.278
	0.096
	0
	0.077
	0.353

	OsHSP18.8
	OsHSP23.6
	39947.Q7EZ57
	39947.A0A0P0YBH9
	0.053
	0
	0
	0
	0.278
	0.096
	0
	0.068
	0.346

	OsHSP18.8
	OsHSP26.7
	39947.Q7EZ57
	39947.Q10P60
	0
	0
	0
	0
	0
	0
	0
	0.469
	0.469

	OsHSP18.8
	OsHSP22.3
	39947.Q7EZ57
	39947.Q67X83
	0
	0
	0
	0
	0
	0
	0
	0.487
	0.487

	OsHSP18.8
	OsHSP19.0
	39947.Q7EZ57
	39947.Q6Z6L5
	0
	0
	0
	0.693
	0
	0
	0
	0.21
	0.21

	OsHSP18.8
	OsHSP24.1
	39947.Q7EZ57
	39947.Q6Z7V2
	0
	0
	0
	0
	0
	0
	0
	0.359
	0.359

	OsHSP18.8
	OsHSP23.2
	39947.Q7EZ57
	39947.Q7XUW5
	0
	0
	0
	0.669
	0
	0
	0
	0.184
	0.183

	OsHSP18.9
	OsHSP26.2
	39947.A0A0P0WX25
	39947.A0A0N7KD24
	0
	0
	0.534
	0
	0
	0
	0
	0
	0.534

	OsHSP18.9
	OsHSP26.7
	39947.A0A0P0WX25
	39947.Q10P60
	0.053
	0
	0
	0
	0.278
	0.096
	0
	0.077
	0.353

	OsHSP18.9
	OsHSP22.3
	39947.A0A0P0WX25
	39947.Q67X83
	0.053
	0
	0
	0
	0.278
	0.096
	0
	0.077
	0.353

	OsHSP18.9
	OsHSP21.9
	39947.A0A0P0WX25
	39947.Q53M11
	0.053
	0
	0
	0
	0.278
	0.096
	0
	0.077
	0.353

	OsHSP18.9
	OsHSP19.0
	39947.A0A0P0WX25
	39947.Q6Z6L5
	0.053
	0
	0
	0
	0.278
	0.096
	0
	0.077
	0.353

	OsHSP18.9
	OsHSP24.1
	39947.A0A0P0WX25
	39947.Q6Z7V2
	0.053
	0
	0
	0
	0.278
	0.096
	0
	0.077
	0.353

	OsHSP18.9
	OsHSP23.2
	39947.A0A0P0WX25
	39947.Q7XUW5
	0.053
	0
	0
	0
	0.278
	0.096
	0
	0.077
	0.353

	OsHSP18.9
	OsHSP23.6
	39947.A0A0P0WX25
	39947.A0A0P0YBH9
	0
	0
	0.523
	0
	0.265
	0.248
	0.494
	0.079
	0.854

	OsHSP19.0
	OsHSP26.2
	39947.Q6Z6L5
	39947.A0A0N7KD24
	0.053
	0
	0
	0
	0.278
	0.096
	0
	0.077
	0.353

	OsHSP19.0
	OsHSP23.6
	39947.Q6Z6L5
	39947.A0A0P0YBH9
	0.053
	0
	0
	0
	0.32
	0.096
	0
	0.08
	0.392

	OsHSP19.0
	OsHSP26.7
	39947.Q6Z6L5
	39947.Q10P60
	0
	0
	0.181
	0.679
	0.3
	0.24
	0
	0.213
	0.611

	OsHSP19.0
	OsHSP21.9
	39947.Q6Z6L5
	39947.Q53M11
	0
	0
	0.138
	0.798
	0
	0
	0
	0.18
	0.263

	OsHSP19.0
	OsHSP22.3
	39947.Q6Z6L5
	39947.Q67X83
	0
	0
	0
	0
	0.444
	0
	0
	0.514
	0.718

	OsHSP19.0
	OsHSP23.2
	39947.Q6Z6L5
	39947.Q7XUW5
	0
	0
	0.14
	0.795
	0.163
	0
	0
	0.137
	0.325

	OsHSP19.0
	OsHSP24.1
	39947.Q6Z6L5
	39947.Q6Z7V2
	0
	0
	0
	0
	0.3
	0.24
	0
	0.307
	0.599

	OsHSP21.9
	OsHSP26.2
	39947.Q53M11
	39947.A0A0N7KD24
	0.053
	0
	0
	0
	0.278
	0.096
	0
	0.077
	0.353

	OsHSP21.9
	OsHSP23.6
	39947.Q53M11
	39947.A0A0P0YBH9
	0.053
	0
	0
	0
	0.278
	0.096
	0
	0.118
	0.381

	OsHSP21.9
	OsHSP26.7
	39947.Q53M11
	39947.Q10P60
	0
	0
	0.481
	0
	0
	0
	0
	0.388
	0.669

	OsHSP21.9
	OsHSP24.1
	39947.Q53M11
	39947.Q6Z7V2
	0
	0
	0
	0
	0
	0
	0
	0.394
	0.394

	OsHSP21.9
	OsHSP22.3
	39947.Q53M11
	39947.Q67X83
	0
	0
	0
	0
	0.128
	0
	0
	0.39
	0.445

	OsHSP22.3
	OsHSP26.2
	39947.Q67X83
	39947.A0A0N7KD24
	0.053
	0
	0
	0
	0.278
	0.096
	0
	0.077
	0.353

	OsHSP22.3
	OsHSP23.6
	39947.Q67X83
	39947.A0A0P0YBH9
	0.053
	0
	0
	0
	0.372
	0.096
	0
	0.068
	0.431

	OsHSP22.3
	OsHSP26.7
	39947.Q67X83
	39947.Q10P60
	0
	0
	0
	0.668
	0
	0
	0
	0.165
	0.165

	OsHSP22.3
	OsHSP23.2
	39947.Q67X83
	39947.Q7XUW5
	0
	0
	0
	0
	0
	0
	0
	0.546
	0.546

	OsHSP23.2
	OsHSP26.2
	39947.Q7XUW5
	39947.A0A0N7KD24
	0.053
	0
	0
	0
	0.278
	0.096
	0
	0.077
	0.353

	OsHSP23.2
	OsHSP23.6
	39947.Q7XUW5
	39947.A0A0P0YBH9
	0.053
	0
	0
	0
	0.278
	0.096
	0
	0.095
	0.365

	OsHSP23.2
	OsHSP26.7
	39947.Q7XUW5
	39947.Q10P60
	0
	0
	0.203
	0.657
	0.125
	0
	0
	0.468
	0.597

	OsHSP23.2
	OsHSP24.1
	39947.Q7XUW5
	39947.Q6Z7V2
	0
	0
	0
	0
	0.125
	0
	0
	0.486
	0.531

	OsHSP23.6
	OsHSP26.2
	39947.A0A0P0YBH9
	39947.A0A0N7KD24
	0
	0
	0.176
	0.724
	0.265
	0.248
	0.494
	0.079
	0.749

	OsHSP23.6
	OsHSP26.7
	39947.A0A0P0YBH9
	39947.Q10P60
	0.053
	0
	0
	0
	0.278
	0.096
	0
	0.068
	0.346

	OsHSP23.6
	OsHSP24.1
	39947.A0A0P0YBH9
	39947.Q6Z7V2
	0.053
	0
	0
	0
	0.278
	0.096
	0
	0.068
	0.346

	OsHSP24.1
	OsHSP26.2
	39947.Q6Z7V2
	39947.A0A0N7KD24
	0.053
	0
	0
	0
	0.278
	0.096
	0
	0.077
	0.353

	OsHSP24.1
	OsHSP26.7
	39947.Q6Z7V2
	39947.Q10P60
	0
	0
	0
	0.723
	0
	0
	0
	0.16
	0.159

	OsHSP26.2
	OsHSP26.7
	39947.A0A0N7KD24
	39947.Q10P60
	0.053
	0
	0
	0
	0.278
	0.096
	0
	0.077
	0.353



Table S3. Profile of potential expression level of each gene under abiotic stress, including temperature stress conditions stimuli calculated through the GCOS expression signal 
	OsHSP23.6

	Group #
	Tissue
	Expression Level
	Standard Deviation
	Samples

	1
	Seedling Root
	82.92
	6.7
	Seedling_Root_Rep1, Seedling_Root_Rep2, Seedling_Root_Rep3

	2
	Mature Leaf
	212.29
	57.26
	MatureLeaf_Rep1, MatureLeaf_Rep2, MatureLeaf_Rep3

	2
	Young Leaf
	106.89
	39.81
	YoungLeaf_Rep1, YoungLeaf_Rep2, YoungLeaf_Rep3

	3
	SAM
	96.36
	15.97
	SAM_Rep1,
SAM_Rep2,
SAM_Rep3

	4
	Young Inflorescence
	213.89
	29.81
	YoungInflorescence_Rep1, YoungInflorescence_Rep2, YoungInflorescence_Rep3

	4
	Inflorescence P2
	120.68
	24.07
	InflorescenceP2_Rep1, InflorescenceP2_Rep2, InflorescenceP2_Rep3

	4
	Inflorescence P3
	185.16
	21.84
	InflorescenceP3_Rep1, InflorescenceP3_Rep2, InflorescenceP3_Rep3

	4
	Inflorescence P4
	137.71
	24.74
	InflorescenceP4_Rep1, InflorescenceP4_Rep2, InflorescenceP4_Rep3

	4
	Inflorescence P5
	67.28
	17.97
	InflorescenceP5_Rep1, InflorescenceP5_Rep2, InflorescenceP5_Rep3

	4
	Inflorescence P6
	67.0
	31.55
	InflorescenceP6_Rep1, InflorescenceP6_Rep2, InflorescenceP6_Rep3

	5
	Seed S1
	328.07
	146.45
	Seed_S1_Rep1, Seed_S1_Rep2, Seed_S1_Rep3

	5
	Seed S2
	96.5
	16.05
	Seed_S2_Rep1, Seed_S2_Rep2, Seed_S2_Rep3

	5
	Seed S3
	180.98
	45.25
	Seed_S3_Rep1, Seed_S3_Rep2, Seed_S3_Rep3

	5
	Seed S4
	114.24
	105.08
	Seed_S4_Rep1, Seed_S4_Rep2, Seed_S4_Rep3

	5
	Seed S5
	194.58
	85.0
	Seed_S5_Rep1, Seed_S5_Rep2, Seed_S5_Rep3








	OsHSP26.2

	Group #
	Tissue
	Expression Level
	Standard Deviation
	Samples

	1
	Seedling Root
	82.92
	6.7
	Seedling_Root_Rep1, Seedling_Root_Rep2, Seedling_Root_Rep3

	2
	Mature Leaf
	212.29
	57.26
	MatureLeaf_Rep1, MatureLeaf_Rep2, MatureLeaf_Rep3

	2
	Young Leaf
	106.89
	39.81
	YoungLeaf_Rep1, YoungLeaf_Rep2, YoungLeaf_Rep3

	3
	SAM
	96.36
	15.97
	SAM_Rep1, 
SAM_Rep2, 
SAM_Rep3

	4
	Young Inflorescence
	213.89
	29.81
	YoungInflorescence_Rep1, YoungInflorescence_Rep2, YoungInflorescence_Rep3

	4
	Inflorescence P2
	120.68
	24.07
	InflorescenceP2_Rep1, InflorescenceP2_Rep2, InflorescenceP2_Rep3

	4
	Inflorescence P3
	185.16
	21.84
	InflorescenceP3_Rep1, InflorescenceP3_Rep2, InflorescenceP3_Rep3

	4
	Inflorescence P4
	137.71
	24.74
	InflorescenceP4_Rep1, InflorescenceP4_Rep2, InflorescenceP4_Rep3

	4
	Inflorescence P5
	67.28
	17.97
	InflorescenceP5_Rep1, InflorescenceP5_Rep2, InflorescenceP5_Rep3

	4
	Inflorescence P6
	67.0
	31.55
	InflorescenceP6_Rep1, InflorescenceP6_Rep2, InflorescenceP6_Rep3

	5
	Seed S1
	328.07
	146.45
	Seed_S1_Rep1, Seed_S1_Rep2, Seed_S1_Rep3

	5
	Seed S2
	96.5
	16.05
	Seed_S2_Rep1, Seed_S2_Rep2, Seed_S2_Rep3

	5
	Seed S3
	180.98
	45.25
	Seed_S3_Rep1, Seed_S3_Rep2, Seed_S3_Rep3

	5
	Seed S4
	114.24
	105.08
	Seed_S4_Rep1, Seed_S4_Rep2, Seed_S4_Rep3

	5
	Seed S5
	194.58
	85.0
	Seed_S5_Rep1, Seed_S5_Rep2, Seed_S5_Rep3









	OsHSP22.3

	Group #
	Tissue
	Expression Level
	Standard Deviation
	Samples

	1
	Seedling Root
	400.57
	62.38
	Seedling_Root_Rep1, Seedling_Root_Rep2, Seedling_Root_Rep3

	2
	Mature Leaf
	139.0
	18.1
	MatureLeaf_Rep1, MatureLeaf_Rep2, MatureLeaf_Rep3

	2
	Young Leaf
	91.21
	37.98
	YoungLeaf_Rep1, YoungLeaf_Rep2, YoungLeaf_Rep3

	3
	SAM
	46.83
	4.84
	SAM_Rep1, 
SAM_Rep2, 
SAM_Rep3

	4
	Young Inflorescence
	92.09
	19.45
	YoungInflorescence_Rep1, YoungInflorescence_Rep2, YoungInflorescence_Rep3

	4
	Inflorescence P2
	141.43
	57.94
	InflorescenceP2_Rep1, InflorescenceP2_Rep2, InflorescenceP2_Rep3

	4
	Inflorescence P3
	98.36
	16.44
	InflorescenceP3_Rep1, InflorescenceP3_Rep2, InflorescenceP3_Rep3

	4
	Inflorescence P4
	100.98
	17.42
	InflorescenceP4_Rep1, InflorescenceP4_Rep2, InflorescenceP4_Rep3

	4
	Inflorescence P5
	88.37
	14.86
	InflorescenceP5_Rep1, InflorescenceP5_Rep2, InflorescenceP5_Rep3

	4
	Inflorescence P6
	112.5
	8.23
	InflorescenceP6_Rep1, InflorescenceP6_Rep2, InflorescenceP6_Rep3

	5
	Seed S1
	201.04
	16.42
	Seed_S1_Rep1, Seed_S1_Rep2, Seed_S1_Rep3

	5
	Seed S2
	234.21
	39.68
	Seed_S2_Rep1, Seed_S2_Rep2, Seed_S2_Rep3

	5
	Seed S3
	618.97
	185.48
	Seed_S3_Rep1, Seed_S3_Rep2, Seed_S3_Rep3

	5
	Seed S4
	923.82
	42.4
	Seed_S4_Rep1, Seed_S4_Rep2, Seed_S4_Rep3

	5
	Seed S5
	225.75
	2.42
	Seed_S5_Rep1, Seed_S5_Rep2, Seed_S5_Rep3









	OsHSP18.6

	Group #
	Tissue
	Expression Level
	Standard Deviation
	Samples

	1
	Seedling Root
	70.85
	13.58
	Seedling_Root_Rep1, Seedling_Root_Rep2, Seedling_Root_Rep3

	2
	Mature Leaf
	151.82
	41.13
	MatureLeaf_Rep1, MatureLeaf_Rep2, MatureLeaf_Rep3

	2
	Young Leaf
	42.55
	30.72
	YoungLeaf_Rep1, YoungLeaf_Rep2, YoungLeaf_Rep3

	3
	SAM
	144.42
	39.98
	SAM_Rep1, 
SAM_Rep2, 
SAM_Rep3

	4
	Young Inflorescence
	1040.21
	908.26
	YoungInflorescence_Rep1, YoungInflorescence_Rep2, YoungInflorescence_Rep3

	4
	Inflorescence P2
	1545.42
	40.13
	InflorescenceP2_Rep1, InflorescenceP2_Rep2, InflorescenceP2_Rep3

	4
	Inflorescence P3
	572.94
	66.36
	InflorescenceP3_Rep1, InflorescenceP3_Rep2, InflorescenceP3_Rep3

	4
	Inflorescence P4
	296.44
	124.68
	InflorescenceP4_Rep1, InflorescenceP4_Rep2, InflorescenceP4_Rep3

	4
	Inflorescence P5
	200.39
	43.47
	InflorescenceP5_Rep1, InflorescenceP5_Rep2, InflorescenceP5_Rep3

	4
	Inflorescence P6
	1114.2
	169.07
	InflorescenceP6_Rep1, InflorescenceP6_Rep2, InflorescenceP6_Rep3

	5
	Seed S1
	10997.32
	4377.74
	Seed_S1_Rep1, Seed_S1_Rep2, Seed_S1_Rep3

	5
	Seed S2
	2930.58
	2300.41
	Seed_S2_Rep1, Seed_S2_Rep2, Seed_S2_Rep3

	5
	Seed S3
	9956.67
	789.2
	Seed_S3_Rep1, Seed_S3_Rep2, Seed_S3_Rep3

	5
	Seed S4
	10830.47
	4151.39
	Seed_S4_Rep1, Seed_S4_Rep2, Seed_S4_Rep3

	5
	Seed S5
	6984.79
	2115.59
	Seed_S5_Rep1, Seed_S5_Rep2, Seed_S5_Rep3









	OsHSP23.2

	Group #
	Tissue
	Expression Level
	Standard Deviation
	Samples

	1
	Seedling Root
	73.91
	12.07
	Seedling_Root_Rep1, Seedling_Root_Rep2, Seedling_Root_Rep3

	2
	Mature Leaf
	7.74
	5.19
	MatureLeaf_Rep1, MatureLeaf_Rep2, MatureLeaf_Rep3

	2
	Young Leaf
	8.74
	10.56
	YoungLeaf_Rep1, YoungLeaf_Rep2, YoungLeaf_Rep3

	3
	SAM
	19.12
	16.27
	SAM_Rep1, 
SAM_Rep2, 
SAM_Rep3

	4
	Young Inflorescence
	40.84
	30.23
	YoungInflorescence_Rep1, YoungInflorescence_Rep2, YoungInflorescence_Rep3

	4
	Inflorescence P2
	65.01
	37.2
	InflorescenceP2_Rep1, InflorescenceP2_Rep2, InflorescenceP2_Rep3

	4
	Inflorescence P3
	71.3
	26.18
	InflorescenceP3_Rep1, InflorescenceP3_Rep2, InflorescenceP3_Rep3

	4
	Inflorescence P4
	37.58
	31.56
	InflorescenceP4_Rep1, InflorescenceP4_Rep2, InflorescenceP4_Rep3

	4
	Inflorescence P5
	10.6
	12.21
	InflorescenceP5_Rep1, InflorescenceP5_Rep2, InflorescenceP5_Rep3

	4
	Inflorescence P6
	115.79
	15.32
	InflorescenceP6_Rep1, InflorescenceP6_Rep2, InflorescenceP6_Rep3

	5
	Seed S1
	16112.8
	1609.98
	Seed_S1_Rep1, Seed_S1_Rep2, Seed_S1_Rep3

	5
	Seed S2
	6231.01
	1582.59
	Seed_S2_Rep1, Seed_S2_Rep2, Seed_S2_Rep3

	5
	Seed S3
	20618.8
	1009.01
	Seed_S3_Rep1, Seed_S3_Rep2, Seed_S3_Rep3

	5
	Seed S4
	17129.0
	7355.57
	Seed_S4_Rep1, Seed_S4_Rep2, Seed_S4_Rep3

	5
	Seed S5
	12655.57
	3719.71
	Seed_S5_Rep1, Seed_S5_Rep2, Seed_S5_Rep3









	OsHSP16.0

	Group #
	Tissue
	Expression Level
	Standard Deviation
	Samples

	1
	Seedling Root
	80.61
	40.66
	Seedling_Root_Rep1, Seedling_Root_Rep2, Seedling_Root_Rep3

	2
	Mature Leaf
	59.27
	4.77
	MatureLeaf_Rep1, MatureLeaf_Rep2, MatureLeaf_Rep3

	2
	Young Leaf
	19.48
	18.46
	YoungLeaf_Rep1, YoungLeaf_Rep2, YoungLeaf_Rep3

	3
	SAM
	3.9
	0.91
	SAM_Rep1, 
SAM_Rep2, 
SAM_Rep3

	4
	Young Inflorescence
	40.61
	37.38
	YoungInflorescence_Rep1, YoungInflorescence_Rep2, YoungInflorescence_Rep3

	4
	Inflorescence P2
	33.81
	23.89
	InflorescenceP2_Rep1, InflorescenceP2_Rep2, InflorescenceP2_Rep3

	4
	Inflorescence P3
	37.54
	33.74
	InflorescenceP3_Rep1, InflorescenceP3_Rep2, InflorescenceP3_Rep3

	4
	Inflorescence P4
	16.27
	14.86
	InflorescenceP4_Rep1, InflorescenceP4_Rep2, InflorescenceP4_Rep3

	4
	Inflorescence P5
	10.4
	8.5
	InflorescenceP5_Rep1, InflorescenceP5_Rep2, InflorescenceP5_Rep3

	4
	Inflorescence P6
	155.96
	43.19
	InflorescenceP6_Rep1, InflorescenceP6_Rep2, InflorescenceP6_Rep3

	5
	Seed S1
	8460.26
	3743.57
	Seed_S1_Rep1, Seed_S1_Rep2, Seed_S1_Rep3

	5
	Seed S2
	1204.81
	1068.41
	Seed_S2_Rep1, Seed_S2_Rep2, Seed_S2_Rep3

	5
	Seed S3
	3799.57
	914.07
	Seed_S3_Rep1, Seed_S3_Rep2, Seed_S3_Rep3

	5
	Seed S4
	1323.63
	387.27
	Seed_S4_Rep1, Seed_S4_Rep2, Seed_S4_Rep3

	5
	Seed S5
	508.8
	99.56
	Seed_S5_Rep1, Seed_S5_Rep2, Seed_S5_Rep3
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