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Supplemental Figures.
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Supplemental Figure legends.

Supplemental Figure 1: Generation of FOG-1 bone marrow chimeras.

A) Experimental set up for generating bone marrow chimeras. A total of 1 x 106 bone marrow cells (CD45.2 allotype) with the appropriate genotype were tail-vein injected into lethally irradiated recipient mice (CD45.1/2 allotype) 

B) Representative FACS plots of peripheral blood from FOG1Con (upper panes) or FOG1cKO (lower panels) chimeric mice stained with allotypic markers (CD45.1-PECy7, CD45.2-APCAlexa750; left panels) and lineage markers (Mac1-APC, B220-APC, B220-PE, CD4-PE, CD8-PE; right panels). Note that residual recipient-derived cells are exclusively CD4/CD8–positive B220/Mac-1–negative T cells, as opposed to the multilineage engraftment seen from the donor-derived cells.

Supplemental Figure 2: FOG-1 competitive repopulation: peripheral blood analysis.
A) FOG1Con or FOG1cKO (CD45.2) and wild type (CD45.1) bone marrow were transplanted into lethally irradiated recipient mice (CD45.1/2). 4 weeks after transplantation poly(I-C) injection was performed every other day for a total of 3 injections (150 mg/mouse). 

B) Differential count of peripheral blood cells 8 weeks after first poly(I-C) treatment (FOG1Con: n=10;  FOG1cKO n=10). WBC: total white blood cells; NE: neutrophils; LY: lymphocytes; MO: monocytes. 

C) Platelet (PLT) count measured as in (b). 

D) Red blood cell parameters measured as in (b). HCT: hematocrit; Hb: hemoglobin level; RBC: red blood cell count. 

E) Representative FACS plots of peripheral blood from FOG1Con (top) or FOG1cKO (bottom; n=10) chimeric mice stained with allotypic markers (CD45.1-PECy7, CD45.2-APCAlexa750; top) and lineage markers (Mac1-APC, B220-APC, B220-PE, CD4-PE, CD8-PE; bottom). 

F) Bar graph showing average total reconstitution and 

G) lineage distribution in FOG1Con (n=10) and FOG1cKO (n=10) transplanted mice. Error bars show standard deviations and asterisks indicate statistical significance (**: p < 0.01; Student’s t-test).

Supplemental Figure 3: FOG-1 competitive repopulation: bone marrow analysis.

FACS plots of the CD45.1–CD45.2+ (Donor) and CD45.1+CD45.2– (Competitor) populations from FOGCon (top panels) and FOGcKO (bottom panels) competitively transplanted mice, analyzed for the presence of myelo-erythroid progenitors populations. Numbers indicate the percentage of the gated populations of the parental population.

Supplemental Experimental Procedures.

Antibody conjugates and dilutions:
	Conjugate
	Antigen
	Clone
	Concentration
	Dilution
	Supplier

	Biotin
	CD105
	MJ7/18
	0.5 mg/ml
	1/100
	eBioscience

	Biotin
	CD45.1
	A20
	0.5 mg/ml
	1/100
	eBioscience

	FITC
	CD45.1
	A20
	0.5 mg/ml
	1/100
	eBioscience

	FITC
	CD45.2
	104
	0.5 mg/ml
	1/200
	eBioscience

	PE
	B220
	RA3-6B2
	0.2 mg/ml
	1/400
	eBioscience

	PE
	CD4
	L3T4
	0.2 mg/ml
	1/800
	eBioscience

	PE
	CD8a
	53-6.7
	0.5 mg/ml
	1/400
	eBioscience

	PE
	Flt3
	A2F10.1
	0.2 mg/ml
	1/50
	eBioscience

	PE
	CD41
	eBioMWReg30 
	0.2 mg/ml
	1/400
	eBioscience

	PE-Cy5
	Ter119
	TER-119
	0.2mg/ml
	1/200
	BioLegend

	APC
	CD150
	TC15-12F12.2
	0.2 mg/ml
	1/100
	BioLegend

	APC
	B220
	RA3-6B2
	0.2 mg/ml
	1/400
	eBioscience

	APC
	Mac-1
	M1/70
	0.2 mg/ml
	1/800
	eBioscience

	PE-Cy7
	Sca-1
	D7
	0.2 mg/ml
	1/200
	eBioscience

	PE-Cy7
	CD45.1
	A20
	0.5 mg/ml
	1/100
	eBioscience

	PE-Cy7
	FcgRII/III
	2.4G2
	0.2 mg/ml
	1/400
	eBioscience

	PE-Cy7
	CD150
	TC15-12F12.2
	0.2 mg/ml
	1/400
	BioLegend

	APC-Alexa750
	CD45.2
	104
	0.2 mg/ml
	1/200
	eBioscience

	APC-Alexa750
	c-kitCD117
	2B8
	0.2 mg/ml
	1/800
	eBioscience

	Pacific Blue
	CD45.2
	104
	0.2 mg/ml
	1/200
	eBioscience

	TriColor
	Rat IgG
	
	0.2 mg/ml
	1/200
	Invitrogen

	eFluor605
	Streptavidin
	
	100 tests
	1/100
	eBioscience


Lineage cocktail composition (purified rat antibodies):

	Antigen
	Clone
	Concentration
	Dilution
	Supplier

	CD3
	145-2C11
	0.2 mg/ml
	1/50
	eBioscience

	CD5
	53.7.3
	0.2 mg/ml
	1/50
	eBioscience

	CD8a
	53-6.7
	0.2 mg/ml
	1/50
	eBioscience

	B220
	RA3-6B2
	0.2 mg/ml
	1/50
	eBioscience

	Mac-1
	M1/70
	0.2 mg/ml
	1/50
	eBioscience

	Gr-1
	RB6-8C5
	0.2 mg/ml
	1/50
	eBioscience

	TER119
	Ter-119
	0.2 mg/ml
	1/50
	eBioscience

	Sca-1*
	D7
	0.2 mg/ml
	1/50
	eBioscience

	IL-7 Rca chain*
	A7R34
	0.2 mg/ml
	1/50
	eBioscience


* Only when myeloid-erythroid progenitors are stained

HSC staining.
	Conjugate
	Antigen
	Clone
	Concentration
	Dilution
	Supplier

	TriColor
	Rat IgG
	
	0.2 mg/ml
	1/200
	Invitrogen

	PE
	Flt3
	A2F10.1
	0.2 mg/ml
	1/50
	eBioscience

	PE-Cy7
	Sca-1
	D7
	0.2 mg/ml
	1/200
	eBioscience

	APC-Alexa750
	c-kitCD117
	2B8
	0.2 mg/ml
	1/800
	eBioscience

	APC
	CD150
	TC15-12F12.2
	0.2 mg/ml
	1/100
	BioLegend

	FITC
	CD45.1
	A20
	0.5 mg/ml
	1/100
	eBioscience

	Pacific Blue
	CD45.2
	104
	0.2 mg/ml
	1/200
	eBioscience


Myeloid-Erythroid progenitor staining
	Conjugate
	Antigen
	Clone
	Concentration
	Dilution
	Supplier

	TriColor
	Rat IgG
	
	0.2 mg/ml
	1/200
	Invitrogen

	PE
	CD41
	eBioMWReg30 
	0.2 mg/ml
	1/400
	eBioscience

	Biotin
	CD105
	MJ7/18
	0.5 mg/ml
	1/100
	eBioscience

	APC
	CD150
	TC15-12F12.2
	0.2 mg/ml
	1/100
	BioLegend

	APC-Alexa750
	c-kitCD117
	2B8
	0.2 mg/ml
	1/800
	eBioscience

	PE-Cy7
	FcgRII/III
	2.4G2
	0.2 mg/ml
	1/400
	eBioscience

	FITC
	CD45.1
	A20
	0.5 mg/ml
	1/100
	eBioscience

	Pacific Blue
	CD45.2
	104
	0.2 mg/ml
	1/200
	eBioscience

	Streptavidin-eFluor 
	
	
	100 test
	1/100
	eBioscience


Peripheral Blood staining

	Conjugate
	Antigen
	Clone
	Concentration
	Dilution
	Supplier

	PE
	B220
	RA3-6B2
	0.2 mg/ml
	1/400
	eBioscience

	PE
	CD4
	L3T4
	0.2 mg/ml
	1/800
	eBioscience

	PE
	CD8a
	53-6.7
	0.5 mg/ml
	1/400
	eBioscience

	APC
	B220
	RA3-6B2
	0.2 mg/ml
	1/400
	eBioscience

	APC
	Mac-1
	M1/70
	0.2 mg/ml
	1/800
	eBioscience

	PE-Cy7
	CD45.1
	A20
	0.5 mg/ml
	1/100
	eBioscience

	APC-Alexa750
	CD45.2
	104
	0.2 mg/ml
	1/200
	eBioscience


Peripheral Blood platelet/erythocyte staining

	Conjugate
	Antigen
	Clone
	Concentration
	Concentration
	Concentration

	PE
	CD41
	eBioMWReg30 
	0.2 mg/ml
	1/400
	eBioscience

	PE-Cy5
	Ter119
	TER-119
	0.2mg/ml
	1/200
	BioLegend

	PE-Cy7
	CD150
	TC15-12F12.2
	0.2 mg/ml
	1/400
	BioLegend


TaqMan probes:
	Gene Name
	Gene Symbol
	RefSeq accession
	Taqman reference
	Amplicon length

	C/EBP
	Cebpa
	NM_007678.3
	Mm00514283_s1
	99

	C/EBP
	Cebpb
	NM_009883.3
	Mm00843434_s1
	159

	Erythropoietin receptor
	Epor
	NM_010149.3
	Mm00438760_m1
	70

	Friend leukemia integration 1
	Fli1
	NM_008026.4
	Mm00484410_m1
	63

	Friend of GATA-1
	Zfpm1
	NM_009569.2
	Mm00494336_m1
	143

	GATA binding protein 1
	Gata1
	NM_008089.1
	Mm00484678_m1
	63

	GATA binding protein 2
	Gata2
	NM_008090.4
	Mm00492300_m1
	68

	Hypoxanthine guanine phosphoribosyl transferase 1
	Hprt1
	NM_013556.2
	Mm00446968_m1
	65

	Kruppel-like factor 1 (erythroid)
	Klf1
	NM_010635.1
	Mm00516096_m1
	63

	Myeloperoxidase
	Mpo
	NM_010824.1
	Mm00447886_m1
	90

	Myeloproliferative leukemia virus oncogene
	Mpl
	NM_010823.1
	Mm00440310_m1
	94

	SFFV proviral integration 1
	Sfpi1
	NM_011355.1
	Mm00488140_m1
	82

	Von Willebrand factor homolog
	Vwf
	NM_011708.3
	Mm00550376_m1
	63


Primers for single cell PCR.

	Gene
	Primer
	Gene
	Primer

	Kit

	Kit-1: 5’GGCTCATAAATGGCATGCTC

Kit-2: 5’ACAGGAGCAGAGCAAAGGTG

Kit-3: 5’CGACCACAAAGCCAATGAGC

Kit-4 5’TATCTCCTCGACAACCTTCC
	Epor

	Epor-1 5’CGCTACACCTTCGCTGTTCG

Epor-2: 5’TCTGGAGTGCCTGGTCTGAG 

Epor-3: 5’GCTCTCTGGGCTTGGGATGC 

Epor-4: 5’CAAACTCGCTCTCTGGGCTT 

	Gata1

	Gata1-1: 5’CCAGTTTGTGGATTCTGC

Gata1-2: 5’GTCCTCACCATCAGATTCC

Gata1-3: 5’AACGTGTTGTTGCTCTTCC

Gata1-4: 5’AAGAATAGGCTGCTGAGC
	Klf1

	Klf1-1: 5’AACTTTCCTAGCCTCATAGC

Klf1-2: 5’GCAGAAGAGAGAGAGGAGG

Klf1-3: 5’TCCGATTTCAGACTCACG

Klf1-4: 5’GTTTGTAAGGAAAAGATCCG

	Gata2

	Gata2-1: 5’TTCTTCTGCAGGGGGTAGTGTAG

Gata2-2: 5’GACTATGGCAGCAGTCTCTTCC

Gata2-3: 5’GGTGGTTGTCGTCTGACAATT

Gata2-4: 5’GGTGACTTCTCTTGCATGCACTT
	Vwf

	Vwf -1: 5’AGAGGTGAACGTTAAGAGG

Vwf-2: 5’GAATCTCACTTTGAGGTGG

Vwf -3: 5’TCTAGTGACAGCTTTCTCG 

Vwf-4: 5’GAAGACGTCACTGGTAAG 

	Csf3r

	Csf3r -1: 5’ACAGGAGTGTGAACTTCGCT 

Csf3r -2: 5’TACCAGCCACAGCTCAAAGG 

Csf3r -3: 5’ACGTGTCCAGTCTGATGGTG

Csf3r -4: 5’TTGCTTCTTCTGACACCACG 
	Mpo

	Mpo-1: 5’CGCTTCTCCTTCTTCACTGG

Mpo-2: 5’ACTGGCCTCAACTGCGAGAC 

Mpo-3:5’GTGTATTGACAGCCAGCAGC 

Mpo-4: 5’CTGCCATTGTCTTGGAATCG


Primers 1 plus 4 and 2 plus 3 are outer and inner primer pairs respectively.

