Supplementary information, Figure S4
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Figure S4 Pathway and GO term analyses on WAT upon IF. (A) KEGG pathway
enrichment of the cluster 1 (i.e., higher in HFD-AL mice). (B) GO term analysis of
the cluster 3 (i.e., lower in HFD-AL mice). (C) GO term analysis of the cluster 4 (i.e.,
higher in ND mice). (D) GO term analysis of the cluster 2 (i.e., lower in HFD-IF
mice). (E) GO term analysis of the cluster 6 (i.e., higher in HFD-IF mice). GO terms
with adjusted P-values < 107 are in bold. Adjusted P-values were calculated based on

Bonferroni correction method.



