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Figure S7 CNV estimation from input cfDNA and 5hmC enrichment sequencing. (A) CNV estimation heatmap
from input cfDNA and 5hmC enrichment sequencing in 1 mb bin. Averaged bin counts within a sliding window
of 20 bins were calculated as the estimated CNV for each bin. No clustering was performed. Arrows indicate
samples with matched patterns in input cfDNA and 5hmC enrichment sequencing. (B, C) CNV estimation from
input cfDNA sequencing of metastatic lung cancer patients lung293 (B) and lung417 (C). (D, E) CNV
estimation from 5hmC enrichment sequencing of metastatic lung cancer patients lung293 (D) and lung417 (E).



