List of archaeal 16S rRNA sequences used for primer checking

The sequences are listed by phylogenetic group. In this list, the Genbank number is followed by the clone name in the original publication.

AAG

AB019714 pMC2A249

AB019715 pMC2A14

AB019716 pSSMCA1

AB019717 pMCA256

DQ301999 5H2_sA01

ArchaeoglobalesThermococcalesMethanococcales-cluster

AB019735 pMC2A228

AB049038 pPCA7.21

AB049039 pPCA7.30

AB049040 pPCA8.3

AB049041 pPCA12.6

AB050246 SAGMA-16

AB052972 pPACMA-A

AB052973 pPACMA-B

AB072724 pHAuA-9

AB072726 pHAuA-43

AB177098 ODP1230A17.06

AB177101 ODP1230A17.22

AB177103 ODP1230A19.07

AB177104 ODP1230A19.13

AB177106 ODP1230A20.09

AB177109 ODP1230A22.14

AB177111 ODP1230A22.20

AB177112 ODP1230A23.04

AB177114 ODP1230A23.20

AB177270 ODP1251A15.18

AB177277 ODP1251A20.7

AB177278 ODP1251A20.8

AB177281 ODP1251A25.9

DHVEG-6

AB019752 pISA3

AB019753 pMC2A35

AB019755 pISA48

AB019756 pISA13

DQ841225 MOB4-5

AF050612 WCHD3-30

DQ841226 MOB4-6

DQ841227 MOB4-7

DQ841228 MOB4-8

DQ841234 MOB7-12

EF444644 Thp_A_106

AB243796 NRP-E

AB243808 NRP-Q

DQ082933 metH8

DSAG

AB019721 pMC2A308

AB019719 pMC2A209

AB019720 pMC2A36

AF119128 CRA8-27cm

AF119137 APA3-11cm

AB177287 ODP1251A5.19

AB177284 ODP1251A3.7

AB072723 pHAuA-5

AY093448 MA-A1-3

AB177286 ODP1251A41.4

AY436512 NANK-A71

AY436511 NANK-A8

AB094559 OHKA14.11

AB094551 OHKA6.41

AB094552 OHKA7.26

AB094528 OHKA1.43

AB094532 OHKA2.33

AB094553 OHKA7.31

AB177031 ODP1227A5.11

AB176997 ODP1227A1.10

AB094516 OHKA1.4

AB094518 OHKA1.8

AB094550 OHKA6.39

AB177026 ODP1227A3.04

AB177025 ODP1227A2.32

AB177024 ODP1227A2.31

AB094514 OHKA1.2

AB094521 OHKA1.15

AB094531 OHKA2.14

AB094523 OHKA1.18

AB094544 OHKA4.94

AB177231 ODP1244A3.23

AB177228 ODP1244A2.1

AB177230 ODP1244A3.22

AB177226 ODP1244A1.3

AB177125 ODP1230A9.04

AB177122 ODP1230A34.16

AB177124 ODP1230A8.01

AB177116 ODP1230A24.05

AB177227 ODP1244A18.24

AB177010 ODP1227A18.01

AB177262 ODP1251A1.17

AB177259 ODP1251A1.1

AB177282 ODP1251A3.1

AB177261 ODP1251A1.16

AB177275 ODP1251A20.1

AB094555 OHKA10.11

AB176999 ODP1227A1.13

AY436514 NANK-A102

AY436513 NANK-A3

DQ302000 5H2_bB01

AJ867807 6-AA5

DQ302001 5H2_bJ12

DQ302030 Site1230 2H5-1

DQ302025 Site1229 4H3_ar27

AY800209 Site1225 1a_F5

AY800208 Site1225 1C_E2

AY800207 Site1225 1a_E1

AY800206 Site1225 1a_B3

AY800205 Site1225 1a_D5

AY800204 Site1225 1a_D1

AY800203 Site1225 1a_F4

AY800202 Site1225 1a_C2

AY800201 Site1225 1a_E3

AY800200 Site1225 1C_C3

AY800199 Site1225 1a_D2

AY800198 Site1225 1a_A4

DQ301973 5H3_M09

DQ302002 5H2_D10

DQ302003 5H2_F22

DQ301959 2H2_A14

DQ302007 5H2_P21

DQ302005 5H2_J01

DQ301961 2H2_C01

DQ301963 2H2_C14

DQ301964 2H2_C19

DQ301965 2H2_E07

DQ301967 2H2_E19

DQ301968 2H2_J17

AY333330 DGGE gel band SEQ11(Z1)

AY661825 9mBB.1

AF119133 CRA8-23cm

AF119132 CRA4-23cm

Haloarcula

AB049045 pPCA13.5

AB049048 pPCA14.18

AB049049 pPCA14.41

AB049050 pPCA17.1

AB052975 pPACMA-E

AB052976 pPACMA-F

AB052977 pPACMA-G

AB052978 pPACMA-H

AB052980 pPACMA-J

AB052981 pPACMA-K

AB052982 pPACMA-L

AB052987 pPACMA-S

AB052988 pPACMA-T

AB052989 pPACMA-V

AB052993 pPACMA-U

MBGD

AB019737 pMC2A203

AB019738 pMC2A33

AF119123 CRA12-27cm

AB177232 ODP1244A5.5

AB177285 ODP1251A3.9

AB094515 OHKA1.3

AB094520 OHKA1.10

AB094526 OHKA1.30

AB094527 OHKA1.35

AB094529 OHKA1.44

AB094543 OHKA4.90

AB094549 OHKA5.37

AB177013 ODP1227A18.20

AB177019 ODP1227A19.07

AB177030 ODP1227A4.27

AB177033 ODP1227A5.31

AB177117 ODP1230A33.03

AB177119 ODP1230A33.12

AB177121 ODP1230A33.27

AB177123 ODP1230A34.18

AY436520 NANK-A122

AY436521 NANK-A11

AY436522 NANK-A120

AY436523 NANK-A149

AY436524 NANK-A153

AY436525 NANK-A83

DQ301960 2H2 A23

DQ301995 1H5_H04

DQ301997 1H5_H10

DQ302022 Site1229 4H3_ar15

MCG

AF119129 CRA9-27cm

AB094524 OHKA1.27

AB177267 ODP1251A1.8

AB177120 ODP1230A33.24

AB177118 ODP1230A33.09

AB177022 ODP1227A19.29

AB177005 ODP1227A17.13

AB177014 ODP1227A18.21

AB094522 OHKA1.16

AJ867808 6-AA1

AB177007 ODP1227A17.20

AB176996 ODP1227A1.01

AB177004 ODP1227A17.06

AB094560 OHKA15.20

AB094554 OHKA9.8

AB094558 OHKA13.26

AB094539 OHKA4.46

AY436517 NANK-A61

AY436518 NANK-A106

AY093447 MA-B1-3

AY093446 MA-A1-1

AY093450 MA-C1-3

AY093449 MA-B1-5

AY436516 NANK-A126

AY436515 NANK-A84

AY436519 NANK-A159

AB094513 OHKA1.1

AB177283 ODP1251A3.21

AB177095 ODP1230A13.29

AB094557 OHKA12.82

AB094561 OHKA15.43

AB094547 OHKA5.24

AB094519 OHKA1.9

AB094538 OHKA4.25

AB094540 OHKA4.47

AB094517 OHKA1.5

AB094548 OHKA5.34

AB094546 OHKA5.23

AB094536 OHKA4.12

AB094541 OHKA4.59

AB177279 ODP1251A25.1

AB177012 ODP1227A18.19

AB177272 ODP1251A15.2

AB177016 ODP1227A19.02

AB177001 ODP1227A1.22

AB177274 ODP1251A17.13

AB177027 ODP1227A3.14

AB177015 ODP1227A19.01

AB177268 ODP1251A13.2

AB177266 ODP1251A1.5

AB177021 ODP1227A19.27

AB177020 ODP1227A19.23

AB177018 ODP1227A19.04

AB177017 ODP1227A19.03

AB177009 ODP1227A17.30

AB177008 ODP1227A17.28

AB177006 ODP1227A17.18

AB177003 ODP1227A17.03

AB176998 ODP1227A1.11

AY093451 MA-C1-5

DQ302012 Site1229 12H3_ar2

DQ302013 Site1229 12H3_ar20

DQ302014 Site1229 12H3_ar23

DQ302015 Site1229 12H3_ar41

DQ302016 Site1229 12H3_ar45

DQ302008 Site1229 12H3_ar1

DQ302009 Site1229 12H3_ar11

AJ867806 6-AA6

AJ867805 6-AA7

DQ302011 Site1229 12H3_ar13

DQ302017 Site1229 12H3_ar19

DQ302018 Site1229 12H3_ar25

DQ302019 Site1229 4H3_ar10

DQ302021 Site1229 4H3_ar13

DQ302020 Site1229 4H3_ar12

DQ302024 Site1229 4H3_ar23

DQ302026 Site1229 4H3_ar33

DQ302027 Site1229 4H3_ar42

DQ302028 Site1229 4H3_ar45

DQ302029 Site1229 4H3_ar8

AB094537 OHKA4.18

AJ867804 6-AB1

DQ301962 2H2_C08

AJ867800 30-AA10

AJ867799 30-AA4

AJ867796 30-AB6

AJ867797 30-AB4

AJ867791 42-AC3

AJ867794 42-AA4

AJ867793 42-AA7

AJ867792 42-AB6

AJ867790 86-AA1

DQ301985 1H5_E02

DQ301970 3H5_D01

AJ867787 86-AB4

DQ301974 6H2_D22

AJ867785 86-AC4

DQ301975 1H5_F11

DQ301976 1H5_A01

DQ301977 1H5_B03

DQ301978 1H5_C03

DQ301979 1H5_C07

DQ301980 1H5_C08

DQ301981 1H5_C10

DQ301982 1H5_C11

DQ301984 1H5_D11

DQ301987 1H5_E09

DQ301988 1H5_F01

DQ301989 1H5_F05

DQ301990 1H5_F06

DQ301991 1H5_F07

DQ301992 1H5_F10

DQ301993 1H5_G02

DQ301994 1H5_G03

AY333360 DGGE gel band SEQ49(S8) 

AY333359 DGGE gel band SEQ48(S8) 

AY333358 DGGE gel band SEQ47(S8) 

AY333357 DGGE gel band SEQ44(S8) 

AY333356 DGGE gel band SEQ43(S8) 

AY333355 DGGE gel band SEQ40(Z7) 

AY333354 DGGE gel band SEQ39(Z7) 

AY333353 DGGE gel band SEQ38(Z7) 

AY333351 DGGE gel band SEQ36(Z7) 

AY333350 DGGE gel band SEQ35(S7) 

AY333349 DGGE gel band SEQ34(S7) 

AY333348 DGGE gel band SEQ33(S7) 

AY333347 DGGE gel band SEQ32(S7) 

AY333346 DGGE gel band SEQ30(S7) 

AY333345 DGGE gel band SEQ28(S7) 

AY333343 DGGE gel band SEQ26(Z6) 

AY333342 DGGE gel band SEQ25(Z6) 

AY333341 DGGE gel band SEQ24(Z6) 

AY333340 DGGE gel band SEQ23(Z6) 

AY333339 DGGE gel band SEQ21(Z6) 

AY333337 DGGE gel band SEQ19(S6) 

AY333336 DGGE gel band SEQ18(S6) 

AY333335 DGGE gel band SEQ17(S6) 

AY333334 DGGE gel band SEQ16(S6) 

AY333333 DGGE gel band SEQ14(S6) 

AY333331 DGGE gel band SEQ12(Z1)

AY333329 DGGE gel band SEQ10(S1) 

AY333328 DGGE gel band SEQ9(S1) 

AY333327 DGGE gel band SEQ8(S1)

AY333326 DGGE gel band SEQ7(S1)

AY333325 DGGE gel band Seq6(S1) 

AY333324 DGGE gel band Seq5(S1)

MG-1

AF119138 APA4-0cm

AF119126 CRA7-11cm

AF119134 APA1-0cm

AF119125 CRA7-0cm

AF119136 APA3-0cm

AF119127 CRA8-11cm

AB019731 pIVWA3

AB019730 pIVWA2

AB019729 pIVWA11

AB019728 pIVWA5

AB019726 pIVWA108

AB019722 pIVWA101

AB019724 pMC1A11

AB019727 pIVWA1

AB019725 pMC1A103

AB019723 pMC2A1

AB177289 ODP1251A8.2

AB094533 OHKA3.34

AB177110 ODP1230A22.16

AB177105 ODP1230A20.02

AB094556 OHKA11.45

AY436509 NANK-A103

AY436508 NANK-A37

AB177093 ODP1230A13.13

AB177115 ODP1230A23.22

AB177096 ODP1230A16.24

AB177091 ODP1230A13.01

AB052974 pPACMA-C

AB177092 ODP1230A13.09

AB177099 ODP1230A17.09

AB177089 ODP1230A12.16

AB177088 ODP1230A10.31

AB177090 ODP1230A12.24

AB177107 ODP1230A20.11

AB177087 ODP1230A10.15

AB177086 ODP1230A10.04

AB177102 ODP1230A18.06

AB177084 ODP1230A10.01

AB177094 ODP1230A13.14

AB177085 ODP1230A10.03

AB177100 ODP1230A17.17

AB072725 pHAuB-30

AB049031 pPCA4.9

AB049030 pPCA4.4

AY800230 Site1225 1C_F2

AY800229 Site1225 1C_E4

AY800228 Site1225 1C_D1

AY800227 Site1225 1C_C5

AY800226 Site1225 1C_C6

AY800233 Site1225 1C_B1

AY800232 Site1225 1C_E1

AY800231 Site1225 1C_B3

AY800225 Site1225 1C_B2

AY800224 Site1225 1C_B5

AY800223 Site1225 1C_B4

AY800222 Site1225 1C_A2

AY800221 Site1225 1a_E2

AY800220 Site1225 1C_B6

AY800219 Site1225 1a_E4

AY800218 Site1225 1C_A6

AF119146 ACA3-0cm

AF119147 ACA4-0cm

AF119145 ACA17-9cm

AB050239 SAGMA-9

AF119144 ACA16-9cm

AF119141 ACA1-0cm

AF119142 ACA1-9cm

DQ186521 1C-D3

AB072727 pHAuA-A

AF119130 CRA20-0cm

AY661845 1.8mBB.20

AY661840 1.8mBB.15

AY661839 1.8mBB.14

AY661851 1.8mBB.26

AY661850 1.8mBB.25

AY661849 1.8mBB.24

AY661848 1.8mBB.23

AY661832 1.8mBB.7

AY661831 1.8mBB.6

AY661830 1.8mBB.5

AY661838 1.8mBB.13

AY661837 1.8mBB.12

AY661836 1.8mBB.11

AY661835 1.8mBB.10

AY661847 1.8mBB.22

AY661852 1.8mBB.27 

AY661846 1.8mBB.21

AY661834 1.8mBB.9

AY661833 1.8mBB.8

AY661844 1.8mBB.19

AY661843 1.8mBB.18

AY661842 1.8mBB.17

AY661841 1.8mBB.16 

AY333321 DGGE gel band Seq2(Z0) 

AY333320 DGGE gel band Seq1(Z0)

MHVG

AB019718 pMC2A15

AB094525 OHKA1.28

AB177229 ODP1244A2.3

AB177260 ODP1251A1.15

AB177264 ODP1251A1.24

SAGMEG

AB050209 SAGMA-E

AB050210 SAGMA-F

AB050211 SAGMA-G

AB050212 SAGMA-H

AB050214 SAGMA-J

AB050222 SAGMA-Q

AB050223 SAGMA-R

AB050224 SAGMA-S

AB050226 SAGMA-U

AB050232 SAGMA-1

AB050242 SAGMA-12

AB050245 SAGMA-15

AB094530 OHKA2.13

AB094535 OHKA4.4

AB094545 OHKA5.5

AB177000 ODP1227A1.16

AB177002 ODP1227A1.27

AB177011 ODP1227A18.12

AB177023 ODP1227A2.01

AB177028 ODP1227A3.21

AB177032 ODP1227A5.28

AB177263 ODP1251A1.18

AB177265 ODP1251A1.27

AJ867778 86-AC6

AJ867783 42-AB10

AJ867784 6-AA2

AY093452 MA-C1-2

AY093453 MA-C1-4

AY093454 MA-C1-50

AY661826 1.8mBB.1

AY661827 1.8mBB.2

DQ301966 2H2_E09

DQ301983 1H5_D09

DQ301996 1H5_H06

DQ301998 1H5_H12

DQ302004 5H2_H14

DQ302006 5H2_H23

TMEG

AB050225 SAGMA-T

AB094542 OHKA4.77

AY661821 1.8mENZ.1

AY661822 1.8mENZ.2

AY661823 1.8mENZ.3 

AY661824 1.8mENZ.4 

DQ301972 5H3_A21

DQ301986 1H5_E05

Other Crenaerchaea

AB019732 pISA9

AB019733 pISA7

AB049051 pPCA12.14

AB049052 pPCA19.6

AB050205 SAGMA-A

AB050207 SAGMA-C

AB050208 SAGMA-D

AB050221 SAGMA-P

AB050227 SAGMA-V

AB050228 SAGMA-W

AB050229 SAGMA-X

AB050230 SAGMA-Y

AB050231 SAGMA-Z

AB050233 SAGMA-2

AB050238 SAGMA-8

AB050240 SAGMA-10

AB050241 SAGMA-11

AB050244 SAGMA-14

AB052979 pPACMA-I

AB052984 pPACMA-N

AB052991 pPACMA-X

AB052992 pPACMA-Y 

AB072728 pHAuA-C

AB177271 ODP1251A15.19

AF119135 APA2-17cm

AF119143 ACA10-0cm

AY436510 NANK-A72

AY661818 43mENZ.3

AY661819 43mENZ.1

AY661820 43mENZ.2

AY800210 1a_D3

AY800212 1C6WR1ArcA4D01

AY800213 1C_F5

AY800214 1C_A1

AY800215 1C_C2

AY800216 1a_A2

AY800217 Site1225 1C_D6

Other Euryarchaea

AB019734 pMC2A384

AB019736 pMC2A24

AB019739 pMC2A10

AB019740 pSSMCA108

AB019741 pISA12

AB019742 pISA42

AB019743 pMC2A5

AB019744 pMC2A21

AB019745 pMC2A232

AB019746 pMC2A211

AB019747 pMC2A17

AB019748 pISA35

AB019749 pISA18

AB019750 pISA38

AB019751 pISA1

AB019754 pMC1A4

AB019757 pIVWA104

AB019758 pISA16

AB019759 pISA14

AB049034 pPCA7.13

AB049036 pPCA7.34

AB050206 SAGMA-B

AB050215 SAGMA-J2

AB050217 SAGMA-L

AB050218 SAGMA-M

AB050219 SAGMA-N

AB050220 SAGMA-O

AB050235 SAGMA-4

AB050236 SAGMA-6

AB050237 SAGMA-7

AB050247 SAGMA-17

AB052983 pPACMA-M

AB052985 pPACMA-P

AB052986 pPACMA-Q

AB052990 pPACMA-W

AB094534 OHKA3.36

AB177029 ODP1227A4.23

AB177097 ODP1230A16.29

AB177108 ODP1230A21.28

AB177113 ODP1230A23.11

AB177269 ODP1251A15.13

AB177273 ODP1251A15.24

AB177276 ODP1251A20.3

AB177280 ODP1251A25.11

AB177288 ODP1251A5.5

AF119124 CRA13-11cm

AF119139 APA6-17cm

AF119140 APA7-17cm

AY333322 DGGE gel band Seq3(Z0) 

AY333323 DGGE gel band Seq4(Z0) 

AY333332 DGGE gel band SEQ13(Z1) 

AY333338 DGGE gel band SEQ20(S6) 

AY333344 DGGE gel band SEQ27(Z6) 

AY661815 43mENZ.5

AY661816 43mENZ.4

AY661817 43mENZ.6

AY661828 1.8mBB.3

AY661829 1.8mBB.4

AY800211 1a_E6

DQ301969 2H2_L04

DQ301971 3H5_M06

DQ302010 Site1229 12H3_ar12

DQ302023 Site 1229 4H3_ar22

