Supplementary Table 3. Statistical significance of QPCR expression of EMT genes in SGOCL(43) EMT spectrum
	Gene Symbol
	p-value (KW)

	AHNAK
	0.180104
	

	BMP1
	0.827174
	

	CALD1
	0.272446
	

	CAMK2N1
	0.0607013
	

	CAV2
	0.0562549
	

	COL1A2
	0.592943
	

	COL3A1
	0.639389
	

	COL5A2
	0.0960998
	

	CTNNB1
	0.502764
	

	DSC2
	0.0883129
	

	EGFR
	0.223993
	

	FOXC2
	0.434794
	

	FZD7
	0.411956
	

	GSC
	0.879382
	

	GSK3B
	0.853808
	

	IGFBP4
	0.0702317
	

	ITGAV
	0.29333
	

	ITGB1
	0.262473
	

	KRT7
	0.172821
	

	KRT14
	0.354915
	

	MMP9
	0.719263
	

	MSN
	0.284347
	

	NODAL
	0.983813
	

	NOTCH1
	0.988572
	

	NUDT13
	0.976146
	

	OCLN
	0.12555
	

	PDGFRB
	0.0807262
	

	PLEK2
	0.717579
	

	PPPDE2
	0.777128
	

	PTK2
	0.808683
	

	PTP4A1
	0.626318
	

	RAC1
	0.554813
	

	RGS2
	0.775303
	

	SIP1
	0.776441
	

	SMAD2
	0.978781
	

	SNAI2
	0.326003
	

	SNAI3
	0.705873
	

	SPARC
	0.0738503
	

	SPP1
	0.205047
	

	STAT3
	0.0802465
	

	STEAP1
	0.342874
	

	TCF3
	0.140972
	

	TCF4
	0.317119
	

	TFPI2
	0.209236
	

	TGFB2
	0.173298
	

	TGFB3
	0.102572
	

	TIMP1
	0.521417
	

	TMEFF1
	0.428797
	

	TMEM132A
	0.892326
	

	TSPAN13
	0.243631
	

	VPS13A
	0.706631
	


