SUPPLEMENTARY FIGURES
Supplementary Figure 1a. 
A plot of SINE and LINE percentage sequence content in 1 Mb windows along the length of chromosome 1. 
Supplementary Figure 1b.
 A plot of G+C content, CpG island density and non-pseudogene density in 1 Mb windows along the length of chromosome 1.

Supplementary Figure 2 
Chromosome 1 low copy repeat analysis of sequences greater than 10kb in size. Inter-chromosomal repeats (left) and intra-chromosomal repeats alignments (right).

Supplementary Figure 3
The alignment of genetic and physical maps along the length of the chromosome 1. Pink, female; blue, male; green, sex average
Supplementary Figure 4 
Linear regression analysis of the probability of gene expression versus the replication timing ration of chromosome 1.

Supplementary Figure 5: 

Correlation between recombination rate, G+C and expression calculated by extracting the genomic position of each expression tag from our replication timing analysis and  calculating the average recombination rate and G+C content over each region 






