Figure S1: (A) Principal Coordinates Analysis of Pearson correlation coefficients between tip-to-tip distances in pairs of phylogenetic trees constructed from differentially sliced alignments, including trees generated from full-length sequences and reads beginning in the V3 and V4 regions only. Points are colored by amplicon length. Points representing trees generated from full-length sequences are circled in white to indicate their position when obscured by other points. (B) Principal Coordinates Analysis of Pearson correlation coefficients between tip-to-tip distances in pairs of phylogenetic trees constructed from differentially sliced alignments, including trees generated from full-length sequences and reads beginning in the V3 and V4 regions only. Points are colored by the first variable region encountered in the differentially sliced alignments. Points representing trees generated from full-length sequences are circled in white to indicate their position when obscured by other points.
