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Supplementary Figure 1. Correlation between Ki-67 positivity and EdU incorporation in rat
cardiomyocytes transfected with the miRNA mimics library.

a. Representative images of rat cardiomyocytes transfected with a fluorescently-labeled control
microRNA (Dy547-cel-miR-67), at 24, 48 and 72 h after transfection. Mock-transfected cells are shown
for comparison. Scale bar: 100 ym.

b. Representative images of rat cardiomyocytes transfected with cel-miR-67 (control) and a toxic siRNA
(siRNA against Ubiquitin C, UbC), at 48 h after transfection. Transfection with the toxic siRNA against
UbC resulted in death of virtually all cells, indicating the high efficiency of functional transfection. Scale
bar: 100 ym.

c. Correlation between the percentage of cardiomyocytes positive for Ki-67 and EdU, assessed 72 h
after transfection with the 875 tested miRNA mimics. Results for the two replicates of the screening are
shown: the rearession line is shown in hlack.
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Supplementary Figure 2. A subset of miRNAs decreases cardiomyocyte proliferation.

a. Percentage of proliferating cardiomyocytes (a-actinin+, Ki-67+ and EdU+ cells), assessed 72 h after
transfection with cel-miR-67 (control), or the 10 miRNAs identified in the screening that inhibit neonatal
cardiomyocyte proliferation more efficiently. Values are presented as mean + s.e.m.; for all samples
P<0.001 relative to control, n=3 per group.

b. Representative images of EdU staining of rat cardiomyocytes treated with the 10 miRNAs identified
in the screening that inhibit neonatal cardiomyocyte proliferation more efficiently. The nuclei of
proliferating cells are stained in red. Scale bar: 100 ym.
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Supplementary Figure 3. Effect of combined, pairwise administration of the four top miRNAs on
rat cardiomyocyte proliferation.

Percentage of proliferating rat cardiomyocytes (a-actinin+, Ki-67+ and EdU+ cells) upon transfection of
combinations of pairs of four miRNAs that strongly increase cardiomyocyte proliferation (miR-590-3p,
miR-199a-3p, miR-1825 and miR-33b*), to ascertain whether these could exert a synergistic effect. The
experiments were performed at final miRNA concentration at 25 nM. Under these conditions, the
pro-proliferative effect obtained by the miRNA pairs was comparable to that of the single miRNA with the
strongest effect in the pair.Values are presented as mean * s.e.m.; for all samples P<0.001 relative to
control, n=3 per group.
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Supplementary Figure 4. miRNA expression in neonatal and adult rat cardiomyocytes.

a. Expression profiles of miRNAs in neonatal and adult rat cardiomyocytes. Heatmap represents the
two-way hierarchical clustering of samples and miRNAs; each row represents one the 269 miRNAs that
were detectable in neonatal cardiomyocytes; each column corresponds to one independent sample. The
color scale shown at the bottom illustrates the relative expression level of the miRNAs (log2 scale);
values ranged from -7.06 to +4.25. The different samples of neonatal (7 samples) and adult (6 samples)
cardiomyocytes were obtained from independent cell isolations.

b. Changes in miRNA expression across neonatal and adult rat cardiomyocyte samples. Each line
represents one of the 269 miRNAs detected in neonatal cardiomyocytes. Expression of 128 miRNAs is
decreased by more than 2-fold in adult cardiomyocytes (left panel), whereas expression of 33 miRNAs is
increased by more than 2-fold in adult cardiomyocytes (right panel); the expression of 108 miRNAs
remains unchanged (less than 2-fold change, middle panel).

c. Analysis of correlation between the differences in miRNA expression in neonatal vs adult rat
cardiomyocytes and the percentage of cardiomyocyte proliferation obtained after transfection of the
miRNA mimic. Values are presented for the 194 miRNAs showing complete conservation between
human and rat; miRNAs marked in red and blue are those that increased or decreased cardiomyocyte
proliferation by more than 2-fold compared to the control (cel-miR-67), respectively.
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Supplementary Figure 5. Cardiomyocyte proliferation induced by the miRNAs does not correlate with an increase in cell size.

a. Analysis of correlation between the percentage of proliferating cardiomyocytes (a-actinin+, Ki-67+ and EdU+ cells) and the cardiomyocyte size, assessed 72 h after transfection
with the 875 tested miRNA mimics; miRNAs marked in red and blue increase or decrease cardiomyocyte proliferation by more than 2-fold compared to the control (cel-miR-67),
respectively. Dashed line represents the average size of cardiomyocytes treated with the control miRNA cel-miR-67.

b. Representative images of EdU staining of rat cardiomyocytes treated with cel-miR-67 (control), hsa-miR-590-3p, hsa-miR-199a-3p, hsa-miR-1825 and hsa-miR-33b*, four miRNAs
that strongly increase cardiomyocyte proliferation, and hsa-miR-29b, a miRNA that increases cardiomyocyte size significantly. The nuclei of proliferating cardiomyocytes are stained
in red. Enlarged figures are shown in the bottom panels. Scale bar: 100 um.

c-e. Analysis of cardiomyocyte area (panel c), percentage of cardiomyocytes positive for ANP (panel d) and relative ANP expression levels (panel e), assessed 72h after transfection
with cel-miR-67 (control), hsa-miR-590-3p, hsa-miR-199a-3p, hsa-miR-199a-5p and hsa-miR-29b. Cells were maintained in 0.1%FBS to limit the hypertrophy induced by serum and
to better appreciate the effect of mMiRNAs on cardiomyocyte size. Values are presented as mean + s.e.m.; * P<0.05, *** P<0.001 relative to control, n=3 per group.

f. Representative images of ANP staining of rat cardiomyocytes treated with cel-miR-67 (control), hsa-miR-590-3p, hsa-miR-199a-3p, hsa-miR-199a-5p and hsa-miR-29b.
Accumulation of ANP in the perinuclear region is shown in green. Enlarged figures are shown in the bottom panels. Scale bar: 100 pm.
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Supplementary Figure 6. Stimulation of mouse cardiomyocyte proliferation by miRNAs.
Representative images of EdU staining of mouse cardiomyocytes treated with cel-miR-67 (control),
hsa-miR-590-3p, hsa-miR-199a-3p, hsa-miR-1825 and hsa-miR-33b*. The nuclei of proliferating
cardiomyocytes are stained in red. Enlarged figures are shown in the bottom panels. Scale bar: 100 ym.
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Supplementary Figure 7. Increase in cardiomyocyte number induced by miRNAs.

Representative images of rat cardiomyocytes treated with control (cel-miR-67), hsa-miR-590-3p,
hsa-miR-199a-3p, hsa-miR-1825 and hsa-miR-33b* microRNAs, at day 6 after transfection. Hoechst
channel is shown in the bottom panels. Scale bar: 100 ym.
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Supplementary Figure 8. Cardiomyocyte proliferation induced by the miRNAs does not correlate
with an increase in fibroblast proliferation.

a. Analysis of correlation between the percentage of proliferating cardiomyocytes (a-actinin+, Ki-67+
and EdU+ cells) and the percentage of proliferating fibroblasts (a-actinin-, Ki-67+ and EdU+ cells),
assessed 72 h after transfection with the 875 tested miRNA mimics; miRNAs marked in red and blue
increase or decrease cardiomyocyte proliferation by more than 2-fold compared to the control
(cel-miR-67), respectively. Dashed line represents the average proliferation of fibroblasts treated with
the control miRNA cel-miR-67.

b. Percentage of Ki-67+ and EdU+ fibroblasts assessed 72 h after transfection with cel-miR-67 (control),
hsa-miR-590-3p, hsa-miR-199a-3p, hsa-miR-1825 and hsa-miR-33b*, four miRNAs that strongly
increase cardiomyocyte proliferation. Values are presented as mean + s.e.m.; n=3 per group.
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Supplementary Figure 9. miRNAs are able to induce proliferation of cardiomyocytes isolated
from 7-day old rats.

a. Percentage of EdU-positive cardiomyocytes, extracted from 7-day old rats, assessed 72 h after
transfection with cel-miR-67 (control), hsa-miR-590-3p, hsa-miR-199a-3p, hsa-miR-1825 and
hsa-miR-33b*, four miRNAs that strongly increase neonatal cardiomyocyte proliferation. Values are
presented as mean + s.e.m.; *** P<0.001 relative to control, n=3 per group.

b. Representative images of EdU staining of rat cardiomyocytes, isolated from 7-day old animals and
treated with cel-miR-67 (control), hsa-miR-590-3p, hsa-miR-199a-3p, hsa-miR-1825 and hsa-miR-33b*.
The nuclei of proliferating cardiomyocytes are stained in red. Enlarged figures are shown in the bottom
panels. Scale bar: 100 ym.
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Supplementary Figure 10. Effect of miRNAs on the expression of selected genes related with cardiac
differentiation and cell cycle. Levels of expression of a panel of genes related to cardiac differentiation (Myh6 -
alpha-MHC, Myh7 - beta-MHC, Nkx2.5, Dab2, Destrin, Runx1) and cell cycle (Ccne1, Ccna2 and Ccnb1 - cyclins E1,
A2 and B1, respectively), assessed at the day of extraction of adult cardiomyocytes (adult, white bars) or after
transfection with cel-miR-67 (control), hsa-miR-590-3p and hsa-miR-199a-3p, at day 7 (gray bars); neonatal
cardiomyocytes are shown for comparison (black bars). Values are presented as fold change over adult
cardiomyocytes, after normalization with GAPDH, and represent mean * s.e.m.; ns not significant, ** P<0.01, ***
P<0.001 relative to adult cardiomyocytes (day 1) or cel-miR-67 treated adult cardiomyocytes (day 7), n=3 per group.
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Supplementary Figure 11. Functional analysis of transcripts up- and down-regulated by

hsa-miR-590-3p and hsa-miR-199a-3p.

a. Functional categories enriched among the 1056 transcripts upregulated by hsa-miR-590-3p or
hsa-miR-199a-3p, identified using Ingenuity Pathway Analysis (IPA); the twelve most enriched

categories are shown. Red line represents P=0.05.
b. Functional categories enriched among the 697
hsa-miR-199a-3p, identified using IPA; the twelve
represents P=0.05.

transcripts downregulated by hsa-miR-590-3p or
most enriched categories are shown. Red line
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Supplementary Figure 12. Homer1 and Hopx are direct targets of hsa-miR-590-3p and
hsa-miR-199a-3p.

3’-UTR luciferase reporter assays performed in HelLa cells transfected with cel-miR-67, hsa-miR-590-3p
and hsa-miR-199a-3p. Results are shown for the 3'-UTRs of Homer1, Hopx and Clic5, as well as for the
empty vector (control); Renilla luciferase activity was normalized to that of Firefly luciferase. Values are
presented as mean + s.e.m.; * P<0.05, ** P<0.01, *** P<0.001 relative to cel-miR-67, n=3 per group.

12 | WWW.NATURE.COM/NATURE



SUPPLEMENTARY INFORMATION gHaVZH,

cel-miR-67 hsa-miR-590-3p hsa-miR-199a-3p

Hoechst a-actinin EAU Q)

EdU

(o)

cel-miR-67 hsa-miR-590-3p hsa-miR-199a-3p

trichrome staining

Supplementary Figure 13. miR-590 and miR-199a increase proliferation in neonatal rat hearts
without inducing fibrosis.

a. Representative images of EdU staining (red) and a-actinin (green) in sections of neonatal rat hearts
injected with cel-miR-67, hsa-miR-590-3p or hsa-miR-199a-3p, 4 days after miRNA injection. EdU
channel is shown in the lower panels. Scale bar: 1 mm.

b. Representative images of sections of rat hearts injected with cel-miR-67, hsa-miR-590-3p or
hsa-miR-199a-3p (4 days post-injection), stained with Masson trichrome to reveal muscle fibers (red)
and collagen (blue). Scale bar: 1 mm
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Supplementary Figure 14. miR-590 and miR-199a do not induce hypertrophy in mouse hearts.
Confocal microscopy images of heart sections, from mice transduced with AAV9-control, AAV9-miR-590
or AAV9-miR-199a (12 days after transduction), stained with fluorescently labeled wheat germ agglutinin
(WGA-AF594) to delimit the borders of the muscle fibers. Scale bar: 10 um. Quantification of
cardiomyocyte cross-sectional area is shown in Fig. 4h. n=3 per group.
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Supplementary Figure 15. mIR-590 and miR-199a increase CM mitosis.

Representative images of phospho-H3 staining (green) and a-actinin (red) in heart sections of mice
transduced with AAV9-control, AAV9-miR-590 or AAV9-miR-199a, 12 days after transduction.
Phospho-H3 channel is shown in the lower panels. Cells that undergo mitosis are positive for
phospho-H3 staining. Scale bar: 100 pm.
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Supplementary Figure 16. miR-590 and miR-199a increase proliferation in adult mice heart.

a. Schematic of the experiments designed to evaluate the effect of selected miRNAs in the heart of adult
mice. Mice were injected intracardially (i.c.) with AAV9-control, AAV9-miR-590 or AAV9-miR-199a and
EdU was administered every 2 days until day 10; animals were sacrificed 12 days after transduction with
the AAV9 vectors.

b. Representative images of EdU staining (red) and a-actinin (green) in heart sections of adult mice
transduced with AAV9-control, AAV9-miR-590 or AAV9-miR-199a, 12 days after transduction. The EdU
channel is shown in the lower panels. Cells that have proliferated appear EdU-positive. Scale bar: 100
pm.

c. Percentage of cells positive for EAU in heart sections of adult mice transduced with AAV9-control,
AAV9-miR-590 and AAV9-miR-199a, 12 days after transduction. Values are presented as mean +
s.e.m.; *** P<0.001 relative to control, n=3 per group.
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Supplementary Figure 17. Overexpression of miRNAs in the heart mediated by
Adeno-Associated vectors (AAV).

a,b. Quantification of the expression of hsa-miR-590-3p (panel a) and hsa-miR-199a-3p (panel b) in the
heart of neonatal mice transduced with AAV9-control, AAV9-miR-590 and AAV9-miR-199a, 12 days after
intraperitoneal delivery of AAV vectors. Values are presented as mean * s.e.m.; *** P<0.001 relative to
control, n=3-4 per group.

¢,d. Quantification of the expression of hsa-miR-590-3p (panel ¢) and hsa-miR-199a-3p (panel d) in the
heart of adult mice transduced with AAV9-control, AAV9-miR-590 and AAV9-miR-199a, 12 days after
intracardiac delivery of AAV vectors. Values are presented as mean + s.e.m.; *** P<0.001 relative to
control, n=3-4 per group.
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Supplementary Figure 18. miR-590-3p and miR-199a-3p preserve cardiac function after
myocardial infarction.

a-c. Left ventricular anterior wall thickening (LVAW thickening, panel a), left ventricular end-diastolic
anterior wall thickness (LVAW thickness-d, panel b) and left ventricular end-systolic internal diameter
(LVID-s, panel c) of mice transduced with AAV9-control, AAV9-miR-590 or AAV9-miR-199a, analyzed by
echocardiography at 12, 30 and 60 days after myocardial infarction. Values are presented as mean *
s.e.m.; dashed line represents the average value of non-infarcted animals i.c. injected with
AAV9-control; * P<0.05, ** P<0.01 relative to control, n=16 at day 12 and n=10 at days 30 and 60.
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Supplementary Figure 19. miR-590 and miR-199a do not protect cardiomyocytes from apoptosis.
a. Percentage of TUNEL-positive neonatal rat cardiomyocytes not treated or treated for 20 h with 1 uM
doxorubicin or 1 uM epirubicin, 48h after transfection with cel-miR-67 (control), hsa-miR-590-3p and
hsa-miR-199a-3p. Values are presented as mean + s.e.m.; n=3 per group. There was no statistically
significant difference between cel-miR-67 and either of the two other miRNAs.

b. Representative confocal microscopy images of TUNEL staining (red) and a-actinin (green) in heart
sections of adult mice not treated or transduced with AAV9-control, AAV9-miR-590 and AAV9-miR-199a,
12 days after myocardial infarction and intracardiac delivery of AAV vectors. Scale bar: 100 pm.
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Eulalio et al. - Supplementary Table |

Summary of the results of the high-content microRNA screening for cardiomyocyte proliferation. 875 microRNA
mimics corresponding to 988 microRNAs were tested in rat cardiomyocytes; the highlighted rows correspond to the 204
microRNA mimics showing the best performance in rat cardiomyocytes, which were also tested in mouse cardiomyocytes.

RAT MOUSE
miRBase
microRNA mature Sequence total % % proliferating % proliferating

sequen_ce number | cardiomyocytes cardiomyocytes cardiomyocytes

accession an‘;?;,'zse d (a-actinin+) (o-act+, Kif7+, EdU+) (a-act+, Ki-f7+, EdU+)
hsa-let-7a MIMAT0000062 | UGAGGUAGUAGGUUGUAUAGUU 3009 84.20 3.24 -
hsa-let-7a* MIMAT0004481 | CUAUACAAUCUACUGUCUUUC 3400 85.32 26.87 3.36
hsa-let-7a-2* MIMAT0010195 | CUGUACAGCCUCCUAGCUUUCC 3129 89.01 2.07 -
hsa-let-7b MIMAT0000063 | UGAGGUAGUAGGUUGUGUGGUU 2977 85.62 2.70 -
hsa-let-7b* MIMAT0004482 | CUAUACAACCUACUGCCUUCCC 3211 85.89 22.56 -
hsa-let-7¢ MIMAT0000064 | UGAGGUAGUAGGUUGUAUGGUU 3182 82.70 3.72 -
hsa-let-7¢* MIMAT0004483 | UAGAGUUACACCCUGGGAGUUA 2760 83.80 4.75 -
hsa-let-7d MIMAT0000065 | AGAGGUAGUAGGUUGCAUAGUU 3072 83.81 6.63 -
hsa-let-7d* MIMAT0004484 | CUAUACGACCUGCUGCCUUUCU 3134 80.49 7.75 -
hsa-let-7e MIMAT0000066 | UGAGGUAGGAGGUUGUAUAGUU 2824 87.45 2.91 -
hsa-let-7e* MIMAT0004485 | CUAUACGGCCUCCUAGCUUUCC 2831 82.55 20.00 -
hsa-let-7f MIMAT0000067 | UGAGGUAGUAGAUUGUAUAGUU 2881 85.14 3.03 -
hsa-let-7f-1* MIMAT0004486 | CUAUACAAUCUAUUGCCUUCCC 3159 89.33 20.20 -
hsa-let-7f-2* MIMAT0004487 | CUAUACAGUCUACUGUCUUUCC 3489 86.74 30.55 1.72
hsa-let-7g MIMAT0000414 | UGAGGUAGUAGUUUGUACAGUU 3100 84.50 2.60 -
hsa-let-7g* MIMAT0004584 | CUGUACAGGCCACUGCCUUGC 3240 87.02 1.35 -
hsa-let-7i MIMAT0000415 | UGAGGUAGUAGUUUGUGCUGUU 2856 86.97 0.95 -
hsa-let-7i* MIMAT0004585 | CUGCGCAAGCUACUGCCUUGCU 3020 89.02 37.46 3.91
hsa-miR-1 MIMAT0000416 | UGGAAUGUAAAGAAGUAUGUAU 2178 83.61 2.15 -
hsa-miR-100 MIMAT0000098 | AACCCGUAGAUCCGAACUUGUG 3054 88.51 38.09 4.91
hsa-miR-100* MIMAT0004512 | CAAGCUUGUAUCUAUAGGUAUG 3095 84.62 6.97 -
hsa-miR-101 MIMAT0000099 | UACAGUACUGUGAUAACUGAA 2349 77.46 9.44 -
hsa-miR-101* MIMAT0004513 | CAGUUAUCACAGUGCUGAUGCU 2655 81.62 7.27 -
hsa-miR-103 MIMAT0000101 | AGCAGCAUUGUACAGGGCUAUGA 2895 87.93 2.88 -
hsa-miR-103-2* MIMAT0009196 | AGCUUCUUUACAGUGCUGCCUUG 2398 84.76 12.57 -
hsa-miR-103-as MIMAT0007402 | UCAUAGCCCUGUACAAUGCUGCU 1572 81.33 0.43 -
hsa-miR-105 MIMAT0000102 | UCAAAUGCUCAGACUCCUGUGGU 2505 85.19 1.62 -
hsa-miR-105* MIMAT0004516 | ACGGAUGUUUGAGCAUGUGCUA 3028 82.32 2.87 -
hsa-miR-106a MIMAT0000103 | AAAAGUGCUUACAGUGCAGGUAG 3405 85.04 25.02 5.94
hsa-miR-106a* MIMAT0004517 | CUGCAAUGUAAGCACUUCUUAC 3360 86.77 25.65 1.71
hsa-miR-106b MIMAT0000680 | UAAAGUGCUGACAGUGCAGAU 3201 87.39 27.52 7.16
hsa-miR-106b* MIMAT0004672 | CCGCACUGUGGGUACUUGCUGC 2762 84.49 1.97 -
hsa-miR-107 MIMAT0000104 | AGCAGCAUUGUACAGGGCUAUCA 2857 88.08 2.19 -
hsa-miR-10a MIMAT0000253 | UACCCUGUAGAUCCGAAUUUGUG 2918 86.51 10.21 -
hsa-miR-10a* MIMAT0004555 | CAAAUUCGUAUCUAGGGGAAUA 2792 85.39 2.16 -
hsa-miR-10b MIMAT0000254 | UACCCUGUAGAACCGAAUUUGUG 2801 85.77 12.77 -
hsa-miR-10b* MIMAT0004556 | ACAGAUUCGAUUCUAGGGGAAU 2815 84.09 13.29 -
hsa-miR-1178 MIMAT0005823 | UUGCUCACUGUUCUUCCCUAG 2785 89.64 12.57 -
hsa-miR-1179 MIMAT0005824 | AAGCAUUCUUUCAUUGGUUGG 3013 86.18 15.03 -
hsa-miR-1180 MIMAT0005825 | UUUCCGGCUCGCGUGGGUGUGU 2908 86.62 0.60 -
hsa-miR-1181 MIMAT0005826 | CCGUCGCCGCCACCCGAGCCG 3081 85.77 24.36 -
hsa-miR-1182 MIMAT0005827 | GAGGGUCUUGGGAGGGAUGUGAC 3361 85.27 40.25 5.08
hsa-miR-1183 MIMAT0005828 | CACUGUAGGUGAUGGUGAGAGUGGGCA| 2854 85.27 10.09 -
hsa-miR-1184 MIMAT0005829 | CCUGCAGCGACUUGAUGGCUUCC 3052 87.25 3.29 -
hsa-miR-1185 MIMAT0005798 | AGAGGAUACCCUUUGUAUGUU 2385 76.71 1.48 -
hsa-miR-1197 MIMAT0005955 | UAGGACACAUGGUCUACUUCU 3052 85.19 11.60 -
hsa-miR-1200 MIMAT0005863 | CUCCUGAGCCAUUCUGAGCCUC 2812 87.45 1.70 -
hsa-miR-1201 MIMAT0005864 | AGCCUGAUUAAACACAUGCUCUGA 3214 88.61 15.13 -
hsa-miR-1202 MIMAT0005865 | GUGCCAGCUGCAGUGGGGGAG 2542 92.80 0.77 -
hsa-miR-1203 MIMAT0005866 | CCCGGAGCCAGGAUGCAGCUC 3584 79.13 14.31 -
hsa-miR-1204 MIMAT0005868 | UCGUGGCCUGGUCUCCAUUAU 2831 84.42 10.37 -
hsa-miR-1205 MIMAT0005869 | UCUGCAGGGUUUGCUUUGAG 2995 88.53 2.84 -
hsa-miR-1206 MIMAT0005870 | UGUUCAUGUAGAUGUUUAAGC 3000 86.48 17.95 -
hsa-miR-1207-3p MIMAT0005872 | UCAGCUGGCCCUCAUUUC 2890 72.32 0.89 -
hsa-miR-1207-5p MIMAT0005871 UGGCAGGGAGGCUGGGAGGGG 2487 90.11 3.77 -
hsa-miR-1208 MIMAT0005873 | UCACUGUUCAGACAGGCGGA 3348 85.65 26.25 2.44
hsa-miR-122 MIMAT0000421 UGGAGUGUGACAAUGGUGUUUG 3398 83.42 14.83 -
hsa-miR-122* MIMAT0004590 | AACGCCAUUAUCACACUAAAUA 3124 87.05 8.69 -
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hsa-miR-1224-3p MIMAT0005459 | CCCCACCUCCUCUCUCCUCAG 3235 84.73 39.23 6.77
hsa-miR-1224-5p MIMAT0005458 | GUGAGGACUCGGGAGGUGG 2304 78.06 1.15 -
hsa-miR-1225-3p MIMAT0005573 | UGAGCCCCUGUGCCGCCCCCAG 3001 81.92 9.99 -
hsa-miR-1225-5p MIMAT0005572 | GUGGGUACGGCCCAGUGGGGGG 2484 90.20 0.27 -
hsa-miR-1226 MIMAT0005577 | UCACCAGCCCUGUGUUCCCUAG 3503 79.43 11.22 -
hsa-miR-1226* MIMAT0005576 | GUGAGGGCAUGCAGGCCUGGAUGGGG 2449 88.83 4.09 -
hsa-miR-1227 MIMAT0005580 | CGUGCCACCCUUUUCCCCAG 2912 90.87 13.74 -
hsa-miR-1228 MIMAT0005583 | UCACACCUGCCUCGCCCcCCC 2655 81.15 2.29 -
hsa-miR-1228* MIMAT0005582 | GUGGGCGGGGGCAGGUGUGUG 3134 85.69 15.93 -
hsa-miR-1229 MIMAT0005584 | CUCUCACCACUGCCCUCCCACAG 3168 87.04 35.84 6.42
hsa-miR-1231 MIMAT0005586 | GUGUCUGGGCGGACAGCUGC 3021 88.96 6.37 -
hsa-miR-1233 MIMAT0005588 | UGAGCCCUGUCCUCCCGCAG 2549 81.91 2.24 -
hsa-miR-1234 MIMAT0005589 | UCGGCCUGACCACCCACCCCAC 3168 85.20 24.51 -
hsa-miR-1236 MIMAT0005591 | CCUCUUCCCCUUGUCUCUCCAG 2829 89.64 1.26 -
hsa-miR-1237 MIMAT0005592 | UCCUUCUGCUCCGUCCCCCAG 3147 84.22 20.09 -
hsa-miR-1238 MIMAT0005593 | CUUCCUCGUCUGUCUGCCCC 2907 90.11 24.64 -
hsa-miR-124 MIMAT0000422 | UAAGGCACGCGGUGAAUGCC 617 26.66 0.00 -
hsa-miR-124* MIMAT0004591 | CGUGUUCACAGCGGACCUUGAU 2386 88.58 6.17 -
hsa-miR-1243 MIMAT0005894 | AACUGGAUCAAUUAUAGGAGUG 2872 87.88 17.36 -
hsa-miR-1244 MIMAT0005896 | AAGUAGUUGGUUUGUAUGAGAUGGUU 2578 81.54 37.29 18.19
hsa-miR-1245 MIMAT0005897 | AAGUGAUCUAAAGGCCUACAU 3505 85.15 12.41 -
hsa-miR-1246 MIMAT0005898 | AAUGGAUUUUUGGAGCAGG 2990 79.08 3.14 -
hsa-miR-1247 MIMAT0005899 | ACCCGUCCCGUUCGUCCCCGGA 3063 89.39 36.51 5.96
hsa-miR-1248 MIMAT0005900 | ACCUUCUUGUAUAAGCACUGUGCUAAA 3868 83.17 32.68 13.23
hsa-miR-1249 MIMAT0005901 | ACGCCCUUCCCCCCCUUCUUCA 3025 87.17 37.47 6.01
hsa-miR-1250 MIMAT0005902 | ACGGUGCUGGAUGUGGCCUUU 2675 86.69 8.62 -
hsa-miR-1251 MIMAT0005903 | ACUCUAGCUGCCAAAGGCGCU 3081 86.74 4.41 -
hsa-miR-1252 MIMAT0005944 | AGAAGGAAAUUGAAUUCAUUUA 3178 85.84 19.04 -
hsa-miR-1253 MIMAT0005904 | AGAGAAGAAGAUCAGCCUGCA 2912 86.40 10.18 -
hsa-miR-1254 MIMAT0005905 | AGCCUGGAAGCUGGAGCCUGCAGU 2967 83.75 7.79 -
hsa-miR-1255a MIMAT0005906 | AGGAUGAGCAAAGAAAGUAGAUU 2671 62.30 0.31 -
hsa-miR-1255b MIMAT0005945 | CGGAUGAGCAAAGAAAGUGGUU 2652 71.68 0.50 -
hsa-miR-1256 MIMAT0005907 | AGGCAUUGACUUCUCACUAGCU 2522 86.99 1.58 -
hsa-miR-1257 MIMAT0005908 | AGUGAAUGAUGGGUUCUGACC 2958 82.23 0.95 -
hsa-miR-1258 MIMAT0005909 | AGUUAGGAUUAGGUCGUGGAA 3277 85.02 30.06 3.71
hsa-miR-1259 MIMAT0005910 | AUAUAUGAUGACUUAGCUUUU 2836 84.98 3.20 -
hsa-miR-125a-3p MIMAT0004602 | ACAGGUGAGGUUCUUGGGAGCC 2654 85.95 2.80 -
hsa-miR-125a-5p MIMAT0000443 | UCCCUGAGACCCUUUAACCUGUGA 2889 86.64 6.30 -
hsa-miR-125b MIMAT0000423 | UCCCUGAGACCCUAACUUGUGA 2972 88.58 3.87 -
hsa-miR-125b-1* MIMAT0004592 | ACGGGUUAGGCUCUUGGGAGCU 3100 83.40 19.87 -
hsa-miR-125b-2* MIMAT0004603 | UCACAAGUCAGGCUCUUGGGAC 2761 89.62 10.44 -
hsa-miR-126 MIMAT0000445 | UCGUACCGUGAGUAAUAAUGCG 2733 81.91 1.69 -
hsa-miR-126* MIMAT0000444 | CAUUAUUACUUUUGGUACGCG 3521 80.59 12.63 -
hsa-miR-1260 MIMAT0005911 | AUCCCACCUCUGCCACCA 2975 88.49 37.54 4.21
hsa-miR-1261 MIMAT0005913 | AUGGAUAAGGCUUUGGCUU 2863 89.29 7.16 -
hsa-miR-1262 MIMAT0005914 | AUGGGUGAAUUUGUAGAAGGAU 3127 86.47 12.85 -
hsa-miR-1263 MIMAT0005915 | AUGGUACCCUGGCAUACUGAGU 2872 85.46 6.00 -
hsa-miR-1264 MIMAT0005791 | CAAGUCUUAUUUGAGCACCUGUU 2171 81.85 18.97 -
hsa-miR-1265 MIMAT0005918 | CAGGAUGUGGUCAAGUGUUGUU 2952 86.89 12.18 -
hsa-miR-1266 MIMAT0005920 | CCUCAGGGCUGUAGAACAGGGCU 2476 84.25 15.15 -
hsa-miR-1267 MIMAT0005921 | CCUGUUGAAGUGUAAUCCCCA 3103 82.52 22.00 -
hsa-miR-1268 MIMAT0005922 | CGGGCGUGGUGGUGGGGG 3025 87.65 10.40 -
hsa-miR-1269 MIMAT0005923 | CUGGACUGAGCCGUGCUACUGG 2592 78.70 1.13 -
hsa-miR-1270 MIMAT0005924 | CUGGAGAUAUGGAAGAGCUGUGU 1716 78.55 0.88 -
hsa-miR-1271 MIMAT0005796 | CUUGGCACCUAGCAAGCACUCA 2867 86.26 6.97 -
hsa-miR-1272 MIMAT0005925 | GAUGAUGAUGGCAGCAAAUUCUGAAA 2896 87.10 3.96 -
hsa-miR-1273 MIMAT0005926 | GGGCGACAAAGCAAGACUCUUUCUU 3557 85.62 44.43 3.82
hsa-miR-127-3p MIMAT0000446 | UCGGAUCCGUCUGAGCUUGGCU 2991 88.13 5.94 -
hsa-miR-1274a MIMAT0005927 | GUCCCUGUUCAGGCGCCA 3102 87.14 15.40 -
hsa-miR-1274b MIMAT0005938 | UCCCUGUUCGGGCGCCA 3036 86.74 25.77 11.95
hsa-miR-1275 MIMAT0005929 | GUGGGGGAGAGGCUGUC 3225 83.19 2.53 -
hsa-miR-127-5p MIMAT0004604 | CUGAAGCUCAGAGGGCUCUGAU 1728 83.22 0.96 -
hsa-miR-1276 MIMAT0005930 | UAAAGAGCCCUGUGGAGACA 3070 85.29 9.75 -
hsa-miR-1277 MIMAT0005933 | UACGUAGAUAUAUAUGUAUUUU 3014 82.76 5.13 -
hsa-miR-1278 MIMAT0005936 | UAGUACUGUGCAUAUCAUCUAU 1689 80.85 5.10 -
hsa-miR-1279 MIMAT0005937 | UCAUAUUGCUUCUUUCU 2711 84.62 27.81 5.99
hsa-miR-128 MIMAT0000424 | UCACAGUGAACCGGUCUCUUU 1835 64.39 9.62 -
hsa-miR-1280 MIMAT0005946 | UCCCACCGCUGCCACCC 3296 84.42 26.30 3.23
hsa-miR-1281 MIMAT0005939 | UCGCCUCCUCCUCUCCC 3004 90.56 28.26 11.65
hsa-miR-1282 MIMAT0005940 | UCGUUUGCCUUUUUCUGCUU 3347 87.96 34.17 2.92
hsa-miR-1283 MIMAT0005799 | UCUACAAAGGAAAGCGCUUUCU 3213 87.22 26.38 4.16
hsa-miR-1284 MIMAT0005941 UCUAUACAGACCCUGGCUUUUC 3312 83.67 20.75 -
hsa-miR-1285 MIMAT0005876 | UCUGGGCAACAAAGUGAGACCU 2670 91.16 2.37 -
hsa-miR-1286 MIMAT0005877 | UGCAGGACCAAGAUGAGCCCU 2881 87.56 0.84 -
hsa-miR-1287 MIMAT0005878 | UGCUGGAUCAGUGGUUCGAGUC 2131 88.76 0.23 -
hsa-miR-1288 MIMAT0005942 | UGGACUGCCCUGAUCUGGAGA 2841 72.65 0.87 -
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hsa-miR-1289 MIMAT0005879 | UGGAGUCCAGGAAUCUGCAUUUU 3668 83.91 20.41 -
hsa-miR-129* MIMAT0004548 | AAGCCCUUACCCCAAAAAGUAU 1267 64.17 2.25 -
hsa-miR-1290 MIMAT0005880 | UGGAUUUUUGGAUCAGGGA 2995 86.98 8.25 -
hsa-miR-1291 MIMAT0005881 UGGCCCUGACUGAAGACCAGCAGU 2757 84.88 1.95 -
hsa-miR-1292 MIMAT0005943 | UGGGAACGGGUUCCGGCAGACGCUG 3008 83.83 20.83 -
hsa-miR-1293 MIMAT0005883 | UGGGUGGUCUGGAGAUUUGUGC 2693 88.15 3.61 -
hsa-miR-129-3p MIMAT0004605 | AAGCCCUUACCCCAAAAAGCAU 1048 57.40 2.33 -
hsa-miR-1294 MIMAT0005884 | UGUGAGGUUGGCAUUGUUGUCU 2438 89.46 0.55 -
hsa-miR-1295 MIMAT0005885 | UUAGGCCGCAGAUCUGGGUGA 2051 84.59 0.47 -
hsa-miR-129-5p MIMAT0000242 | CUUUUUGCGGUCUGGGCUUGC 2358 93.24 0.83 -
hsa-miR-1296 MIMAT0005794 | UUAGGGCCCUGGCUCCAUCUCC 2349 85.95 7.06 -
hsa-miR-1297 MIMAT0005886 | UUCAAGUAAUUCAGGUG 3910 77.61 32.24 9.37
hsa-miR-1298 MIMAT0005800 | UUCAUUCGGCUGUCCAGAUGUA 2288 82.10 18.65 -
hsa-miR-1299 MIMAT0005887 | UUCUGGAAUUCUGUGUGAGGGA 1853 83.41 0.33 -
hsa-miR-1300 MIMAT0005888 | UUGAGAAGGAGGCUGCUG 2198 83.03 0.49 -
hsa-miR-1301 MIMAT0005797 | UUGCAGCUGCCUGGGAGUGACUUC 3008 86.62 10.36 -
hsa-miR-1302 MIMAT0005890 | UUGGGACAUACUUAUGCUAAA 3086 79.44 2.71 -
hsa-miR-1303 MIMAT0005891 UUUAGAGACGGGGUCUUGCUCU 3093 80.47 14.22 -
hsa-miR-1304 MIMAT0005892 | UUUGAGGCUACAGUGAGAUGUG 2273 84.49 0.73 -
hsa-miR-1305 MIMAT0005893 | UUUUCAACUCUAAUGGGAGAGA 3143 85.70 31.35 4.25
hsa-miR-1306 MIMAT0005950 | ACGUUGGCUCUGGUGGUG 2485 90.56 1.70 -
hsa-miR-1307 MIMAT0005951 | ACUCGGCGUGGCGUCGGUCGUG 3072 85.95 8.65 -
hsa-miR-1308 MIMAT0005947 | GCAUGGGUGGUUCAGUGG 2638 90.18 27.57 5.45
hsa-miR-130a MIMAT0000425 | CAGUGCAAUGUUAAAAGGGCAU 3788 86.29 33.91 3.13
hsa-miR-130a* MIMAT0004593 | UUCACAUUGUGCUACUGUCUGC 3341 84.26 26.37 4.36
hsa-miR-130b MIMAT0000691 CAGUGCAAUGAUGAAAGGGCAU 3817 87.42 26.93 3.02
hsa-miR-130b* MIMAT0004680 | ACUCUUUCCCUGUUGCACUAC 2911 83.08 3.34 -
hsa-miR-132 MIMAT0000426 | UAACAGUCUACAGCCAUGGUCG 3539 84.77 30.73 2.63
hsa-miR-132* MIMAT0004594 | ACCGUGGCUUUCGAUUGUUACU 2702 88.71 1.80 -
hsa-miR-1321 MIMAT0005952 | CAGGGAGGUGAAUGUGAU 3208 86.24 17.83 -
hsa-miR-1322 MIMAT0005953 | GAUGAUGCUGCUGAUGCUG 3032 88.14 38.71 4.77
hsa-miR-1323 MIMAT0005795 | UCAAAACUGAGGGGCAUUUUCU 2991 91.79 3.95 -
hsa-miR-1324 MIMAT0005956 | CCAGACAGAAUUCUAUGCACUUUC 3327 82.40 21.18 -
hsa-miR-133a MIMAT0000427 | UUUGGUCCCCUUCAACCAGCUG 2770 81.75 1.06 -
hsa-miR-133b MIMAT0000770 | UUUGGUCCCCUUCAACCAGCUA 2478 88.82 3.40 -
hsa-miR-134 MIMAT0000447 | UGUGACUGGUUGACCAGAGGGG 2663 88.96 0.59 -
hsa-miR-135a MIMAT0000428 | UAUGGCUUUUUAUUCCUAUGUGA 2783 87.91 1.13 -
hsa-miR-135a* MIMAT0004595 | UAUAGGGAUUGGAGCCGUGGCG 2833 89.76 20.44 -
hsa-miR-135b MIMAT0000758 | UAUGGCUUUUCAUUCCUAUGUGA 2964 86.05 1.30 -
hsa-miR-135b* MIMAT0004698 | AUGUAGGGCUAAAAGCCAUGGG 2673 92.03 5.58 -
hsa-miR-136 MIMAT0000448 | ACUCCAUUUGUUUUGAUGAUGGA 2382 84.49 8.57 -
hsa-miR-136* MIMAT0004606 | CAUCAUCGUCUCAAAUGAGUCU 2430 92.24 1.16 -
hsa-miR-137 MIMAT0000429 | UUAUUGCUUAAGAAUACGCGUAG 2568 81.64 0.33 -
hsa-miR-138 MIMAT0000430 | AGCUGGUGUUGUGAAUCAGGCCG 2733 87.16 1.73 -
hsa-miR-138-1* MIMAT0004607 | GCUACUUCACAACACCAGGGCC 3063 83.45 23.20 -
hsa-miR-138-2* MIMAT0004596 | GCUAUUUCACGACACCAGGGUU 2761 85.19 10.89 -
hsa-miR-139-3p MIMAT0004552 | GGAGACGCGGCCCUGUUGGAGU 2931 88.89 23.49 -
hsa-miR-139-5p MIMAT0000250 | UCUACAGUGCACGUGUCUCCAG 3384 84.03 21.13 -
hsa-miR-140-3p MIMAT0004597 | UACCACAGGGUAGAACCACGG 3047 86.41 9.42 -
hsa-miR-140-5p MIMAT0000431 CAGUGGUUUUACCCUAUGGUAG 3491 83.46 24.09 -
hsa-miR-141 MIMAT0000432 | UAACACUGUCUGGUAAAGAUGG 3092 83.60 26.86 4.17
hsa-miR-141* MIMAT0004598 | CAUCUUCCAGUACAGUGUUGGA 2675 87.57 0.64 -
hsa-miR-142-3p MIMAT0000434 | UGUAGUGUUUCCUACUUUAUGGA 4192 86.10 17.76 -
hsa-miR-142-5p MIMAT0000433 | CAUAAAGUAGAAAGCACUACU 2938 84.53 27.23 5.78
hsa-miR-143 MIMAT0000435 | UGAGAUGAAGCACUGUAGCUC 3355 83.46 19.00 -
hsa-miR-143* MIMAT0004599 | GGUGCAGUGCUGCAUCUCUGGU 3928 87.59 36.71 11.40
hsa-miR-144 MIMAT0000436 | UACAGUAUAGAUGAUGUACU 2549 84.25 2.89 -
hsa-miR-144* MIMAT0004600 | GGAUAUCAUCAUAUACUGUAAG 4620 87.24 34.90 9.94
hsa-miR-145 MIMAT0000437 | GUCCAGUUUUCCCAGGAAUCCCU 2853 81.48 13.78 -
hsa-miR-145* MIMAT0004601 GGAUUCCUGGAAAUACUGUUCU 2605 84.36 2.44 -
hsa-miR-1468 MIMAT0006789 | CUCCGUUUGCCUGUUUCGCUG 2810 87.26 37.54 1.06
hsa-miR-1469 MIMAT0007347 | CUCGGCGCGGGGCGCGGGCUCC 3420 83.33 9.89 -
hsa-miR-146a MIMAT0000449 | UGAGAACUGAAUUCCAUGGGUU 3217 85.89 31.47 7.01
hsa-miR-146a* MIMAT0004608 | CCUCUGAAAUUCAGUUCUUCAG 2787 81.70 7.54 -
hsa-miR-146b-3p MIMAT0004766 | UGCCCUGUGGACUCAGUUCUGG 2980 89.45 14.89 -
hsa-miR-146b-5p MIMAT0002809 | UGAGAACUGAAUUCCAUAGGCU 3412 88.17 28.98 6.51
hsa-miR-147 MIMAT0000251 GUGUGUGGAAAUGCUUCUGC 2694 89.50 0.55 -
hsa-miR-1470 MIMAT0007348 | GCCCUCCGCCCGUGCACCCCG 2994 86.71 30.81 3.93
hsa-miR-1471 MIMAT0007349 | GCCCGCGUGUGGAGCCAGGUGU 2689 86.04 5.83 -
hsa-miR-147b MIMAT0004928 | GUGUGCGGAAAUGCUUCUGCUA 3432 88.52 37.02 2.55
hsa-miR-148a MIMAT0000243 | UCAGUGCACUACAGAACUUUGU 2957 84.51 6.24 -
hsa-miR-148a* MIMAT0004549 | AAAGUUCUGAGACACUCCGACU 2560 91.60 0.97 -
hsa-miR-148b MIMAT0000759 | UCAGUGCAUCACAGAACUUUGU 4496 85.83 23.27 -
hsa-miR-148b* MIMAT0004699 | AAGUUCUGUUAUACACUCAGGC 3391 82.78 10.59 -
hsa-miR-149 MIMAT0000450 | UCUGGCUCCGUGUCUUCACUCCC 3138 85.28 14.20 -
hsa-miR-149* MIMAT0004609 | AGGGAGGGACGGGGGCUGUGC 3172 81.78 1.99 -
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hsa-miR-150 MIMAT0000451 UCUCCCAACCCUUGUACCAGUG 2876 84.44 9.19 -
hsa-miR-150* MIMAT0004610 | CUGGUACAGGCCUGGGGGACAG 2954 80.28 8.95 -
hsa-miR-151-3p MIMAT0000757 | CUAGACUGAAGCUCCUUGAGG 3001 83.56 6.98 -
hsa-miR-151-5p MIMAT0004697 | UCGAGGAGCUCACAGUCUAGU 3200 84.16 13.90 -
hsa-miR-152 MIMAT0000438 | UCAGUGCAUGACAGAACUUGG 4669 84.08 26.77 17.09
hsa-miR-153 MIMAT0000439 | UUGCAUAGUCACAAAAGUGAUC 2540 76.44 12.31 -
hsa-miR-1537 MIMAT0007399 | AAAACCGUCUAGUUACAGUUGU 2975 88.89 8.46 -
hsa-miR-1538 MIMAT0007400 | CGGCCCGGGCUGCUGCUGUUCCU 3092 86.00 14.15 -
hsa-miR-1539 MIMAT0007401 UCCUGCGCGUCCCAGAUGCCC 2970 87.29 16.94 -
hsa-miR-154 MIMAT0000452 | UAGGUUAUCCGUGUUGCCUUCG 2852 87.11 10.54 -
hsa-miR-154* MIMAT0000453 | AAUCAUACACGGUUGACCUAUU 2832 88.72 33.31 4.35
hsa-miR-155 MIMAT0000646 | UUAAUGCUAAUCGUGAUAGGGGU 2526 86.42 6.14 -
hsa-miR-155* MIMAT0004658 | CUCCUACAUAUUAGCAUUAACA 2994 79.88 19.91 -
hsa-miR-15a MIMAT0000068 | UAGCAGCACAUAAUGGUUUGUG 2506 87.71 0.35 -
hsa-miR-15a* MIMAT0004488 | CAGGCCAUAUUGUGCUGCCUCA 2812 79.48 7.85 -
hsa-miR-15b MIMAT0000417 | UAGCAGCACAUCAUGGUUUACA 2580 86.47 0.40 -
hsa-miR-15b* MIMAT0004586 | CGAAUCAUUAUUUGCUGCUCUA 3159 82.56 8.84 -
hsa-miR-16 MIMAT0000069 | UAGCAGCACGUAAAUAUUGGCG 1847 84.30 0.35 -
hsa-miR-16-1* MIMAT0004489 | CCAGUAUUAACUGUGCUGCUGA 3287 83.72 18.76 -
hsa-miR-16-2* MIMAT0004518 | CCAAUAUUACUGUGCUGCUUUA 3114 85.79 16.91 -
hsa-miR-17 MIMAT0000070 | CAAAGUGCUUACAGUGCAGGUAG 3535 87.60 28.04 6.95
hsa-miR-17* MIMAT0000071 | ACUGCAGUGAAGGCACUUGUAG 3045 88.44 32.62 3.83
hsa-miR-181a MIMAT0000256 | AACAUUCAACGCUGUCGGUGAGU 3304 86.30 32.64 11.18
hsa-miR-181a* MIMAT0000270 [ACCAUCGACCGUUGAUUGUACC 3444 85.21 29.68 4.96
hsa-miR-181a-2* MIMAT0004558 | ACCACUGACCGUUGACUGUACC 2823 83.55 32.11 3.64
hsa-miR-181b MIMAT0000257 | AACAUUCAUUGCUGUCGGUGGGU 2181 79.69 22.53 -
hsa-miR-181c MIMAT0000258 | AACAUUCAACCUGUCGGUGAGU 3191 77.64 18.91 -
hsa-miR-181c* MIMAT0004559 | AACCAUCGACCGUUGAGUGGAC 2848 83.78 19.54 -
hsa-miR-181d MIMAT0002821 | AACAUUCAUUGUUGUCGGUGGGU 2830 80.42 19.48 -
hsa-miR-182 MIMAT0000259 [ UUUGGCAAUGGUAGAACUCACACU 2619 88.05 15.48 -
hsa-miR-182* MIMAT0000260 | UGGUUCUAGACUUGCCAACUA 1049 57.01 0.61 -
hsa-miR-1825 MIMAT0006765 | UCCAGUGCCCUCCUCUCC 3756 82.99 45.69 16.11
hsa-miR-1826 MIMAT0006766 | AUUGAUCAUCGACACUUCGAACGCAAU 3582 87.94 21.10 -
hsa-miR-1827 MIMAT0006767 | UGAGGCAGUAGAUUGAAU 2685 82.68 1.45 -
hsa-miR-183 MIMAT0000261 UAUGGCACUGGUAGAAUUCACU 1727 81.21 0.21 -
hsa-miR-183* MIMAT0004560 | GUGAAUUACCGAAGGGCCAUAA 2979 85.50 6.65 -
hsa-miR-184 MIMAT0000454 | UGGACGGAGAACUGAUAAGGGU 3387 83.98 3.91 -
hsa-miR-185 MIMAT0000455 | UGGAGAGAAAGGCAGUUCCUGA 2829 80.36 0.72 -
hsa-miR-185* MIMAT0004611 | AGGGGCUGGCUUUCCUCUGGUC 2424 80.22 0.67 -
hsa-miR-186 MIMAT0000456 | CAAAGAAUUCUCCUUUUGGGCU 3045 86.54 24.26 -
hsa-miR-186* MIMAT0004612 | GCCCAAAGGUGAAUUUUUUGGG 2839 86.25 0.06 -
hsa-miR-187 MIMAT0000262 | UCGUGUCUUGUGUUGCAGCCGG 3308 86.14 15.54 -
hsa-miR-187* MIMAT0004561 | GGCUACAACACAGGACCCGGGC 3473 81.99 21.36 -
hsa-miR-188-3p MIMAT0004613 | CUCCCACAUGCAGGGUUUGCA 3060 85.28 12.80 -
hsa-miR-188-5p MIMAT0000457 | CAUCCCUUGCAUGGUGGAGGG 2994 89.09 24.69 -
hsa-miR-18a MIMAT0000072 | UAAGGUGCAUCUAGUGCAGAUAG 3221 83.69 4.66 -
hsa-miR-18a* MIMAT0002891 | ACUGCCCUAAGUGCUCCUUCUGG 3374 88.03 36.14 14.70
hsa-miR-18b MIMAT0001412 | UAAGGUGCAUCUAGUGCAGUUAG 2985 87.89 4.50 -
hsa-miR-18b* MIMAT0004751 UGCCCUAAAUGCCCCUUCUGGC 3309 83.95 26.67 12.12
hsa-miR-19° MIMAT0000073 | UGUGCAAAUCUAUGCAAAACUGA 4630 86.12 29.53 7.43
hsa-miR-190 MIMAT0000458 | UGAUAUGUUUGAUAUAUUAGGU 3018 86.20 30.25 3.46
hsa-miR-1908 MIMAT0007881 CGGCGGGGACGGCGAUUGGUC 2975 83.80 6.73 -
hsa-miR-1909 MIMAT0007883 | CGCAGGGGCCGGGUGCUCACCG 3210 85.50 24.52 -
hsa-miR-1909* MIMAT0007882 | UGAGUGCCGGUGCCUGCCCUG 3628 85.47 12.78 -
hsa-miR-190b MIMAT0004929 | UGAUAUGUUUGAUAUUGGGUU 2721 89.29 36.32 4.48
hsa-miR-191 MIMAT0000440 | CAACGGAAUCCCAAAAGCAGCUG 3023 84.60 13.21 -
hsa-miR-191* MIMAT0001618 | GCUGCGCUUGGAUUUCGUCCCC 3076 86.64 30.61 3.66
hsa-miR-1910 MIMAT0007884 | CCAGUCCUGUGCCUGCCGCCU 3964 81.52 41.05 9.55
hsa-miR-1911 MIMAT0007885 | UGAGUACCGCCAUGUCUGUUGGG 3309 84.24 3.50 -
hsa-miR-1911* MIMAT0007886 | CACCAGGCAUUGUGGUCUCC 3167 80.39 7.35 -
hsa-miR-1912 MIMAT0007887 | UACCCAGAGCAUGCAGUGUGAA 2644 89.98 0.39 -
hsa-miR-1913 MIMAT0007888 | UCUGCCCCCUCCGCUGCUGCCA 2800 87.86 11.32 -
hsa-miR-1914 MIMAT0007889 | CCCUGUGCCCGGCCCACUUCUG 3255 86.13 25.33 4.49
hsa-miR-1914* MIMAT0007890 | GGAGGGGUCCCGCACUGGGAGG 3152 81.71 20.62 -
hsa-miR-1915 MIMAT0007892 | CCCCAGGGCGACGCGGCGGG 3459 81.73 6.92 -
hsa-miR-1915* MIMAT0007891 | ACCUUGCCUUGCUGCCCGGGCC 2683 86.06 0.94 -
hsa-miR-192 MIMAT0000222 | CUGACCUAUGAAUUGACAGCC 2916 89.68 26.74 7.91
hsa-miR-192* MIMAT0004543 | CUGCCAAUUCCAUAGGUCACAG 2617 89.63 10.73 -
hsa-miR-193a-3p MIMAT0000459 | AACUGGCCUACAAAGUCCCAGU 2651 87.23 0.39 -
hsa-miR-193a-5p MIMAT0004614 | UGGGUCUUUGCGGGCGAGAUGA 3010 81.93 1.99 -
hsa-miR-193b MIMAT0002819 [ AACUGGCCCUCAAAGUCCCGCU 2681 89.15 0.41 -
hsa-miR-193b* MIMAT0004767 | CGGGGUUUUGAGGGCGAGAUGA 2645 86.31 2.20 -
hsa-miR-194 MIMAT0000460 | UGUAACAGCAACUCCAUGUGGA 2746 91.52 9.33 -
hsa-miR-194* MIMAT0004671 CCAGUGGGGCUGCUGUUAUCUG 2954 82.97 3.68 -
hsa-miR-195 MIMAT0000461 UAGCAGCACAGAAAUAUUGGC 2563 86.05 0.58 -
hsa-miR-195* MIMAT0004615 | CCAAUAUUGGCUGUGCUGCUCC 3521 86.95 38.58 9.22
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hsa-miR-196a MIMAT0000226 | UAGGUAGUUUCAUGUUGUUGGG 2878 84.85 2.77 -
hsa-miR-196a* MIMAT0004562 | CGGCAACAAGAAACUGCCUGAG 2646 86.32 1.19 -
hsa-miR-196b MIMAT0001080 | UAGGUAGUUUCCUGUUGUUGGG 3131 81.51 4.38 -
hsa-miR-196b* MIMAT0009201 UCGACAGCACGACACUGCCUUC 2932 88.81 4.69 -
hsa-miR-197 MIMAT0000227 | UUCACCACCUUCUCCACCCAGC 2934 90.13 26.30 9.44
hsa-miR-1972 MIMAT0009447 | UCAGGCCAGGCACAGUGGCUCA 2899 78.41 11.53 -
hsa-miR-1973 MIMAT0009448 | ACCGUGCAAAGGUAGCAUA 2940 87.04 26.34 3.92
hsa-miR-1974 MIMAT0009449 | UGGUUGUAGUCCGUGCGAGAAUA 4966 83.23 25.85 5.28
hsa-miR-1975 MIMAT0009450 | CCCCCACAACCGCGCUUGACUAGCU 3169 85.67 22.84 -
hsa-miR-1976 MIMAT0009451 | CCUCCUGCCCUCCUUGCUGU 2874 87.42 11.95 -
hsa-miR-1977 MIMAT0009452 | GAUUAGGGUGCUUAGCUGUUAA 3932 88.35 31.37 5.75
hsa-miR-1978 MIMAT0009453 | GGUUUGGUCCUAGCCUUUCUA 2804 84.34 9.06 -
hsa-miR-1979 MIMAT0009454 | CUCCCACUGCUUCACUUGACUA 3013 86.04 15.77 -
hsa-miR-198 MIMAT0000228 | GGUCCAGAGGGGAGAUAGGUUC 1435 71.01 240 -
hsa-miR-199a-3| MIMAT0000232

hsa-miR-199b-3z MIMAT0004563 ACAGUAGUCUGCACAUUGGUUA 4210 84.80 36.49 37.91
hsa-miR-199a-5p MIMAT0000231 CCCAGUGUUCAGACUACCUGUUC 3929 83.88 36.56 8.76
hsa-miR-199b-5p MIMAT0000263 | CCCAGUGUUUAGACUAUCUGUUC 3029 87.24 42.27 6.07
hsa-miR-19a* MIMAT0004490 | AGUUUUGCAUAGUUGCACUACA 3488 92.00 31.32 12.70
hsa-miR-19b MIMAT0000074 | UGUGCAAAUCCAUGCAAAACUGA 4819 85.47 24.43 -
hsa-miR-19b-1* MIMAT0004491 | AGUUUUGCAGGUUUGCAUCCAGC 3015 91.54 19.81 -
hsa-miR-19b-2* MIMAT0004492 | AGUUUUGCAGGUUUGCAUUUCA 3416 89.81 32.76 16.85
hsa-miR-200a MIMAT0000682 | UAACACUGUCUGGUAACGAUGU 3166 83.16 25.24 5.39
hsa-miR-200a* MIMAT0001620 | CAUCUUACCGGACAGUGCUGGA 3205 86.66 22.65 -
hsa-miR-200b MIMAT0000318 | UAAUACUGCCUGGUAAUGAUGA 2550 86.49 9.76 -
hsa-miR-200b* MIMAT0004571 CAUCUUACUGGGCAGCAUUGGA 3042 87.18 5.91 -
hsa-miR-200c MIMAT0000617 | UAAUACUGCCGGGUAAUGAUGGA 2517 86.33 7.91 -
hsa-miR-200c* MIMAT0004657 | CGUCUUACCCAGCAGUGUUUGG 2058 77.11 11.68 -
hsa-miR-202 MIMAT0002811 | AGAGGUAUAGGGCAUGGGAA 2756 84.67 0.77 -
hsa-miR-202* MIMAT0002810 | UUCCUAUGCAUAUACUUCUUUG 3156 82.51 36.94 7.29
hsa-miR-203 MIMAT0000264 | GUGAAAUGUUUAGGACCACUAG 2829 84.46 1.60 -
hsa-miR-204 MIMAT0000265 | UUCCCUUUGUCAUCCUAUGCCU 3237 87.67 32.80 7.08
hsa-miR-205 MIMAT0000266 | UCCUUCAUUCCACCGGAGUCUG 2954 88.37 24.91 6.95
hsa-miR-205* MIMAT0009197 | GAUUUCAGUGGAGUGAAGUUC 1836 80.61 7.61 -
hsa-miR-2052 MIMAT0009977 | UGUUUUGAUAACAGUAAUGU 3115 87.01 30.31 11.69
hsa-miR-2053 MIMAT0009978 | GUGUUAAUUAAACCUCUAUUUAC 3444 83.80 40.40 5.19
hsa-miR-2054 MIMAT0009979 | CUGUAAUAUAAAUUUAAUUUAUU 3358 83.71 18.98 -
hsa-miR-206 MIMAT0000462 | UGGAAUGUAAGGAAGUGUGUGG 1814 80.62 1.00 -
hsa-miR-208a MIMAT0000241 | AUAAGACGAGCAAAAAGCUUGU 3169 79.68 6.81 -
hsa-miR-208b MIMAT0004960 | AUAAGACGAACAAAAGGUUUGU 2927 79.91 3.49 -
hsa-miR-20a MIMAT0000075 | UAAAGUGCUUAUAGUGCAGGUAG 3182 81.27 25.29 5.65
hsa-miR-20a* MIMAT0004493 | ACUGCAUUAUGAGCACUUAAAG 3527 83.64 34.08 5.24
hsa-miR-20b MIMAT0001413 | CAAAGUGCUCAUAGUGCAGGUAG 2723 85.09 25.41 3.72
hsa-miR-20b* MIMAT0004752 | ACUGUAGUAUGGGCACUUCCAG 3091 89.45 36.43 2.55
hsa-miR-21 MIMAT0000076 | UAGCUUAUCAGACUGAUGUUGA 2677 85.39 11.08 -
hsa-miR-21* MIMAT0004494 | CAACACCAGUCGAUGGGCUGU 2691 88.93 2.72 -
hsa-miR-210 MIMAT0000267 | CUGUGCGUGUGACAGCGGCUGA 3396 88.07 39.65 11.47
hsa-miR-211 MIMAT0000268 | UUCCCUUUGUCAUCCUUCGCCU 3395 85.15 31.87 7.68
hsa-miR-2110 MIMAT0010133 | UUGGGGAAACGGCCGCUGAGUG 3264 86.57 7.96 -
hsa-miR-2113 MIMAT0009206 | AUUUGUGCUUGGCUCUGUCAC 4315 87.33 32.39 2.83
hsa-miR-212 MIMAT0000269 | UAACAGUCUCCAGUCACGGCC 2918 86.74 11.74 -
hsa-miR-214 MIMAT0000271 | ACAGCAGGCACAGACAGGCAGU 2804 85.66 7.91 -
hsa-miR-214* MIMAT0004564 | UGCCUGUCUACACUUGCUGUGC 3211 88.73 2.67 -
hsa-miR-215 MIMAT0000272 | AUGACCUAUGAAUUGACAGAC 3050 91.03 26.00 1.73
hsa-miR-216a MIMAT0000273 | UAAUCUCAGCUGGCAACUGUGA 3129 85.83 19.44 -
hsa-miR-216b MIMAT0004959 | AAAUCUCUGCAGGCAAAUGUGA 2692 89.12 8.66 -
hsa-miR-217 MIMAT0000274 | UACUGCAUCAGGAACUGAUUGGA 2684 92.75 6.93 -
hsa-miR-218 MIMAT0000275 | UUGUGCUUGAUCUAACCAUGU 2950 89.75 26.04 3.34
hsa-miR-218-1* MIMAT0004565 | AUGGUUCCGUCAAGCACCAUGG 2102 83.30 0.78 -
hsa-miR-218-2* MIMAT0004566 | CAUGGUUCUGUCAAGCACCGCG 3053 86.49 1.65 -
hsa-miR-219-1-3p MIMAT0004567 | AGAGUUGAGUCUGGACGUCCCG 2544 82.88 1.90 -
hsa-miR-219-2-3p MIMAT0004675 | AGAAUUGUGGCUGGACAUCUGU 2424 81.02 3.78 -
hsa-miR-219-5p MIMAT0000276 | UGAUUGUCCAAACGCAAUUCU 3785 89.38 33.51 14.02
hsa-miR-22 MIMAT0000077 | AAGCUGCCAGUUGAAGAACUGU 2953 87.66 1.49 -
hsa-miR-22* MIMAT0004495 | AGUUCUUCAGUGGCAAGCUUUA 2658 91.44 0.79 -
hsa-miR-220a MIMAT0000277 | CCACACCGUAUCUGACACUUU 2853 83.40 2.08 -
hsa-miR-220b MIMAT0004908 | CCACCACCGUGUCUGACACUU 3046 87.34 33.50 10.47
hsa-miR-220c MIMAT0004915 | ACACAGGGCUGUUGUGAAGACU 3506 83.13 16.26 -
hsa-miR-221 MIMAT0000278 | AGCUACAUUGUCUGCUGGGUUUC 4232 87.06 12.38 -
hsa-miR-221* MIMAT0004568 | ACCUGGCAUACAAUGUAGAUUU 2752 87.10 1.22 -
hsa-miR-222 MIMAT0000279 | AGCUACAUCUGGCUACUGGGU 3825 83.35 13.63 -
hsa-miR-222* MIMAT0004569 | CUCAGUAGCCAGUGUAGAUCCU 2317 89.64 15.69 -
hsa-miR-223 MIMAT0000280 | UGUCAGUUUGUCAAAUACCCCA 2476 83.72 17.44 -
hsa-miR-223* MIMAT0004570 | CGUGUAUUUGACAAGCUGAGUU 2815 87.30 0.61 -
hsa-miR-224 MIMAT0000281 CAAGUCACUAGUGGUUCCGUU 3036 88.59 19.86 -
hsa-miR-224* MIMAT0009198 | AAAAUGGUGCCCUAGUGACUACA 1967 78.98 3.02 -
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hsa-miR-23a MIMAT0000078 | AUCACAUUGCCAGGGAUUUCC 3429 85.26 34.25 551
hsa-miR-23a* MIMAT0004496 | GGGGUUCCUGGGGAUGGGAUUU 2944 86.99 9.41 -
hsa-miR-23b MIMAT0000418 | AUCACAUUGCCAGGGAUUACC 3584 84.70 35.98 18.04
hsa-miR-23b* MIMAT0004587 | UGGGUUCCUGGCAUGCUGAUUU 3160 84.97 30.39 1.22
hsa-miR-24 MIMAT0000080 | UGGCUCAGUUCAGCAGGAACAG 3715 82.91 27.32 2.74
hsa-miR-24-1* MIMAT0000079 | UGCCUACUGAGCUGAUAUCAGU 3078 82.36 4.35 -
hsa-miR-24-2* MIMAT0004497 | UGCCUACUGAGCUGAAACACAG 2998 88.04 4.16 -
hsa-miR-25 MIMAT0000081 | CAUUGCACUUGUCUCGGUCUGA 3410 80.54 12.75 -
hsa-miR-25* MIMAT0004498 | AGGCGGAGACUUGGGCAAUUG 2206 84.54 0.16 -
hsa-miR-26a MIMAT0000082 | UUCAAGUAAUCCAGGAUAGGCU 2622 87.32 0.51 -
hsa-miR-26a-1* MIMAT0004499 | CCUAUUCUUGGUUACUUGCACG 3062 82.35 10.25 -
hsa-miR-26a-2* MIMAT0004681 | CCUAUUCUUGAUUACUUGUUUC 2853 92.60 1.85 -
hsa-miR-26b MIMAT0000083 | UUCAAGUAAUUCAGGAUAGGU 4069 83.36 30.59 10.47
hsa-miR-26b* MIMAT0004500 | CCUGUUCUCCAUUACUUGGCUC 2845 86.84 2.64 -
hsa-miR-27a MIMAT0000084 | UUCACAGUGGCUAAGUUCCGC 3070 86.21 15.58 -
hsa-miR-27a* MIMAT0004501 | AGGGCUUAGCUGCUUGUGAGCA 2837 87.82 1.64 -
hsa-miR-27b MIMAT0000419 | UUCACAGUGGCUAAGUUCUGC 3156 84.44 20.90 -
hsa-miR-27b* MIMAT0004588 | AGAGCUUAGCUGAUUGGUGAAC 3108 83.70 12.57 -
hsa-miR-28-3p MIMAT0004502 | CACUAGAUUGUGAGCUCCUGGA 2886 80.37 14.11 -
hsa-miR-28-5p MIMAT0000085 | AAGGAGCUCACAGUCUAUUGAG 2660 90.08 2.67 -
hsa-miR-296-3p MIMAT0004679 | GAGGGUUGGGUGGAGGCUCUCC 2758 85.99 1.01 -
hsa-miR-296-5p MIMAT0000690 | AGGGCCCCCCCUCAAUCCUGU 3004 83.59 2.46 -
hsa-miR-297 MIMAT0004450 | AUGUAUGUGUGCAUGUGCAUG 2064 86.05 0.80 -
hsa-miR-298 MIMAT0004901 | AGCAGAAGCAGGGAGGUUCUCCCA 3027 87.25 17.34 -
hsa-miR-299-3p MIMAT0000687 | UAUGUGGGAUGGUAAACCGCUU 2727 80.62 0.82 -
hsa-miR-299-5p MIMAT0002890 | UGGUUUACCGUCCCACAUACAU 3232 85.33 8.08 -
hsa-miR-29a MIMAT0000086 | UAGCACCAUCUGAAAUCGGUUA 2993 83.85 4.91 -
hsa-miR-29a* MIMAT0004503 | ACUGAUUUCUUUUGGUGUUCAG 3098 84.60 6.16 -
hsa-miR-29b MIMAT0000100 | UAGCACCAUUUGAAAUCAGUGUU 2996 85.25 5.75 -
hsa-miR-29b-1* MIMAT0004514 | GCUGGUUUCAUAUGGUGGUUUAGA 2568 89.53 0.51 -
hsa-miR-29b-2* MIMAT0004515 | CUGGUUUCACAUGGUGGCUUAG 2050 78.63 0.25 -
hsa-miR-29¢c MIMAT0000681 UAGCACCAUUUGAAAUCGGUUA 3041 86.25 4.71 -
hsa-miR-29¢c* MIMAT0004673 | UGACCGAUUUCUCCUGGUGUUC 2923 90.27 12.76 -
hsa-miR-300 MIMAT0004903 | UAUACAAGGGCAGACUCUCUCU 2807 86.34 14.49 -
hsa-miR-301a MIMAT0000688 | CAGUGCAAUAGUAUUGUCAAAGC 4161 85.93 30.02 5.63
hsa-miR-301b MIMAT0004958 | CAGUGCAAUGAUAUUGUCAAAGC 4247 82.03 33.12 4.71
hsa-miR-302a MIMAT0000684 | UAAGUGCUUCCAUGUUUUGGUGA 2971 90.00 28.91 12.89
hsa-miR-302a* MIMAT0000683 | ACUUAAACGUGGAUGUACUUGCU 2949 84.28 32.70 4.77
hsa-miR-302b MIMAT0000715 | UAAGUGCUUCCAUGUUUUAGUAG 3803 84.51 27.60 10.64
hsa-miR-302b* MIMAT0000714 | ACUUUAACAUGGAAGUGCUUUC 3493 86.66 44.34 8.01
hsa-miR-302¢c MIMAT0000717 | UAAGUGCUUCCAUGUUUCAGUGG 2983 88.18 26.87 11.04
hsa-miR-302¢* MIMAT0000716 | UUUAACAUGGGGGUACCUGCUG 3204 85.30 34.51 10.12
hsa-miR-302d MIMAT0000718 | UAAGUGCUUCCAUGUUUGAGUGU 3613 84.32 33.11 14.18
hsa-miR-302d* MIMAT0004685 | ACUUUAACAUGGAGGCACUUGC 3618 83.72 42.30 9.39
hsa-miR-302e MIMAT0005931 UAAGUGCUUCCAUGCUU 3687 86.99 25.81 5.85
hsa-miR-302f MIMAT0005932 | UAAUUGCUUCCAUGUUU 3406 86.91 19.85 -
hsa-miR-30a MIMAT0000087 | UGUAAACAUCCUCGACUGGAAG 2310 83.49 15.93 -
hsa-miR-30a* MIMAT0000088 | CUUUCAGUCGGAUGUUUGCAGC 2867 82.44 30.99 12.29
hsa-miR-30b MIMAT0000420 | UGUAAACAUCCUACACUCAGCU 2647 86.31 14.66 -
hsa-miR-30b* MIMAT0004589 | CUGGGAGGUGGAUGUUUACUUC 2607 86.40 0.30 -
hsa-miR-30c MIMAT0000244 | UGUAAACAUCCUACACUCUCAGC 2719 85.86 15.94 -
hsa-miR-30c-1* MIMAT0004674 | CUGGGAGAGGGUUGUUUACUCC 2669 84.34 1.17 -
hsa-miR-30c-2* MIMAT0004550 | CUGGGAGAAGGCUGUUUACUCU 2857 86.07 0.84 -
hsa-miR-30d MIMAT0000245 | UGUAAACAUCCCCGACUGGAAG 2952 86.74 20.36 -
hsa-miR-30d* MIMAT0004551 | CUUUCAGUCAGAUGUUUGCUGC 2433 75.81 23.61 -
hsa-miR-30e MIMAT0000692 | UGUAAACAUCCUUGACUGGAAG 2568 85.61 12.25 -
hsa-miR-30e* MIMAT0000693 | CUUUCAGUCGGAUGUUUACAGC 2994 77.81 34.60 15.47
hsa-miR-31 MIMAT0000089 | AGGCAAGAUGCUGGCAUAGCU 3577 85.90 33.29 5.61
hsa-miR-31* MIMAT0004504 | UGCUAUGCCAACAUAUUGCCAU 2335 82.70 21.38 -
hsa-miR-32 MIMAT0000090 | UAUUGCACAUUACUAAGUUGCA 3550 79.90 21.81 -
hsa-miR-32* MIMAT0004505 | CAAUUUAGUGUGUGUGAUAUUU 2396 84.39 15.73 -
hsa-miR-320a MIMAT0000510 | AAAAGCUGGGUUGAGAGGGCGA 2982 87.06 4.39 -
hsa-miR-320b MIMAT0005792 | AAAAGCUGGGUUGAGAGGGCAA 2891 90.59 4.21 -
hsa-miR-320c MIMAT0005793 | AAAAGCUGGGUUGAGAGGGU 2979 88.25 3.89 -
hsa-miR-320d MIMAT0006764 | AAMMAGCUGGGUUGAGAGGA 3296 82.80 15.25 -
hsa-miR-323-3p MIMAT0000755 | CACAUUACACGGUCGACCUCU 3232 83.29 5.93 -
hsa-miR-323-5p MIMAT0004696 | AGGUGGUCCGUGGCGCGUUCGC 2398 88.22 5.62 -
hsa-miR-324-3p MIMAT0000762 | ACUGCCCCAGGUGCUGCUGG 3062 85.71 4.41 -
hsa-miR-324-5p MIMAT0000761 | CGCAUCCCCUAGGGCAUUGGUGU 2750 91.73 16.31 -
hsa-miR-325 MIMAT0000771 CCUAGUAGGUGUCCAGUAAGUGU 2896 84.93 20.63 -
hsa-miR-326 MIMAT0000756 | CCUCUGGGCCCUUCCUCCAG 902 63.64 0.59 -
hsa-miR-328 MIMAT0000752 | CUGGCCCUCUCUGCccuuccaU 3018 80.85 8.14 -
hsa-miR-329 MIMAT0001629 | AACACACCUGGUUAACCUCUUU 2506 86.15 2.28 -
hsa-miR-330-3p MIMAT0000751 GCAAAGCACACGGCCUGCAGAGA 2807 89.37 0.84 -
hsa-miR-330-5p MIMAT0004693 | UCUCUGGGCCUGUGUCUUAGGC 1614 77.76 0.35 -
hsa-miR-331-3p MIMAT0000760 | GCCCCUGGGCCUAUCCUAGAA 3165 85.37 33.46 3.46
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hsa-miR-331-5p MIMAT0004700 | CUAGGUAUGGUCCCAGGGAUCC 3202 87.46 19.15 -
hsa-miR-335 MIMAT0000765 | UCAAGAGCAAUAACGAAAAAUGU 2985 87.39 29.29 3.57
hsa-miR-335* MIMAT0004703 | UUUUUCAUUAUUGCUCCUGACC 4199 86.95 32.53 13.30
hsa-miR-337-3p MIMAT0000754 | CUCCUAUAUGAUGCCUUUCUUC 3117 85.53 22.35 -
hsa-miR-337-5p MIMAT0004695 | GAACGGCUUCAUACAGGAGUU 3220 84.91 9.90 -
hsa-miR-338-3p MIMAT0000763 | UCCAGCAUCAGUGAUUUUGUUG 2986 85.00 9.59 -
hsa-miR-338-5p MIMAT0004701 | AACAAUAUCCUGGUGCUGAGUG 2897 89.45 23.12 -
hsa-miR-339-3p MIMAT0004702 | UGAGCGCCUCGACGACAGAGCCG 3002 81.38 8.63 -
hsa-miR-339-5p MIMAT0000764 | UCCCUGUCCUCCAGGAGCUCACG 1711 82.03 9.15 -
hsa-miR-33a MIMAT0000091 | GUGCAUUGUAGUUGCAUUGCA 2679 85.50 7.75 -
hsa-miR-33a* MIMAT0004506 | CAAUGUUUCCACAGUGCAUCAC 2279 84.20 3.05 -
hsa-miR-33b MIMAT0003301 | GUGCAUUGCUGUUGCAUUGC 2448 87.75 0.42 -
hsa-miR-33b* MIMAT0004811 | CAGUGCCUCGGCAGUGCAGCCC 4461 88.74 37.34 26.71
hsa-miR-340 MIMAT0004692 | UUAUAAAGCAAUGAGACUGAUU 790 64.81 1.31 -
hsa-miR-340* MIMAT0000750 | UCCGUCUCAGUUACUUUAUAGC 3035 88.65 38.87 9.49
hsa-miR-342-3p MIMAT0000753 | UCUCACACAGAAAUCGCACCCGU 2811 84.42 10.32 -
hsa-miR-342-5p MIMAT0004694 | AGGGGUGCUAUCUGUGAUUGA 1963 74.55 0.99 -
hsa-miR-345 MIMAT0000772 | GCUGACUCCUAGUCCAGGGCUC 2862 89.50 3.86 -
hsa-miR-346 MIMAT0000773 | UGUCUGCCCGCAUGCCcUGCcCcUcU 2612 90.51 5.87 -
hsa-miR-34a MIMAT0000255 | UGGCAGUGUCUUAGCUGGUUGU 2777 87.54 0.37 -
hsa-miR-34a* MIMAT0004557 | CAAUCAGCAAGUAUACUGCCCU 2680 87.57 6.07 -
hsa-miR-34b MIMAT0004676 | CAAUCACUAACUCCACUGCCAU 3149 86.93 7.92 -
hsa-miR-34b* MIMAT0000685 | UAGGCAGUGUCAUUAGCUGAUUG 3452 85.18 26.37 0.25
hsa-miR-34¢-3p MIMAT0004677 | AAUCACUAACCACACGGCCAGG 2471 87.56 2.82 -
hsa-miR-34c-5p MIMAT0000686 | AGGCAGUGUAGUUAGCUGAUUGC 2971 88.44 0.15 -
hsa-miR-361-3p MIMAT0004682 | UCCCCCAGGUGUGAUUCUGAUUU 3434 85.03 36.11 9.52
hsa-miR-361-5p MIMAT0000703 | UUAUCAGAAUCUCCAGGGGUAC 1201 73.15 1.26 -
hsa-miR-362-3p MIMAT0004683 | AACACACCUAUUCAAGGAUUCA 2668 87.87 2.69 -
hsa-miR-362-5p MIMAT0000705 | AAUCCUUGGAACCUAGGUGUGAGU 3370 86.34 27.12 1.57
hsa-miR-363 MIMAT0000707 | AAUUGCACGGUAUCCAUCUGUA 3337 82.86 18.13 -
hsa-miR-363* MIMAT0003385 | CGGGUGGAUCACGAUGCAAUUU 3231 90.31 5.15 -
hsa-miR-365 MIMAT0000710 [ UAAUGCCCCUAAAAAUCCUUAU 1952 81.81 1.21 -
hsa-miR-365* MIMAT0009199 | AGGGACUUUCAGGGGCAGCUGU 1304 55.75 0.14 -
hsa-miR-367 MIMAT0000719 | AAUUGCACUUUAGCAAUGGUGA 3792 82.83 30.48 7.75
hsa-miR-367* MIMAT0004686 | ACUGUUGCUAAUAUGCAACUCU 3270 86.85 20.58 -
hsa-miR-369-3p MIMAT0000721 | AAUAAUACAUGGUUGAUCUUU 3194 86.96 31.43 5.04
hsa-miR-369-5p MIMAT0001621 | AGAUCGACCGUGUUAUAUUCGC 3188 85.49 9.43 -
hsa-miR-370 MIMAT0000722 | GCCUGCUGGGGUGGAACCUGGU 2999 80.48 10.56 -
hsa-miR-371-3p MIMAT0000723 | AAGUGCCGCCAUCUUUUGAGUGU 3831 89.79 8.17 -
hsa-miR-371-5p MIMAT0004687 | ACUCAAACUGUGGGGGCACU 2772 83.01 4.83 -
hsa-miR-372 MIMAT0000724 | AAAGUGCUGCGACAUUUGAGCGU 3702 83.60 30.82 16.80
hsa-miR-373 MIMAT0000726 | GAAGUGCUUCGAUUUUGGGGUGU 3643 88.59 32.95 13.57
hsa-miR-373* MIMAT0000725 | ACUCAAAAUGGGGGCGCUUUCC 3010 87.58 15.68 -
hsa-miR-374a MIMAT0000727 | UUAUAAUACAACCUGAUAAGUG 2446 88.23 25.60 2.38
hsa-miR-374a* MIMAT0004688 | CUUAUCAGAUUGUAUUGUAAUU 3012 84.89 15.19 -
hsa-miR-374b MIMAT0004955 | AUAUAAUACAACCUGCUAAGUG 1621 78.59 7.24 -
hsa-miR-374b* MIMAT0004956 | CUUAGCAGGUUGUAUUAUCAUU 3062 86.04 27.09 7.10
hsa-miR-375 MIMAT0000728 | UUUGUUCGUUCGGCUCGCGUGA 2579 88.35 3.55 -
hsa-miR-376a MIMAT0000729 | AUCAUAGAGGAAAAUCCACGU 2713 82.62 33.83 3.55
hsa-miR-376a* MIMAT0003386 | GUAGAUUCUCCUUCUAUGAGUA 1809 77.61 3.52 -
hsa-miR-376b MIMAT0002172 | AUCAUAGAGGAAAAUCCAUGUU 2103 83.86 26.01 3.55
hsa-miR-376¢ MIMAT0000720 | AACAUAGAGGAAAUUCCACGU 2613 86.82 14.37 -
hsa-miR-377 MIMAT0000730 | AUCACACAAAGGCAACUUUUGU 1900 76.55 17.16 -
hsa-miR-377* MIMAT0004689 | AGAGGUUGCCCUUGGUGAAUUC 2410 89.48 1.32 -
hsa-miR-378 MIMAT0000732 | ACUGGACUUGGAGUCAGAAGG 2711 78.90 1.25 -
hsa-miR-378* MIMAT0000731 CUCCUGACUCCAGGUCCUGUGU 2356 91.51 0.35 -
hsa-miR-379 MIMAT0000733 | UGGUAGACUAUGGAACGUAGG 2725 92.77 1.47 -
hsa-miR-379* MIMAT0004690 | UAUGUAACAUGGUCCACUAACU 2923 85.84 7.30 -
hsa-miR-380 MIMAT0000735 | UAUGUAAUAUGGUCCACAUCUU 3081 88.53 35.30 4.16
hsa-miR-380* MIMAT0000734 | UGGUUGACCAUAGAACAUGCGC 2877 85.56 6.13 -
hsa-miR-381 MIMAT0000736 | UAUACAAGGGCAAGCUCUCUGU 3289 84.80 10.63 -
hsa-miR-382 MIMAT0000737 | GAAGUUGUUCGUGGUGGAUUCG 2987 90.61 3.06 -
hsa-miR-383 MIMAT0000738 | AGAUCAGAAGGUGAUUGUGGCU 2764 88.73 1.17 -
hsa-miR-384 MIMAT0001075 | AUUCCUAGAAAUUGUUCAUA 3095 85.53 29.30 3.18
hsa-miR-409-3p MIMAT0001639 | GAAUGUUGCUCGGUGAACCCCU 2695 89.26 6.74 -
hsa-miR-409-5p MIMAT0001638 | AGGUUACCCGAGCAACUUUGCAU 2495 83.39 1.26 -
hsa-miR-410 MIMAT0002171 | AAUAUAACACAGAUGGCCUGU 3198 86.16 36.08 5.25
hsa-miR-411 MIMAT0003329 | UAGUAGACCGUAUAGCGUACG 4454 75.77 31.30 4.34
hsa-miR-411* MIMAT0004813 | UAUGUAACACGGUCCACUAACC 2980 85.50 21.89 -
hsa-miR-412 MIMAT0002170 | ACUUCACCUGGUCCACUAGCCGU 3267 84.68 18.38 -
hsa-miR-421 MIMAT0003339 | AUCAACAGACAUUAAUUGGGCGC 2530 87.61 0.67 -
hsa-miR-422a MIMAT0001339 | ACUGGACUUAGGGUCAGAAGGC 2056 75.88 0.64 -
hsa-miR-423-3p MIMAT0001340 | AGCUCGGUCUGAGGCCCCUCAGU 2911 86.28 2.09 -
hsa-miR-423-5p MIMAT0004748 | UGAGGGGCAGAGAGCGAGACUUU 2614 82.75 2.59 -
hsa-miR-424 MIMAT0001341 CAGCAGCAAUUCAUGUUUUGAA 2589 87.81 0.70 -
hsa-miR-424* MIMAT0004749 | CAAAACGUGAGGCGCUGCUAU 2417 87.26 1.09 -
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hsa-miR-425 MIMAT0003393 | AAUGACACGAUCACUCCCGUUGA 2941 85.18 27.52 8.34
hsa-miR-425* MIMAT0001343 | AUCGGGAAUGUCGUGUCCGCCC 2629 84.16 1.83 -
hsa-miR-429 MIMAT0001536 | UAAUACUGUCUGGUAAAACCGU 2539 87.83 9.64 -
hsa-miR-431 MIMAT0001625 | UGUCUUGCAGGCCGUCAUGCA 2887 89.52 36.51 4.72
hsa-miR-431* MIMAT0004757 | CAGGUCGUCUUGCAGGGCUUCU 2846 88.14 0.26 -
hsa-miR-432 MIMAT0002814 | UCUUGGAGUAGGUCAUUGGGUGG 2955 91.25 2.18 -
hsa-miR-432* MIMAT0002815 | CUGGAUGGCUCCUCCAUGUCU 2479 64.62 1.52 -
hsa-miR-433 MIMAT0001627 | AUCAUGAUGGGCUCCUCGGUGU 2626 87.85 18.55 -
hsa-miR-448 MIMAT0001532 | UUGCAUAUGUAGGAUGUCCCAU 2622 86.35 24.86 5.38
hsa-miR-449a MIMAT0001541 UGGCAGUGUAUUGUUAGCUGGU 2474 88.84 0.19 -
hsa-miR-449b MIMAT0003327 | AGGCAGUGUAUUGUUAGCUGGC 3124 84.24 14.70 -
hsa-miR-449b* MIMAT0009203 | CAGCCACAACUACCCUGCCACU 2763 82.54 8.20 -
hsa-miR-450a MIMAT0001545 | UUUUGCGAUGUGUUCCUAAUAU 2985 87.99 29.05 6.04
hsa-miR-450b-3p MIMAT0004910 | UUGGGAUCAUUUUGCAUCCAUA 2922 87.34 1.52 -
hsa-miR-450b-5p MIMAT0004909 | UUUUGCAAUAUGUUCCUGAAUA 3370 85.56 6.68 -
hsa-miR-451 MIMAT0001631 | AAACCGUUACCAUUACUGAGUU 2646 80.69 1.45 -
hsa-miR-452 MIMAT0001635 | AACUGUUUGCAGAGGAAACUGA 3147 84.13 8.27 -
hsa-miR-452* MIMAT0001636 | CUCAUCUGCAAAGAAGUAAGUG 2174 90.20 1.79 -
hsa-miR-453 MIMAT0001630 | AGGUUGUCCGUGGUGAGUUCGCA 2728 87.68 6.86 -
hsa-miR-454 MIMAT0003885 | UAGUGCAAUAUUGCUUAUAGGGU 2767 87.13 30.70 3.45
hsa-miR-454* MIMAT0003884 | ACCCUAUCAAUAUUGUCUCUGC 3060 85.85 22.21 -
hsa-miR-455-3p MIMAT0004784 | GCAGUCCAUGGGCAUAUACAC 3144 87.99 39.09 5.73
hsa-miR-455-5p MIMAT0003150 | UAUGUGCCUUUGGACUACAUCG 3153 86.92 28.74 11.32
hsa-miR-483-3p MIMAT0002173 | UCACUCCUCUCcUCCcCcGUCcUU 3064 83.70 2.57 -
hsa-miR-483-5p MIMAT0004761 | AAGACGGGAGGAAAGAAGGGAG 2362 84.23 247 -
hsa-miR-484 MIMAT0002174 | UCAGGCUCAGUCCCCUCCCGAU 3272 83.07 31.52 4.76
hsa-miR-485-3p MIMAT0002176 | GUCAUACACGGCUCUCCUCUCU 2714 83.12 19.93 -
hsa-miR-485-5p MIMAT0002175 | AGAGGCUGGCCGUGAUGAAUUC 559 40.07 6.90 -
hsa-miR-486-3p MIMAT0004762 | CGGGGCAGCUCAGUACAGGAU 2811 78.51 0.88 -
hsa-miR-486-5p MIMAT0002177 | UCCUGUACUGAGCUGCCCCGAG 2737 91.51 16.93 -
hsa-miR-487a MIMAT0002178 | AAUCAUACAGGGACAUCCAGUU 2281 87.83 20.49 -
hsa-miR-487b MIMAT0003180 | AAUCGUACAGGGUCAUCCACUU 2914 88.04 21.82 -
hsa-miR-488 MIMAT0004763 | UUGAAAGGCUAUUUCUUGGUC 2644 90.37 1.58 -
hsa-miR-488* MIMAT0002804 | CCCAGAUAAUGGCACUCUCAA 2964 86.54 7.71 -
hsa-miR-489 MIMAT0002805 | GUGACAUCACAUAUACGGCAGC 2643 86.23 6.58 -
hsa-miR-490-3p MIMAT0002806 | CAACCUGGAGGACUCCAUGCUG 2619 89.27 4.50 -
hsa-miR-490-5p MIMAT0004764 | CCAUGGAUCUCCAGGUGGGU 3034 87.24 12.13 -
hsa-miR-491-3p MIMAT0004765 | CUUAUGCAAGAUUCCCUUCUAC 2046 89.25 4.59 -
hsa-miR-491-5p MIMAT0002807 | AGUGGGGAACCCUUCCAUGAGG 2866 83.18 0.98 -
hsa-miR-492 MIMAT0002812 | AGGACCUGCGGGACAAGAUUCUU 2816 76.53 0.74 -
hsa-miR-493 MIMAT0003161 UGAAGGUCUACUGUGUGCCAGG 2800 84.52 2.89 -
hsa-miR-493* MIMAT0002813 | UUGUACAUGGUAGGCUUUCAUU 3328 84.92 5.38 -
hsa-miR-494 MIMAT0002816 | UGAAACAUACACGGGAAACCUC 2443 83.30 1.50 -
hsa-miR-495 MIMAT0002817 | AAACAAACAUGGUGCACUUCUU 3263 88.54 43.61 7.31
hsa-miR-496 MIMAT0002818 | UGAGUAUUACAUGGCCAAUCUC 2060 82.89 0.52 -
hsa-miR-497 MIMAT0002820 | CAGCAGCACACUGUGGUUUGU 2276 87.08 0.98 -
hsa-miR-497* MIMAT0004768 | CAAACCACACUGUGGUGUUAGA 3422 87.19 30.85 7.50
hsa-miR-498 MIMAT0002824 | UUUCAAGCCAGGGGGCGUUUUUC 3656 86.28 41.07 2.06
hsa-miR-499-3p MIMAT0004772 | AACAUCACAGCAAGUCUGUGCU 2687 88.72 10.95 -
hsa-miR-499-5p MIMAT0002870 | UUAAGACUUGCAGUGAUGUUU 3235 83.45 6.58 -
hsa-miR-500 MIMAT0004773 | UAAUCCUUGCUACCUGGGUGAGA 2899 83.51 11.82 -
hsa-miR-500* MIMAT0002871 | AUGCACCUGGGCAAGGAUUCUG 3454 86.13 33.18 2.64
hsa-miR-501-3p MIMAT0004774 | AAUGCACCCGGGCAAGGAUUCU 3417 84.47 22.08 -
hsa-miR-501-5p MIMAT0002872 | AAUCCUUUGUCCCUGGGUGAGA 3099 90.27 31.81 2.66
hsa-miR-502-3p MIMAT0004775 | AAUGCACCUGGGCAAGGAUUCA 3334 83.91 18.39 -
hsa-miR-502-5p MIMAT0002873 | AUCCUUGCUAUCUGGGUGCUA 3741 86.81 33.56 5.62
hsa-miR-503 MIMAT0002874 | UAGCAGCGGGAACAGUUCUGCAG 2694 86.84 1.32 -
hsa-miR-504 MIMAT0002875 | AGACCCUGGUCUGCACUCUAUC 2727 92.52 6.93 -
hsa-miR-505 MIMAT0002876 | CGUCAACACUUGCUGGUUUCCU 3591 83.68 26.74 4.95
hsa-miR-505* MIMAT0004776 | GGGAGCCAGGAAGUAUUGAUGU 3284 82.63 14.46 -
hsa-miR-506 MIMAT0002878 | UAAGGCACCCUUCUGAGUAGA 617 35.74 1.06 -
hsa-miR-507 MIMAT0002879 | UUUUGCACCUUUUGGAGUGAA 3665 83.66 28.15 1.95
hsa-miR-508-3p MIMAT0002880 | UGAUUGUAGCCUUUUGGAGUAGA 3535 88.46 14.36 -
hsa-miR-508-5p MIMAT0004778 | UACUCCAGAGGGCGUCACUCAUG 2982 83.47 4.26 -
hsa-miR-509-3-5p MIMAT0004975 | UACUGCAGACGUGGCAAUCAUG 2648 90.22 3.17 -
hsa-miR-509-3p MIMAT0002881 UGAUUGGUACGUCUGUGGGUAG 2043 85.32 36.15 5.53
hsa-miR-509-5p MIMAT0004779 | UACUGCAGACAGUGGCAAUCA 2719 87.15 2.27 -
hsa-miR-510 MIMAT0002882 | UACUCAGGAGAGUGGCAAUCAC 3022 87.14 3.00 -
hsa-miR-511 MIMAT0002808 | GUGUCUUUUGCUCUGCAGUCA 3675 88.44 28.84 14.69
hsa-miR-512-3p MIMAT0002823 | AAGUGCUGUCAUAGCUGAGGUC 2973 87.72 22.89 -
hsa-miR-512-5p MIMAT0002822 | CACUCAGCCUUGAGGGCACUUUC 3164 82.03 3.45 -
hsa-miR-513a-3p MIMAT0004777 | UAAAUUUCACCUUUCUGAGAAGG 2688 81.59 4.43 -
hsa-miR-513a-5p MIMAT0002877 | UUCACAGGGAGGUGUCAU 2996 82.36 6.99 -
hsa-miR-513b MIMAT0005788 | UUCACAAGGAGGUGUCAUUUAU 3168 83.18 7.88 -
hsa-miR-513c MIMAT0005789 | UUCUCAAGGAGGUGUCGUUUAU 3092 89.73 40.02 2.33
hsa-miR-514 MIMAT0002883 | AUUGACACUUCUGUGAGUAGA 2588 86.84 11.12 -
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hsa-miR-515-3p MIMAT0002827 | GAGUGCCUUCUUUUGGAGCGUU 3597 85.36 16.86 -
hsa-miR-515-5p MIMAT0002826 | UUCUCCAAAAGAAAGCACUUUCUG 2513 85.32 4.35 -
hsa-miR-516a-3 MIMATO0006778

hsa-miR-516b* P MIMAT0002860 UGCUUCCUUUCAGAGGGU 3147 82.51 25.48 5.30
hsa-miR-516a-5p MIMAT0004770 | UUCUCGAGGAAAGAAGCACUUUC 2738 85.85 6.25 -
hsa-miR-516b MIMAT0002859 | AUCUGGAGGUAAGAAGCACUUU 2055 77.18 0.33 -
hsa-miR-517* MIMAT0002851 | CCUCUAGAUGGAAGCACUGUCU 3298 87.66 20.94 -
hsa-miR-517a MIMAT0002852 | AUCGUGCAUCCCUUUAGAGUGU 2750 87.09 4.53 -
hsa-miR-517b MIMAT0002857 | UCGUGCAUCCCUUUAGAGUGUU 3986 90.45 23.32 -
hsa-miR-517¢ MIMAT0002866 | AUCGUGCAUCCUUUUAGAGUGU 2824 87.78 4.48 -
hsa-miR-518a-3p MIMAT0002863 | GAAAGCGCUUCCCUUUGCUGGA 3663 85.12 45.45 9.36
hsa-miR-518a-5| MIMATO0005457

hsa-miR-527 P MIMAT0002862 CUGCAAAGGGAAGCCCUUUC 3211 90.89 17.56 -
hsa-miR-518b MIMAT0002844 | CAAAGCGCUCCCCUUUAGAGGU 3942 87.00 34.33 5.62
hsa-miR-518c MIMAT0002848 | CAAAGCGCUUCUCUUUAGAGUGU 4051 85.74 40.64 8.90
hsa-miR-518¢* MIMAT0002847 | UCUCUGGAGGGAAGCACUUUCUG 2613 79.05 0.31 -
hsa-miR-518d-3p MIMAT0002864 | CAAAGCGCUUCCCUUUGGAGC 3520 89.28 37.63 7.92
hsa-miR-518d-5p MIMAT0005456

hsa-miR-520c-5p MIMAT0005455 | CUCUAGAGGGAAGCACUUUCUG 2632 86.04 3.21 -
hsa-miR-526a MIMAT0002845

hsa-miR-518e MIMAT0002861 | AAAGCGCUUCCCUUCAGAGUG 3629 89.50 35.60 7.49
hsa-miR-518e* MIMAT0005450

hsa-miR-519a* MIMAT0005452

hsa-miR-519b-5| MIMAT0005454

hsa-miR-5190-5;FJ) MIMAT0002831 CUCUAGAGGGAAGCGCUUUCUG 2437 86.87 1.60 -
hsa-miR-522* MIMAT0005451

hsa-miR-523* MIMAT0005449

hsa-miR-518f MIMAT0002842 | GAAAGCGCUUCUCUUUAGAGG 3755 85.74 43.32 7.00
hsa-miR-518f* MIMAT0002841 CUCUAGAGGGAAGCACUUUCUC 2455 83.73 4.53 -
hsa-miR-519a MIMAT0002869 | AAAGUGCAUCCUUUUAGAGUGU 2867 90.23 21.11 -
hsa-miR-519b-3p MIMAT0002837 | AAAGUGCAUCCUUUUAGAGGUU 3744 89.01 20.97 -
hsa-miR-519¢-3p MIMAT0002832 | AAAGUGCAUCUUUUUAGAGGAU 3677 86.59 19.82 -
hsa-miR-519d MIMAT0002853 | CAAAGUGCCUCCCUUUAGAGUG 3288 88.46 30.05 9.03
hsa-miR-519e MIMAT0002829 | AAGUGCCUCCUUUUAGAGUGUU 4109 89.86 15.37 -
hsa-miR-519¢* MIMAT0002828 | UUCUCCAAAAGGGAGCACUUUC 2522 88.80 4.19 -
hsa-miR-520a-3p MIMAT0002834 | AAAGUGCUUCCCUUUGGACUGU 3466 88.73 31.34 11.95
hsa-miR-520a-5p MIMAT0002833 | CUCCAGAGGGAAGUACUUUCU 3024 81.27 28.52 2.27
hsa-miR-520b MIMAT0002843 | AAAGUGCUUCCUUUUAGAGGG 3654 88.30 31.61 12.23
hsa-miR-520c-3p MIMAT0002846 | AAAGUGCUUCCUUUUAGAGGGU 3816 87.11 29.42 14.34
lhsa-miR-520d-3p MIMAT0002856 | AAAGUGCUUCUCUUUGGUGGGU 3186 87.56 30.72 4.49
hsa-miR-520d-5p MIMAT0002855 | CUACAAAGGGAAGCCCUUUC 1958 75.18 0.64 -
hsa-miR-520e MIMAT0002825 | AAAGUGCUUCCUUUUUGAGGG 2701 86.80 19.94 -
hsa-miR-520f MIMAT0002830 | AAGUGCUUCCUUUUAGAGGGUU 2227 89.94 0.85 -
hsa-miR-520g MIMAT0002858 | ACAAAGUGCUUCCCUUUAGAGUGU 2880 85.64 34.09 9.86
hsa-miR-520h MIMAT0002867 | ACAAAGUGCUUCCCUUUAGAGU 3016 84.37 11.19 -
hsa-miR-521 MIMAT0002854 | AACGCACUUCCCUUUAGAGUGU 3024 84.11 12.11 -
hsa-miR-522 MIMAT0002868 | AAAAUGGUUCCCUUUAGAGUGU 2094 76.93 1.08 -
hsa-miR-523 MIMAT0002840 | GAACGCGCUUCCCUAUAGAGGGU 3013 86.03 21.60 -
hsa-miR-524-3p MIMAT0002850 | GAAGGCGCUUCCCUUUGGAGU 2745 79.02 0.42 -
hsa-miR-524-5p MIMAT0002849 | CUACAAAGGGAAGCACUUUCUC 2864 82.11 21.89 -
hsa-miR-525-3p MIMAT0002839 | GAAGGCGCUUCCCUUUAGAGCG 3473 85.24 11.52 -
hsa-miR-525-5p MIMAT0002838 | CUCCAGAGGGAUGCACUUUCU 2748 88.43 23.86 -
hsa-miR-526b MIMAT0002835 | CUCUUGAGGGAAGCACUUUCUGU 1750 71.03 0.78 -
hsa-miR-526b* MIMAT0002836 | GAAAGUGCUUCCUUUUAGAGGC 2868 88.63 31.39 7.91
hsa-miR-532-3p MIMAT0004780 | CCUCCCACACCCAAGGCUUGCA 3056 81.99 8.65 -
hsa-miR-532-5p MIMAT0002888 | CAUGCCUUGAGUGUAGGACCGU 2637 81.57 15.94 -
hsa-miR-539 MIMAT0003163 | GGAGAAAUUAUCCUUGGUGUGU 3029 85.00 25.88 7.67
hsa-miR-541 MIMAT0004920 | UGGUGGGCACAGAAUCUGGACU 2796 87.21 7.67 -
hsa-miR-541* MIMAT0004919 | AAAGGAUUCUGCUGUCGGUCCCACU 2960 87.43 8.10 -
hsa-miR-542-3p MIMAT0003389 | UGUGACAGAUUGAUAACUGAAA 2398 82.09 9.34 -
hsa-miR-542-5p MIMAT0003340 | UCGGGGAUCAUCAUGUCACGAGA 3324 81.86 4.07 -
hsa-miR-543 MIMAT0004954 | AAACAUUCGCGGUGCACUUCUU 2511 82.88 2.56 -
hsa-miR-544 MIMAT0003164 | AUUCUGCAUUUUUAGCAAGUUC 4325 88.91 6.22 -
hsa-miR-545 MIMAT0003165 | UCAGCAAACAUUUAUUGUGUGC 2964 84.28 14.75 -
hsa-miR-545* MIMAT0004785 | UCAGUAAAUGUUUAUUAGAUGA 3323 84.16 25.12 3.60
hsa-miR-548a-3p MIMAT0003251 CAAAACUGGCAAUUACUUUUGC 3106 86.74 19.58 -
hsa-miR-548a-5p MIMAT0004803 | AAAAGUAAUUGCGAGUUUUACC 3286 83.31 13.51 -
hsa-miR-548b-3p MIMAT0003254 | CAAGAACCUCAGUUGCUUUUGU 2912 81.22 30.31 5.55
hsa-miR-548b-5p MIMAT0004798 | AAAAGUAAUUGUGGUUUUGGCC 3247 85.22 11.80 -
hsa-miR-548c-3p MIMAT0003285 | CAAAAAUCUCAAUUACUUUUGC 3387 86.82 41.00 9.63
hsa-miR-548c-5p MIMAT0004806 | AAAAGUAAUUGCGGUUUUUGCC 3262 82.33 17.94 -
hsa-miR-548d-3p MIMAT0003323 | CAAAAACCACAGUUUCUUUUGC 3267 83.81 26.55 4.47
hsa-miR-548d-5p MIMAT0004812 | AAAAGUAAUUGUGGUUUUUGCC 2625 86.30 27.70 3.80
hsa-miR-548e MIMAT0005874 | AAAAACUGAGACUACUUUUGCA 3164 89.10 22.56 -
hsa-miR-548f MIMAT0005895 | AAAAACUGUAAUUACUUUU 3187 86.88 30.88 5.08
hsa-miR-548g MIMAT0005912 | AAAACUGUAAUUACUUUUGUAC 2965 85.68 13.92 -
hsa-miR-548h MIMAT0005928 | AAAAGUAAUCGCGGUUUUUGUC 3259 83.94 7.78 -
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hsa-miR-548i MIMAT0005935 | AAAAGUAAUUGCGGAUUUUGCC 3111 86.97 9.31 -
hsa-miR-548) MIMAT0005875 | AAAAGUAAUUGCGGUCUUUGGU 3205 86.58 12.85 -
hsa-miR-548k MIMAT0005882 | AAAAGUACUUGCGGAUUUUGCU 3052 79.59 4.23 -
hsa-miR-548| MIMAT0005889 | AAAAGUAUUUGCGGGUUUUGUC 3020 86.18 10.60 -
hsa-miR-548m MIMAT0005917 | CAAAGGUAUUUGUGGUUUUUG 2686 77.77 0.44 -
hsa-miR-548n MIMAT0005916 | CAAAAGUAAUUGUGGAUUUUGU 2976 82.21 5.80 -
hsa-miR-5480 MIMAT0005919 | CCAAAACUGCAGUUACUUUUGC 3111 86.16 29.09 5.55
hsa-miR-548p MIMAT0005934 | UAGCAAAAACUGCAGUUACUUU 3262 83.02 31.64 4.64
hsa-miR-549 MIMAT0003333 | UGACAACUAUGGAUGAGCUCU 3097 87.79 11.81 -
hsa-miR-550 MIMAT0004800 | AGUGCCUGAGGGAGUAAGAGCCC 3137 89.27 3.84 -
hsa-miR-550* MIMAT0003257 | UGUCUUACUCCCUCAGGCACAU 2799 88.57 13.66 -
hsa-miR-551a MIMAT0003214 | GCGACCCACUCUUGGUUUCCA 3077 87.31 32.22 6.28
hsa-miR-551b MIMAT0003233 | GCGACCCAUACUUGGUUUCAG 3306 85.27 31.98 4.24
hsa-miR-551b* MIMAT0004794 | GAAAUCAAGCGUGGGUGAGACC 3132 84.43 21.11 -
hsa-miR-552 MIMAT0003215 | AACAGGUGACUGGUUAGACAA 2899 87.81 19.42 -
hsa-miR-553 MIMAT0003216 | AAAACGGUGAGAUUUUGUUUU 3173 83.14 13.93 -
hsa-miR-554 MIMAT0003217 | GCUAGUCCUGACUCAGCCAGU 3473 81.13 12.71 -
hsa-miR-555 MIMAT0003219 | AGGGUAAGCUGAACCUCUGAU 2875 87.41 15.86 -
hsa-miR-556-3p MIMAT0004793 | AUAUUACCAUUAGCUCAUCUUU 2357 89.67 0.30 -
hsa-miR-556-5p MIMAT0003220 | GAUGAGCUCAUUGUAAUAUGAG 2822 83.38 3.46 -
hsa-miR-557 MIMAT0003221 GUUUGCACGGGUGGGCCUUGUCU 3419 85.41 33.61 2.1
hsa-miR-558 MIMAT0003222 | UGAGCUGCUGUACCAAAAU 2891 86.13 5.68 -
hsa-miR-559 MIMAT0003223 | UAAAGUAAAUAUGCACCAAAA 2871 86.42 13.00 -
hsa-miR-561 MIMAT0003225 | CAAAGUUUAAGAUCCUUGAAGU 2658 86.87 1.34 -
hsa-miR-562 MIMAT0003226 | AAAGUAGCUGUACCAUUUGC 3078 87.61 8.42 -
hsa-miR-563 MIMAT0003227 | AGGUUGACAUACGUUUCCC 2982 84.21 3.20 -
hsa-miR-564 MIMAT0003228 | AGGCACGGUGUCAGCAGGC 3420 84.08 18.72 -
hsa-miR-566 MIMAT0003230 | GGGCGCCUGUGAUCCCAAC 2889 88.92 6.02 -
hsa-miR-567 MIMAT0003231 | AGUAUGUUCUUCCAGGACAGAAC 2780 87.48 23.89 -
hsa-miR-568 MIMAT0003232 | AUGUAUAAAUGUAUACACAC 3237 87.18 27.73 4.21
hsa-miR-569 MIMAT0003234 | AGUUAAUGAAUCCUGGAAAGU 3284 86.46 31.50 2.34
hsa-miR-570 MIMAT0003235 | CGAAAACAGCAAUUACCUUUGC 3777 87.95 9.35 -
hsa-miR-571 MIMAT0003236 | UGAGUUGGCCAUCUGAGUGAG 2748 86.92 27.82 6.20
hsa-miR-572 MIMAT0003237 | GUCCGCUCGGCGGUGGCCCA 3209 84.86 26.52 4.29
hsa-miR-573 MIMAT0003238 | CUGAAGUGAUGUGUAACUGAUCAG 2603 90.91 2.39 -
hsa-miR-574-3p MIMAT0003239 | CACGCUCAUGCACACACCCACA 3196 86.06 13.42 -
hsa-miR-574-5p MIMAT0004795 | UGAGUGUGUGUGUGUGAGUGUGU 2531 84.31 0.88 -
hsa-miR-575 MIMAT0003240 | GAGCCAGUUGGACAGGAGC 2870 81.88 2.03 -
hsa-miR-576-3p MIMAT0004796 | AAGAUGUGGAAAAAUUGGAAUC 1524 77.43 11.66 -
hsa-miR-576-5p MIMAT0003241 | AUUCUAAUUUCUCCACGUCUUU 3248 87.01 34.80 9.35
hsa-miR-577 MIMAT0003242 | UAGAUAAAAUAUUGGUACCUG 3168 84.55 21.46 -
hsa-miR-578 MIMAT0003243 | CUUCUUGUGCUCUAGGAUUGU 2372 81.20 2.71 -
hsa-miR-579 MIMAT0003244 | UUCAUUUGGUAUAAACCGCGAUU 1751 73.53 5.53 -
hsa-miR-580 MIMAT0003245 | UUGAGAAUGAUGAAUCAUUAGG 2635 88.29 10.63 -
hsa-miR-581 MIMAT0003246 | UCUUGUGUUCUCUAGAUCAGU 2874 84.81 19.18 -
hsa-miR-582-3p MIMAT0004797 | UAACUGGUUGAACAACUGAACC 2645 84.67 7.21 -
hsa-miR-582-5p MIMAT0003247 | UUACAGUUGUUCAACCAGUUACU 2982 85.63 3.00 -
hsa-miR-583 MIMAT0003248 | CAAAGAGGAAGGUCCCAUUAC 3558 83.14 8.38 -
hsa-miR-584 MIMAT0003249 | UUAUGGUUUGCCUGGGACUGAG 1904 83.67 0.42 -
hsa-miR-585 MIMAT0003250 | UGGGCGUAUCUGUAUGCUA 2633 85.80 0.45 -
hsa-miR-586 MIMAT0003252 | UAUGCAUUGUAUUUUUAGGUCC 3072 86.64 34.76 7.81
hsa-miR-587 MIMAT0003253 | UUUCCAUAGGUGAUGAGUCAC 3038 86.93 32.29 6.82
hsa-miR-588 MIMAT0003255 | UUGGCCACAAUGGGUUAGAAC 2886 82.76 2.99 -
hsa-miR-589 MIMAT0004799 | UGAGAACCACGUCUGCUCUGAG 3457 87.17 22.85 -
hsa-miR-589* MIMAT0003256 | UCAGAACAAAUGCCGGUUCCCAGA 3140 89.44 39.72 9.09
hsa-miR-590-3p MIMAT0004801 UAAUUUUAUGUAUAAGCUAGU 4145 84.84 48.55 23.10
hsa-miR-590-5p MIMAT0003258 | GAGCUUAUUCAUAAAAGUGCAG 2397 86.34 17.94 -
hsa-miR-591 MIMAT0003259 | AGACCAUGGGUUCUCAUUGU 2715 81.29 5.98 -
hsa-miR-592 MIMAT0003260 | UUGUGUCAAUAUGCGAUGAUGU 3141 84.86 22.29 -
hsa-miR-593 MIMAT0004802 | UGUCUCUGCUGGGGUUUCU 2881 82.89 4.62 -
hsa-miR-593* MIMAT0003261 | AGGCACCAGCCAGGCAUUGCUCAGC 2969 84.98 2.78 -
hsa-miR-595 MIMAT0003263 | GAAGUGUGCCGUGGUGUGUCU 2763 86.63 19.26 -
hsa-miR-596 MIMAT0003264 | AAGCCUGCCCGGCUCCUCGGG 3073 87.15 12.46 -
hsa-miR-597 MIMAT0003265 | UGUGUCACUCGAUGACCACUGU 3237 84.45 5.81 -
hsa-miR-598 MIMAT0003266 | UACGUCAUCGUUGUCAUCGUCA 2746 90.19 2.86 -
hsa-miR-599 MIMAT0003267 | GUUGUGUCAGUUUAUCAAAC 3118 84.96 35.34 7.65
hsa-miR-600 MIMAT0003268 | ACUUACAGACAAGAGCCUUGCUC 3086 84.69 26.98 2.70
hsa-miR-601 MIMAT0003269 | UGGUCUAGGAUUGUUGGAGGAG 3025 86.36 7.83 -
hsa-miR-602 MIMAT0003270 | GACACGGGCGACAGCUGCGGCCC 3134 81.32 2.50 -
hsa-miR-603 MIMAT0003271 CACACACUGCAAUUACUUUUGC 2448 86.79 8.20 -
hsa-miR-604 MIMAT0003272 | AGGCUGCGGAAUUCAGGAC 2787 83.80 0.19 -
hsa-miR-605 MIMAT0003273 | UAAAUCCCAUGGUGCCUUCUCCU 2889 84.67 15.08 -
hsa-miR-606 MIMAT0003274 | AAACUACUGAAAAUCAAAGAU 3164 86.96 34.00 5.29
hsa-miR-607 MIMAT0003275 | GUUCAAAUCCAGAUCUAUAAC 3741 82.65 19.07 -
hsa-miR-608 MIMAT0003276 | AGGGGUGGUGUUGGGACAGCUCCGU 3136 83.83 1.35 -
hsa-miR-609 MIMAT0003277 | AGGGUGUUUCUCUCAUCUCU 3477 83.03 22.88 -
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hsa-miR-610 MIMAT0003278 | UGAGCUAAAUGUGUGCUGGGA 2911 90.07 5.41 -
hsa-miR-611 MIMAT0003279 | GCGAGGACCCCUCGGGGUCUGAC 3020 87.30 34.25 16.12
hsa-miR-612 MIMAT0003280 | GCUGGGCAGGGCUUCUGAGCUCCUU 3278 81.33 13.95 -
hsa-miR-613 MIMAT0003281 | AGGAAUGUUCCUUCUUUGCC 2605 87.72 0.65 -
hsa-miR-614 MIMAT0003282 | GAACGCCUGUUCUUGCCAGGUGG 2898 90.03 25.25 4.48
hsa-miR-615-3p MIMAT0003283 | UCCGAGCCUGGGUCUCCCUCUU 3145 83.72 31.30 3.77
hsa-miR-615-5p MIMAT0004804 | GGGGGUCCCCGGUGCUCGGAUC 3050 86.49 27.54 4.40
hsa-miR-616 MIMAT0004805 | AGUCAUUGGAGGGUUUGAGCAG 4065 85.95 24.81 -
hsa-miR-616* MIMAT0003284 | ACUCAAAACCCUUCAGUGACUU 3019 85.11 32.19 4.62
hsa-miR-617 MIMAT0003286 | AGACUUCCCAUUUGAAGGUGGC 2975 85.71 5.03 -
hsa-miR-618 MIMAT0003287 | AAACUCUACUUGUCCUUCUGAGU 3231 87.43 17.32 -
hsa-miR-619 MIMAT0003288 | GACCUGGACAUGUUUGUGCCCAGU 2792 85.66 4.12 -
hsa-miR-620 MIMAT0003289 | AUGGAGAUAGAUAUAGAAAU 2368 82.43 2.78 -
hsa-miR-621 MIMAT0003290 | GGCUAGCAACAGCGCUUACCU 3097 80.87 20.09 -
hsa-miR-622 MIMAT0003291 | ACAGUCUGCUGAGGUUGGAGC 2761 88.50 26.47 7.81
hsa-miR-623 MIMAT0003292 | AUCCCUUGCAGGGGCUGUUGGGU 2883 84.22 7.66 -
hsa-miR-624 MIMAT0004807 | CACAAGGUAUUGGUAUUACCU 1850 72.76 0.47 -
hsa-miR-624* MIMAT0003293 | UAGUACCAGUACCUUGUGUUCA 2243 84.06 5.47 -
hsa-miR-625 MIMAT0003294 | AGGGGGAAAGUUCUAUAGUCC 2714 82.50 3.57 -
hsa-miR-625* MIMAT0004808 | GACUAUAGAACUUUCCCCCUCA 3000 83.50 4.58 -
hsa-miR-626 MIMAT0003295 | AGCUGUCUGAAAAUGUCUU 2990 85.54 6.46 -
hsa-miR-627 MIMAT0003296 | GUGAGUCUCUAAGAAAAGAGGA 2962 84.57 2.00 -
hsa-miR-628-3p MIMAT0003297 | UCUAGUAAGAGUGGCAGUCGA 3167 82.38 10.09 -
hsa-miR-628-5p MIMAT0004809 | AUGCUGACAUAUUUACUAGAGG 2395 87.68 5.12 -
hsa-miR-629 MIMAT0004810 | UGGGUUUACGUUGGGAGAACU 2503 85.76 8.28 -
hsa-miR-629* MIMAT0003298 | GUUCUCCCAACGUAAGCCCAGC 2997 84.80 18.83 -
hsa-miR-630 MIMAT0003299 | AGUAUUCUGUACCAGGGAAGGU 2936 83.11 11.76 -
hsa-miR-631 MIMAT0003300 | AGACCUGGCCCAGACCUCAGC 2755 80.64 0.37 -
hsa-miR-632 MIMAT0003302 | GUGUCUGCUUCCUGUGGGA 2901 86.94 1.23 -
hsa-miR-633 MIMAT0003303 | CUAAUAGUAUCUACCACAAUAAA 3190 85.99 1.51 -
hsa-miR-634 MIMAT0003304 | AACCAGCACCCCAACUUUGGAC 2600 82.54 10.77 -
hsa-miR-635 MIMAT0003305 | ACUUGGGCACUGAAACAAUGUCC 2157 83.26 0.28 -
hsa-miR-636 MIMAT0003306 | UGUGCUUGCUCGUCCCGCCCGCA 3207 90.08 29.75 3.86
hsa-miR-637 MIMATO0003307 | ACUGGGGGCUUUCGGGCUCUGCGU 2428 78.03 1.19 -
hsa-miR-638 MIMAT0003308 | AGGGAUCGCGGGCGGGUGGCGGCCU 3088 87.55 2.88 -
hsa-miR-639 MIMAT0003309 | AUCGCUGCGGUUGCGAGCGCUGU 3350 89.88 30.13 4.28
hsa-miR-640 MIMAT0003310 | AUGAUCCAGGAACCUGCcUCU 3046 89.17 16.22 -
hsa-miR-641 MIMAT0003311 | AAAGACAUAGGAUAGAGUCACCUC 2796 87.91 11.09 -
hsa-miR-642 MIMAT0003312 | GUCCCUCUCCAAAUGUGUCUUG 2906 87.70 20.15 -
hsa-miR-643 MIMAT0003313 | ACUUGUAUGCUAGCUCAGGUAG 2586 81.75 17.78 -
hsa-miR-644 MIMAT0003314 | AGUGUGGCUUUCUUAGAGC 2806 90.68 0.14 -
hsa-miR-645 MIMAT0003315 | UCUAGGCUGGUACUGCUGA 2465 83.83 8.00 -
hsa-miR-646 MIMAT0003316 | AAGCAGCUGCCUCUGAGGC 2023 86.51 0.00 -
hsa-miR-647 MIMAT0003317 | GUGGCUGCACUCACUUCCUUC 2890 85.92 0.58 -
hsa-miR-648 MIMAT0003318 | AAGUGUGCAGGGCACUGGU 2962 84.76 14.75 -
hsa-miR-649 MIMAT0003319 | AAACCUGUGUUGUUCAAGAGUC 3009 88.04 26.38 5.11
hsa-miR-650 MIMAT0003320 | AGGAGGCAGCGCUCUCAGGAC 2905 85.08 4.61 -
hsa-miR-651 MIMAT0003321 UUUAGGAUAAGCUUGACUUUUG 3251 86.90 15.34 -
hsa-miR-652 MIMAT0003322 | AAUGGCGCCACUAGGGUUGUG 2669 84.90 1.15 -
hsa-miR-653 MIMAT0003328 | GUGUUGAAACAAUCUCUACUG 1546 80.08 1.82 -
hsa-miR-654-3p MIMAT0004814 | UAUGUCUGCUGACCAUCACCUU 3007 88.89 18.93 -
hsa-miR-654-5p MIMAT0003330 | UGGUGGGCCGCAGAACAUGUGC 3358 84.69 12.60 -
hsa-miR-655 MIMAT0003331 | AUAAUACAUGGUUAACCUCUUU 1787 82.93 15.70 -
hsa-miR-656 MIMAT0003332 | AAUAUUAUACAGUCAACCUCU 2796 88.93 16.86 -
hsa-miR-657 MIMATO0003335 | GGCAGGUUCUCACCCUCUCUAGG 3103 81.41 1.23 -
hsa-miR-658 MIMAT0003336 | GGCGGAGGGAAGUAGGUCCGUUGGU 2735 83.97 1.51 -
hsa-miR-659 MIMAT0003337 | CUUGGUUCAGGGAGGGUCCCCA 2391 81.85 1.08 -
hsa-miR-660 MIMAT0003338 | UACCCAUUGCAUAUCGGAGUUG 3287 85.66 28.73 4.18
hsa-miR-661 MIMAT0003324 | UGCCUGGGUCUCUGGCCUGCGCGU 3034 84.33 3.20 -
hsa-miR-662 MIMAT0003325 | UCCCACGUUGUGGCCCAGCAG 3389 86.16 34.36 4.56
hsa-miR-663 MIMAT0003326 | AGGCGGGGCGCCGCGGGACCGC 2959 86.58 19.11 -
hsa-miR-663b MIMAT0005867 | GGUGGCCCGGCCGUGCCUGAGG 3295 80.97 9.50 -
hsa-miR-664 MIMAT0005949 | UAUUCAUUUAUCCCCAGCCUACA 3381 85.00 25.96 9.32
hsa-miR-664* MIMAT0005948 | ACUGGCUAGGGAAAAUGAUUGGAU 3110 84.21 4.64 -
hsa-miR-665 MIMAT0004952 | ACCAGGAGGCUGAGGCCCCU 2781 85.02 0.81 -
hsa-miR-668 MIMAT0003881 UGUCACUCGGCUCGGCCCACUAC 3023 87.86 26.36 16.73
hsa-miR-671-3p MIMAT0004819 | UCCGGUUCUCAGGGCUCCACC 1651 81.13 0.31 -
hsa-miR-671-5p MIMAT0003880 | AGGAAGCCCUGGAGGGGCUGGAG 3257 80.73 4.14 -
hsa-miR-675 MIMAT0004284 | UGGUGCGGAGAGGGCCCACAGUG 2495 86.59 4.63 -
hsa-miR-675* MIMAT0006790 | CUGUAUGCCCUCACCGCUCA 2786 84.13 2.03 -
hsa-miR-7 MIMAT0000252 | UGGAAGACUAGUGAUUUUGUUGU 3043 83.49 2.00 -
hsa-miR-708 MIMAT0004926 | AAGGAGCUUACAAUCUAGCUGGG 2892 90.53 0.62 -
hsa-miR-708* MIMAT0004927 | CAACUAGACUGUGAGCUUCUAG 3384 85.18 17.98 -
hsa-miR-7-1* MIMAT0004553 | CAACAAAUCACAGUCUGCCAUA 3069 84.47 26.19 2.01
hsa-miR-7-2* MIMAT0004554 | CAACAAAUCCCAGUCUACCUAA 3247 87.30 29.87 2.70
hsa-miR-720 MIMAT0005954 | UCUCGCUGGGGCCUCCA 3048 87.42 9.26 -
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hsa-miR-744 MIMAT0004945 | UGCGGGGCUAGGGCUAACAGCA 2738 84.13 0.24 -
hsa-miR-744* MIMAT0004946 | CUGUUGCCACUAACCUCAACCU 2659 88.30 0.34 -
hsa-miR-758 MIMAT0003879 | UUUGUGACCUGGUCCACUAACC 3167 87.50 2.26 -
hsa-miR-760 MIMAT0004957 | CGGCUCUGGGUCUGUGGGGA 2661 86.79 20.96 -
hsa-miR-765 MIMAT0003945 | UGGAGGAGAAGGAAGGUGAUG 2482 82.25 0.77 -
hsa-miR-766 MIMAT0003888 | ACUCCAGCCCCACAGCCUCAGC 3151 85.59 23.22 -
hsa-miR-767-3p MIMAT0003883 | UCUGCUCAUACCCCAUGGUUUCU 3166 86.07 22.95 -
hsa-miR-767-5p MIMAT0003882 | UGCACCAUGGUUGUCUGAGCAUG 3101 85.52 11.76 -
hsa-miR-769-3p MIMAT0003887 | CUGGGAUCUCCGGGGUCUUGGUU 3187 79.81 7.23 -
hsa-miR-769-5p MIMAT0003886 | UGAGACCUCUGGGUUCUGAGCU 3057 85.61 4.84 -
hsa-miR-770-5p MIMAT0003948 | UCCAGUACCACGUGUCAGGGCCA 2723 83.71 14.06 -
hsa-miR-802 MIMAT0004185 | CAGUAACAAAGAUUCAUCCUUGU 2489 86.30 0.37 -
hsa-miR-873 MIMAT0004953 | GCAGGAACUUGUGAGUCUCCU 2853 88.38 0.67 -
hsa-miR-874 MIMAT0004911 | CUGCCCUGGCCCGAGGGACCGA 3106 78.48 18.12 -
hsa-miR-875-3p MIMAT0004923 | CCUGGAAACACUGAGGUUGUG 3188 84.33 19.19 -
hsa-miR-875-5p MIMAT0004922 | UAUACCUCAGUUUUAUCAGGUG 2887 88.19 35.64 10.35
hsa-miR-876-3p MIMAT0004925 | UGGUGGUUUACAAAGUAAUUCA 2689 86.87 13.96 -
hsa-miR-876-5p MIMAT0004924 | UGGAUUUCUUUGUGAAUCACCA 3158 87.84 5.31 -
hsa-miR-877 MIMAT0004949 | GUAGAGGAGAUGGCGCAGGG 3046 81.63 20.78 -
hsa-miR-877* MIMAT0004950 | UCCUCUUCUCCCUCCUCCCAG 2474 88.95 4.78 -
hsa-miR-885-3p MIMAT0004948 | AGGCAGCGGGGUGUAGUGGAUA 2677 87.08 0.13 -
hsa-miR-885-5p MIMAT0004947 | UCCAUUACACUACCCUGCCUCU 3161 84.78 42.65 16.44
hsa-miR-886-3p MIMAT0004906 | CGCGGGUGCUUACUGACCCUU 2901 83.08 0.29 -
hsa-miR-886-5p MIMAT0004905 | CGGGUCGGAGUUAGCUCAAGCGG 2846 87.49 8.27 -
hsa-miR-887 MIMAT0004951 | GUGAACGGGCGCCAUCCCGAGG 3136 86.05 5.00 -
hsa-miR-888 MIMAT0004916 | UACUCAAAAAGCUGUCAGUCA 3237 87.38 15.64 -
hsa-miR-888* MIMAT0004917 | GACUGACACCUCUUUGGGUGAA 2707 90.45 0.56 -
hsa-miR-889 MIMAT0004921 UUAAUAUCGGACAACCAUUGU 2899 90.08 9.34 -
hsa-miR-890 MIMAT0004912 | UACUUGGAAAGGCAUCAGUUG 2786 86.25 16.27 -
hsa-miR-891a MIMAT0004902 | UGCAACGAACCUGAGCCACUGA 3227 87.88 30.31 5.00
hsa-miR-891b MIMAT0004913 | UGCAACUUACCUGAGUCAUUGA 2549 87.80 9.61 -
hsa-miR-892a MIMAT0004907 | CACUGUGUCCUUUCUGCGUAG 1904 85.79 2.33 -
hsa-miR-892b MIMAT0004918 | CACUGGCUCCUUUCUGGGUAGA 2512 81.43 0.56 -
hsa-miR-9 MIMAT0000441 UCUUUGGUUAUCUAGCUGUAUGA 2906 85.68 12.67 -
hsa-miR-9* MIMAT0000442 | AUAAAGCUAGAUAACCGAAAGU 1910 85.71 2.80 -
hsa-miR-920 MIMAT0004970 | GGGGAGCUGUGGAAGCAGUA 2913 81.86 26.76 4.93
hsa-miR-921 MIMAT0004971 CUAGUGAGGGACAGAACCAGGAUUC 2585 85.84 0.45 -
hsa-miR-922 MIMAT0004972 | GCAGCAGAGAAUAGGACUACGUC 2868 84.68 17.56 -
hsa-miR-924 MIMAT0004974 | AGAGUCUUGUGAUGUCUUGC 2960 89.07 2.78 -
hsa-miR-92a MIMAT0000092 [ UAUUGCACUUGUCCCGGCCUGU 3201 88.10 20.85 -
hsa-miR-92a-1* MIMAT0004507 | AGGUUGGGAUCGGUUGCAAUGCU 2991 93.75 0.30 -
hsa-miR-92a-2* MIMAT0004508 | GGGUGGGGAUUUGUUGCAUUAC 2980 86.54 16.00 -
hsa-miR-92b MIMAT0003218 | UAUUGCACUCGUCCCGGCCUCC 3773 82.31 19.88 -
hsa-miR-92b* MIMAT0004792 | AGGGACGGGACGCGGUGCAGUG 2987 82.83 3.73 -
hsa-miR-93 MIMAT0000093 | CAAAGUGCUGUUCGUGCAGGUAG 3261 84.91 28.60 6.21
hsa-miR-93* MIMAT0004509 | ACUGCUGAGCUAGCACUUCCCG 3015 87.03 5.76 -
hsa-miR-933 MIMAT0004976 | UGUGCGCAGGGAGACCUCUCCC 2577 83.33 4.91 -
hsa-miR-934 MIMAT0004977 | UGUCUACUACUGGAGACACUGG 4621 89.83 29.03 3.67
hsa-miR-935 MIMAT0004978 | CCAGUUACCGCUUCCGCUACCGC 2937 82.06 8.50 -
hsa-miR-936 MIMAT0004979 | ACAGUAGAGGGAGGAAUCGCAG 3770 86.29 39.97 6.61
hsa-miR-937 MIMAT0004980 [AUCCGCGCUCUGACUCUCUGCC 3147 84.59 18.79 -
hsa-miR-938 MIMAT0004981 UGCCCUUAAAGGUGAACCCAGU 2860 86.26 17.30 -
hsa-miR-939 MIMAT0004982 | UGGGGAGCUGAGGCUCUGGGGGUG 3000 79.13 5.02 -
hsa-miR-940 MIMAT0004983 | AAGGCAGGGCCCCCGCUCCccC 2500 86.58 1.37 -
hsa-miR-941 MIMAT0004984 | CACCCGGCUGUGUGCACAUGUGC 3055 80.98 4.21 -
hsa-miR-942 MIMAT0004985 | UCUUCUCUGUUUUGGCCAUGUG 3375 81.73 12.64 -
hsa-miR-943 MIMAT0004986 | CUGACUGUUGCCGUCCUCCAG 2994 82.25 22.88 -
hsa-miR-944 MIMAT0004987 | AAAUUAUUGUACAUCGGAUGAG 3086 82.37 10.07 -
hsa-miR-95 MIMAT0000094 | UUCAACGGGUAUUUAUUGAGCA 2490 87.13 10.83 -
hsa-miR-96 MIMAT0000095 | UUUGGCACUAGCACAUUUUUGCU 2995 85.03 7.34 -
hsa-miR-96* MIMAT0004510 | AAUCAUGUGCAGUGCCAAUAUG 3095 88.06 7.68 -
hsa-miR-98 MIMAT0000096 | UGAGGUAGUAAGUUGUAUUGUU 3054 83.42 3.38 -
hsa-miR-99a MIMAT0000097 | AACCCGUAGAUCCGAUCUUGUG 3367 85.71 43.39 3.82
hsa-miR-99a* MIMAT0004511 CAAGCUCGCUUCUAUGGGUCUG 2816 88.53 10.95 -
hsa-miR-99b MIMAT0000689 | CACCCGUAGAACCGACCUUGCG 3024 86.71 30.84 3.09
hsa-miR-99b* MIMAT0004678 | CAAGCUCGUGUCUGUGGGUCCG 3089 82.94 12.79 -

* % proliferating cardiomyocytes is reported to the total number of cardiomyocytes
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Eulalio et al. - Supplementary Table I

Summary of the results of the targeted siRNA screening for cardiomyocyte proliferation. siRNA pools targeting 601
genes downregulated by hsa-miR-590-3p or hsa-miR-199a-3p were tested in mouse cardiomyocytes; the highlighted
rows correspond to the 45 genes that, once downregulated, increase cardiomyocyte proliferation by more than 2-fold.

% cardiomyocytes % proliferating

b :

Gene ID Gene Symbol ::It;' ::aTbe';' Y cardiomyocytes

yze (a-actinin+) (a-act+, Ki-67+, EdU+)
*

11303 Abca1 1763 51.48 7.97
11306 Abcb7 2068 59.38 4.19
11352 Abl2 2165 54.29 7.88
11480 Acvr2a 1656 53.98 5.90
11487 Adam10 2525 61.59 8.17
11652 Akt2 1863 62.69 6.43
11717 Ampd3 2049 49.28 5.94
11758 Prdx6 1882 46.56 6.02
11787 Apbb2 1975 60.28 7.28
11789 Apc 2332 67.17 12.35
11797 Birc2 2244 51.14 10.27
11826 Agp1 2322 47.67 1410 #
11910 Atf3 2379 58.12 9.25
11932 Atp1b2 2129 52.91 4.26
11975 Atp6v0a1 2847 54.32 10.88
12053 Bcl6 1813 51.73 10.67
12151 Bmi1 2108 54.12 6.03
12168 Bmpr2 2290 59.24 8.08
12293 Cacna2d1 2144 53.79 4.72
12296 Cacnb2 1913 58.83 5.08
12305 Ddr1 2894 57.62 8.00
12321 Calu 1827 39.66 15.41
12339 Capn7 1656 50.21 7.43
12389 Cav1 1995 53.63 5.73
12419 Cbx5 2093 49.23 8.64
12421 Rb1cc 2174 60.89 6.01
12450 Cceng1 1960 47.39 5.68
12455 Cent1 1888 52.68 5.63
12476 Cd151 1850 63.96 3.02
12488 Cd2ap 1868 53.25 3.01
12491 Cd36 2061 50.36 5.88
12505 Cd44 2435 49.59 5.51
12540 Cdc42 1814 48.06 4.60
12632 Cfl2 1841 61.31 20.38
12662 Chm 1681 59.00 3.86
12722 Clca1 1869 44.39 6.61
12725 Clcn3 1676 54.91 9.48
12747 Clk1 2065 62.16 6.88
12753 Clock 2590 51.61 8.77
12759 Clu 1952 58.73 6.62
12859 Cox5b 2536 59.28 4.95
12874 Cpd 2033 47.04 10.07
13003 Vcan 2663 61.04 10.40
13009 Csrp3 2151 46.50 9.24
13052 Cxadr 1688 59.30 6.70
13179 Dcn 1962 43.75 5.93
13209 Ddx6 2140 61.42 8.22
13350 Dgat1 1534 39.93 4.30
13405 Dmd 2285 49.56 6.96
13589 Mapre1 1887 58.43 6.16
13667 Eif2b4 2342 63.42 2.52
13800 Enah 1554 45.45 4.77
13850 Ephx2 1670 54.05 10.05
14007 Celf2 2084 45.28 5.96
14020 Evi5 2939 57.24 6.89
14105 Srsf10 1928 52.79 4.74
14190 Fgl2 2290 55.92 7.56
14199 Fhi1 1281 55.65 2.24
14266 Aff2 1866 63.50 5.92
14319 Fth1 1954 56.52 5.94
14359 Fxr1 1890 54.87 7.96
14368 Fzd6 1840 55.06 5.42
14390 Gabpa 2126 59.55 5.35
14555 Gpd1 2094 57.02 7.66
14584 Gfpt2 1749 52.86 7.79
14600 Ghr 2075 51.02 4.42
14609 Gja1 2011 58.57 3.76
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14611 Gja3 2212 51.21 7.76
14651 Hagh 2513 57.48 13.08
14673 Gnat2 2165 48.36 7.59
14755 Pigq 2050 56.82 557
14778 Gpx3 2012 51.20 7.16
14792 Lpcat3 2290 63.19 6.24
14815 Nr3ct 2359 56.40 6.15
14911 Thumpd3 2036 60.17 5.91
15159 Hces 1575 51.71 4.12
15165 Hont 2128 61.15 8.86
15258 Hipk2 2177 52.90 9.47
15267 Hist2h2aa 2348 50.74 6.16
15278 Tfo2m 2058 60.68 8.48
15461 Hras1 1801 52.24 3.18
15500 Hsf2 2009 58.15 8.37
15953 1fi47 1485 49.12 11.96
15958 Ifit2 1706 50.73 4.20
16164 I13ral 2048 52.14 7.27
16177 I1r1 2246 49.21 2.94
16396 ltch 2258 49.70 8.25
16400 ltga3 1950 54.22 7.56
16403 ligab 2199 49.55 7.41
16410 ltgav 2027 54.66 12.12
16500 Kenb1 1780 54.89 3.35
16573 Kif5b 2056 52.40 7.29
16709 Kin1 1898 56.30 5.31
16782 Lamc2 1969 54.90 10.52
16854 LGALS3 2426 70.26 741
16948 LOX 1922 70.55 1.38
16978 Lrrfip1 1515 56.91 2.71
16997 LTBP2 2347 66.04 7.91
17096 Lyn 2141 55.91 10.40
17174 Masp1 2187 59.04 5.91
17281 Fycol 2030 52.15 8.60
17349 MIFt 2568 54.05 7.98
17470 Cd200 1728 53.11 3.87
17684 Cited2 2611 64.90 9.20
17698 Msn 2506 54.73 9.68
17868 Mybpc3 2124 55.91 7.75
17896 Myl4 2138 53.30 7.01
17912 Myo1b 1938 54.07 581
17930 Myom2 1952 61.37 493
17977 Ncoat 2114 70.77 10.28
18015 NF1 1521 55.95 1.20
18049 Ngf 1622 49.50 552
18158 Nppb 1847 49.39 10.41
18193 Nsd1 2304 43.65 9.29
18218 Dusp8 2167 60.05 477
18519 Kat2b 1987 52.67 8.60
18578 Pde4b 2026 54.66 5.86
18634 Pex7 2219 57.36 5.77
18704 Pik3c2a 1981 59.62 5.42
18821 Pin 1782 60.69 16.42
18983 Cnot7 1989 49.06 8.53
19014 Med1 2583 58.69 11.76 &
19027 Sypl 2139 57.53 5.85
19141 LGMN 2364 69.25 11.30
19230 Twf1 1889 56.72 5.76
19241 Tmsbdx 1930 51.78 6.96
19243 Ptpdat 2342 55.08 5.81
19263 Ptprb 1984 57.19 8.82
19268 Ptprf 2377 50.61 8.92
19286 Pts 2204 46.00 6.59
19302 Pxmp3 2241 58.58 7.74
19317 Qk 2315 49.30 457
19356 Rad17 1863 52.34 4.07
19376 Rab34 2051 59.18 3.32
19654 Rbm6 1793 55.14 7.65
19736 Rgsd 1930 53.25 7.79
19775 Xpri 2226 58.12 417
19878 Rock2 2017 63.26 9.86
19921 Rpl19 1551 60.31 0.00
20191 Ryr2 1953 59.58 2.90
20280 Scp2 2610 60.37 9.01
20306 Cl7 2029 53.10 6.88
20392 Sgce 2097 52.61 475
20403 Itsn2 2076 50.30 5.40
20482 Skil 2189 56.23 7.14
20536 Sic4a3 2253 58.60 6.46
20541 Sic8al 2001 62.25 11.18
20619 Snap23 1848 49.27 8.96
20621 Snn 1836 50.95 8.70
20649 Sntb1 2017 49.66 5.59
20663 5052 2432 68.74 9.07
20708 Serpinb6b 1807 51.62 6.58
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20720 Serpine2 2201 54.99 6.71
20843 Stag2 2009 56.09 7.03
20916 Sucla2 2241 66.71 14.80
20971 Sdcd 1718 57.17 4.62
20973 Syngr2 1871 56.71 6.68
21393 Tcap 2434 52.48 7.26
21428 Mix 1864 53.09 7.44
21452 Ten2 2506 61.33 4.80
21788 Tipi 2357 56.60 8.82
21807 Tsc22d1 2211 64.53 4.16
21812 Tgford 1974 62.21 8.75
21825 Thbs1 1960 61.63 948
21898 Tir4 2075 50.73 5.56
21956 Thnt2 2400 54.22 6.79
22003 Tpm1 2413 64.48 25.75 4
22138 Tin 2150 58.91 12.03
22152 Tubb3 2336 53.66 542
22200 Uba3 2366 62.98 1246 #
22201 Ubal 2072 57.73 6.32
22284 Usp9x 2381 55.40 8.34
22289 Kdméa 2034 56.88 5.06
22319 Vamp3 2134 50.56 576
22329 Vcam1 2188 53.33 9.83
22343 Lin7c 2063 51.64 10.25
22377 Whp1 1666 49.60 319
22589 Atrx 2464 56.43 6.54
22627 Ywhae 2468 5518 5.81
22680 Zip207 1468 55.28 3.29
22720 Zip62 1790 51.15 5.31
22764 Zix 2265 59.04 12.08
22782 Sic30at 2155 68.09 16.04
23831 Carl4 2224 60.02 10.02
23881 G3bp2 2025 62.17 544
23945 Mgl 2473 53.88 10.16
23947 Mid2 1980 48.92 5.26
23986 Eci2 2666 55.29 25314
24018 Rngtt 1665 62.13 156
26362 Axl 2069 50.90 8.84
26395 Map2k1 2192 57.35 6.35
26409 Map3k7 2252 59.93 17.39#
26419 Mapk8 1751 54.48 7.48
26450 Rbbp9 2109 59.68 6.36
26556 Homer1 2175 45.90 16.05
26908 Eif2s3y 2127 54.35 10.05
26932 Ppp2r5e 2301 60.32 6.47
26965 Cull 1936 61.36 8.45
27392 Pign 1927 52.62 8.00
27428 Shroom3 1830 56.33 6.26
28015 Grinl1a 1935 54.30 713
28109 D10Wsu102e 1810 51.59 6.06
29808 Mga 1750 46.63 7.16
29809 Rabgap1l 2244 53.67 8.83
29818 Hspb7 2026 64.21 5.04
30056 Timm9 1789 50.97 573
30839 Foxw5 1435 53.25 3.47
30940 Usp25 2157 53.54 6.20
30953 Schip1 1678 59.00 4.23
50706 Postn 2256 49.70 6.91
50708 Hist1h1c 1939 60.70 552
50766 CRIM1 2489 65.04 27.90
50784 Ppap2c 2599 50.85 10.26
50786 Hs6st2 1707 42.72 5.66
50790 Acsl4 2228 62.06 4.95
50799 Slc25a13 2238 50.16 8.25
50884 Nckap1 2226 59.25 6.65
50935 St6galnact 2075 58.76 19.05#
52064 Cog5 2093 61.65 8.76
52575 Rg9mtd1 1726 54.79 3.77
52700 Txndc17 1942 54.77 5.59
52858 Cdipt 1506 47.71 4.32
53375 Mix2 2131 53.45 6.54
53380 Psmd10 2005 4833 533
53416 Stk39 1716 44.32 511
54189 Rabep 2082 53.59 552
54214 Golga4 2147 56.75 7.58
54338 SIc23a2 1977 60.10 6.65
54446 Nfat5 2027 57.97 18.72
54473 Tollip 2372 52.48 5.31
54607 Socs6 2003 58.23 6.29
54673 Sh3glb1 1887 52.20 555
54720 Rcan1 2310 54.48 7.30
55946 Ap3m1 1930 54.26 10.75
56041 Usot 1800 45.71 6.22
56217 Mpp5 2129 53.83 10.56
56282 Mrpl12 2186 47.62 3.69
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56291 Styx 2299 54.92 5.22
56338 Txnip 2467 52.59 10.65
56376 Pdlim5 2296 49.64 13.46 #
56392 Shoc2 2206 51.26 5.36
56490 Zbtb20 1953 57.42 4.00
56637 Gsk3b 2197 53.37 9.87
56736 Rnf14 2048 55.58 4.34
56758 Mbnl1 1330 51.13 5.89
56873 LMBR1 1941 71.58 2.76
57246 Tbx20 1585 58.25 2.92
57748 Jmy 1613 56.46 3.76
57764 Ntn4 2246 54.26 4.94
58799 Crbn 2030 58.68 6.50
58800 Trpm7 2456 44.62 10.04
59026 Huwe1 2026 65.92 4.40
59040 Rhot1 2198 54.20 8.64
59057 Zfp191 2024 61.07 10.53
64058 Perp 2205 64.39 6.78
64213 St7 1963 45.75 8.20
64602 IREB2 2328 69.63 5.26
64657 Mrps10 2238 51.51 5.01
64945 Cldn12 2018 59.58 5.50
65086 Lpar3 2055 54.67 7.30
65246 Xpo7 1611 55.34 3.86
65964 B230120H23Rik 2080 56.63 8.87
66048 Tmem93 2457 60.58 5.08
66102 Cxcl16 1599 58.07 1.03
66244 Nemf 2104 55.86 5.52
66270 Fam134b 1939 56.02 6.81
66271 Tmem126a 1935 55.06 4.75
66282 1810029B16Rik 1863 58.40 3.44
66291 1810030N24Rik 1875 58.93 11.28
66395 Ahnak 1624 51.74 5.62
66402 Sin 2068 57.05 4.26
66427 Cyb5b 2217 49.26 8.03
66461 Ptpmt1 2764 52.27 12.64
66528 2210020M01Rik 2346 56.27 10.56
66548 AdamtsI5 1962 54.22 7.33
66789 Alg14 1958 59.66 3.73
66799 Ube2w 2332 61.47 4.36
66822 Fbxo25 1930 57.62 5.86
66830 Nacc1 2059 53.85 7.51
66853 Pnpla2 2416 60.20 5.51
66890 Lman2 2190 52.80 7.02
66916 Ndufb7 2017 51.15 4.51
66922 Rras2 2098 51.63 4.47
66939 Aagab 2141 70.58 1.86
66943 Pqlc1 2084 53.83 9.55
66945 Sdha 2317 54.50 7.31
66967 Edem3 2585 53.42 7.34
67035 Dnajb4 2064 54.41 7.54
67049 Pus3 2573 60.11 4.85
67075 Magt1 2525 56.74 8.02
67150 Rnf141 1512 62.90 7.44
67306 Fam164a 1922 56.51 5.40
67420 Far1 2062 58.14 6.17
67426 Adck3 1965 59.15 7.34
67466 Pdcl 2546 54.81 7.05
67473 Slc47a1 2337 48.25 3.51
67487 Dhx40 2038 62.80 6.95
67515 Ttc33 2886 49.37 15.00
67579 Cpeb4 2629 61.40 8.02
67605 Akt1s1 1697 56.67 6.23
67636 Lyrm5 2338 60.27 7.79
67665 Dctn4 2075 54.26 4.77
67731 Fbxo32 2257 60.69 10.14
67760 Slc38a2 2183 55.82 6.12
67845 Rnf115 1726 46.08 5.33
67921 Ube2f 2515 60.18 10.97
67949 MKki67ip 1640 58.80 1.16
67979 Atad1 2651 58.05 7.44
68024 Hist1h2bc 2084 53.64 6.85
68473 Mobkl1a 2129 74.08 6.94
68493 Ndufaf4 2165 48.27 4.06
68497 1110018G07Rik 1954 56.18 5.40
68564 Nufip2 2517 64.36 16.31
68585 Rtn4 2032 49.50 7.94
68810 Nexn 2139 56.37 4.54
68832 1110057K04Rik 2139 56.92 6.07
68842 Tulp4 1976 53.32 7.1
68939 Rasl11b 2184 75.47 5.00
69131 Cdk12 2430 52.88 7.53
69163 MRPL44 2230 70.43 8.40
69219 Ddah1 2000 52.11 7.20
69237 Gtpbp4 1386 52.10 0.57
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69256 Zfp397 1288 42.59 2.52
69632 Arhgef12 2039 56.79 4.67
69634 Clybl 2050 56.52 6.54
69642 2310046A06RIK 2087 69.94 3.16
69802 Cox11 2119 46.34 10.81
69823 Fyttd1 2786 61.72 4.61
69882 2010321MO9Rik 2494 55.55 17.42 #
69930 Zfp715 2399 57.65 5.97
69956 Ptcd3 1899 49.26 9.57
69981 Tmem30a 1817 56.79 3.83
70231 Gorasp2 1683 47.69 5.07
70237 Bhlhb9 2075 59.11 4.71
70266 Ccbl1 1782 46.40 8.70
70380 Mospd1 1922 52.77 6.29
70508 Bbx 2457 64.38 4.67
70567 5730455013Rik 1913 49.01 11.95
70584 Pak4 1769 54.24 3.43
70598 Filip1 2247 69.79 6.63
70599 Ssfa2 1858 52.02 5.43
70612 5730494N06Rik 1934 54.40 5.64
70652 Tmem144 2259 66.85 5.40
70686 Dusp16 2142 53.48 8.08
70767 Prpf3 1862 56.78 2.83
70930 Nol8 2223 67.38 1.16
71041 Pcgf6 1918 54.36 5.31
71198 Otud1 2253 72.68 5.28
71678 Brox 2157 69.69 4.61
71865 FBXO30 2321 69.65 6.93
71927 Itfg1 1832 51.69 4.1
71978 PPP2R2A 2139 64.56 9.17
72055 Slc38a10 2370 58.08 6.31
72201 Otudéb 2062 52.22 13.13
72238 Tbc1d5 2402 52.39 6.13
72477 Tmem87b 2288 65.12 4.19
72607 Usp13 1950 53.86 9.93
72674 Adipor1 2404 54.36 5.91
72736 Tmx1 2422 50.30 9.25
72754 Arhgef10l 1981 55.53 9.89
72795 Ttc19 1874 48.17 7.77
72999 Insig2 2424 55.58 7.73
73024 2900064A13Rik 1320 51.53 5.74
74006 Dnm1l 2345 49.59 16.58
74155 Errfi1 2167 50.48 712
74182 Gpepd1 2077 52.69 8.30
74185 Gbe1 2313 54.52 7.59
74318 Hopx 1450 58.54 12.89
74682 Wdr35 2322 57.41 4.69
74769 Pik3cb 1645 51.99 8.81
75089 Uhrf1bp1l 2179 54.44 10.12
75302 AsxI2 1796 59.57 3.35
75320 Etnk1 1987 53.29 4.73
75580 Zbtb4 2332 68.74 3.23
75581 Yipf7 2436 47.89 7.03
75619 Fastkd2 2102 52.81 5.22
75692 Nr2c2ap 2200 72.11 5.75
75717 Culs 2520 59.17 10.51
75785 Kihi24 2253 55.86 2.78
75991 Slain2 2369 62.86 7.51
76073 Pcgf5 1776 41.96 6.54
76687 Spcs3 2187 67.68 16.49
76959 Chmp5 1951 54.55 5.04
77040 Atg1611 1637 50.28 8.59
77110 Gpbp1I1 1944 56.13 4.99
77300 Raph1 2189 66.94 4.33
77781 Epm2aip1 1908 63.01 13.62
77929 Yipf6 2109 46.23 5.76
78321 Ankrd23 1877 60.00 3.34
78521 B230219D22Rik 1579 50.98 3.15
78655 Eif3] 2139 50.06 8.40
78757 Rictor 2070 61.84 13.75
78785 Clip4 2905 53.25 16.43
79201 Tnfrsf23 2077 47.39 8.84
79555 BC005537 2184 57.22 6.42
80290 Gpr146 2091 63.29 4.66
81702 Ankrd17 2160 52.15 4.39
83485 Ngrn 1952 56.31 3.66
84585 RNF123 2268 65.51 6.59
93677 LMOD2 2206 71.59 3.31
93736 Aff4 2373 55.34 8.07
93836 Rnf111 2578 47.41 9.54
94061 Mrpl1 1953 57.33 5.08
94246 Arid4b 1923 59.03 6.15
98404 AlI597479 2628 61.00 4.72
98488 Gtf3c3 2228 70.91 12.86
99470 Magi3 2201 55.39 711

36 | WWW.NATURE.COM/NATURE




SUPPLEMENTARY INFORMATION gHaVZH,

99512 Wdr47 2210 53.32 7.94
99526 Usp53 2413 55.86 6.17
99650 4933434E20Rik 1683 43.65 4.52
99730 Taf13 2196 58.30 7.73
99982 Kdm1a 2379 58.68 5.04
100072 Camta1 2463 70.75 9.14
100273 Osbpl9 2155 45.98 6.60
100317 AU040320 1401 50.07 5.21
100737 Dcun1d4 2759 65.74 6.08
100763 Ube3c 1810 51.57 8.09
100986 Akap9 2430 58.23 6.68
101351 Eogt 2061 53.06 5.83
102334 Ankrd10 2338 45.42 8.21
103537 Mbtd1 1830 52.93 6.13
103583 Fbxw11 2332 50.04 10.49
104082 Wdr7 2007 52.35 5.97
104263 Kdm3a 2354 68.81 19.42
104625 Cnot6 1664 51.37 6.04
105203 BC016423 2223 51.43 5.70
105298 Epdr1 2285 49.91 6.31
105352 Dusp22 2169 57.59 11.04
105501 Abhd4 1876 55.52 2.66
105559 MbnlI2 1676 56.11 4.78
106064 AW549877 1927 51.43 4.43
107182 Btaf1 2180 54.85 5.93
107765 Ankrd1 2520 56.48 6.56
108012 Ap1s2 1849 59.57 9.45
108058 Camk2d 2106 53.64 6.90
108151 Sema3d 2011 51.39 5.48
108155 Ogt 2122 58.49 6.07
108767 Pnrc1 2071 55.10 7.27
108829 Jmjd1c 2235 69.70 10.17
108946 Zzz3 2082 43.70 6.51
109054 Pfdn4 2240 52.60 6.60
109263 RIf 1870 53.28 5.72
109264 Me3 1871 50.83 11.36
109620 Dsp 2055 51.46 6.17
109676 Ank2 1824 42.26 5.18
110279 Ber 2171 60.55 6.57
110911 Cds2 1791 46.55 10.47
116848 Baz2a 1455 41.97 5.07
116871 Mta3 2248 55.32 6.28
116940 Tgs1 1809 56.96 5.98
117198 lvns1abp 2030 51.83 6.13
170791 Rbm39 1700 52.60 2.66
192195 Ash1l 1791 56.65 6.38
192196 Luc712 2148 50.25 7.20
192216 Tmem47 1850 49.98 3.78
192287 Slc25a36 2435 58.58 8.75
192289 Tmilhe 1901 51.96 5.08
195040 Tmem199 1737 63.00 2.29
208606 Rsrc2 2391 70.68 5.64
208898 UNC13C 2156 66.80 6.17
209225 Zfp710 1869 52.05 2.47
210126 LPP 2233 70.81 8.75
212163 8030462N17Rik 1976 50.66 9.00
213417 Klhdc8a 2254 59.67 6.63
214063 Dnajc16 1952 48.07 8.07
214133 Tet2 1724 55.88 7.01
214505 Gnptg 1751 48.26 6.55
214899 Kdmb5a 2062 53.31 3.93
215008 Vezt 1577 49.16 6.66
215951 Lace1 1888 69.83 13.91
216198 Tep1112 1837 53.06 17.84
216345 Zfc3h1 2013 67.48 3.40
216505 Pik3ip1 1993 45.94 7.74
216742 Fnip1 2230 71.34 7.79
216965 Taok1 2921 63.25 9.49
217325 Ligl2 2059 50.37 4.07
217463 SNX13 2206 67.79 6.88
217715 Eif2b2 1864 63.82 3.22
218397 Rasa1 1877 57.91 7.18
218543 Srek1 2483 59.99 4.88
218914 Wapal 2339 67.78 10.02
219105 Zmymb 2030 57.89 5.82
219249 Tdrd3 2181 54.16 6.74
223455 March6 2224 55.21 7.11
223513 Abra 1889 58.11 4.40
223665 C030006K11Rik 1953 56.04 21.63
223978 Cpped1 2646 56.86 8.60
224139 Golgb1 1973 42.50 10.15
224170 Dzip3 2330 71.50 7.77
224796 Clics 2292 57.95 11.41
224938 Pja2 2201 43.00 11.72
225010 Lycat 2292 67.46 8.66
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225131 Wac 1677 53.01 3.74
225164 Mib1 2108 53.38 10.54
225651 Mppe1 1803 51.82 6.48
225995 D030056L22Rik 2136 52.62 8.52
226470 Zbtb41 1859 49.95 7.79
226747 Ahctf1 1980 58.35 8.14
227059 SIc39a10 2530 56.03 8.96
227210 Ccenyl1 2081 72.74 3.43
227331 Gigyf2 2163 52.25 8.21
227399 Ppip5k2 2151 57.76 11.81
227696 Phyhd1 1995 71.65 0.91
227800 Rabgap1 1877 47.30 4.15
228012 Tlk1 2402 53.30 7.69
229227 4932438A13Rik 1823 45.18 7.05
229279 Hnrnpa3 2088 50.52 7.60
229663 Csde1 1542 51.02 2.21
230673 Ipo13 2554 55.66 12.85
230899 Nppa 2119 71.91 3.08
231279 Guf1 1999 52.76 6.56
231510 Agpat9 1975 52.29 6.79
231713 Naa25 1307 51.11 1.71
231872 Aimp2 2057 51.11 6.64
232533 Stk38I 1995 55.82 5.01
233789 Smg1 2092 77.60 3.65
234214 Sorbs2 2433 68.56 6.79
234267 Gpm6a 2049 48.97 7.91
234309 Cbr4 2324 55.31 5.84
234362 Zfp868 1676 51.32 7.73
235439 Herc1 2169 54.43 4.84
235542 Ppp2r3a 1739 49.96 6.58
235682 Zfp445 1374 48.34 3.87
236792 Mmgt1 1857 48.06 5.65
237459 Cdk17 2062 60.31 6.45
237500 Tmtc3 2280 69.47 5.96
237542 Osbpl8 2120 51.71 5.42
237560 Lrrc10 1738 53.49 14.58
237615 Ankrd52 1898 46.74 14.02
237898 USP32 2382 7217 5.61
238799 Tnpo1 1625 56.36 5.10
239510 Phf2011 2125 48.03 8.48
240028 LNPEP 2305 67.21 8.55
240283 DmxI1 2307 67.85 7.23
240753 Plekha6 2128 51.90 7.62
242362 Manea 1753 47.70 6.72
242409 Tmem8b 2128 70.92 2.65
242960 FbxI5 1997 50.61 6.20
243764 Chrm2 2151 55.23 7.46
244202 NIrp10 2178 54.99 8.52
244373 Erlin2 2075 53.09 11.88
244713 Zfp317 2079 59.81 16.60
245007 Zbtb38 1983 52.22 7.27
245446 Slitrk4 1871 52.93 6.94
245867 Pcmtd2 1774 51.27 7.37
245944 Vps54 2019 48.84 6.00
246179 Fktn 2381 60.59 10.97
252875 Mios 1914 55.47 9.1
269198 Nbeal1 1935 52.93 7.06
269254 Setx 2314 66.35 10.34
269959 Adamts|3 2176 54.37 7.55
270163 Myo9a 1634 50.30 9.63
319263 Pcmtd1 1601 42.89 6.27
319277 A230046K03RIK 2245 69.06 6.92
319475 Zfp672 2330 48.93 5.59
319480 ltga11 1803 52.59 5.49
319859 E030011005Rik 1775 51.37 7.69
319885 Zcche? 1728 55.78 4.67
319934 Sbf2 1643 45.72 10.68
320150 Zdhhc17 2332 54.28 8.44
320184 Lrrc58 1517 50.16 6.15
320191 Hook3 1954 46.94 11.36
320472 Ppm1e 2332 72.47 7.22
320506 Lmbrd2 1410 50.06 4.28
320528 Vps13c 1617 43.95 6.49
320615 Dopey1 2399 66.53 8.31
320878 Mical2 1833 58.99 2.82
320974 Lrrn4 1848 43.52 7.63
327987 Med13 2117 73.57 6.54
328186 Gm10336 2275 51.10 7.23
329165 Abi2 2037 51.94 6.77
329763 Gm5105 1550 45.45 4.93
330260 Pon2 2042 52.60 7.93
331401 Thoc2 2064 73.08 4.14
353187 Nr1d2 2450 50.98 10.42
378431 Txinb 2169 47.46 10.35
380755 Gm889 2200 67.75 8.10
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381305 Rc3h1 2087 71.54 6.62
381510 Dpy1914 2312 72.14 6.11
382867 Zfp488 2247 69.77 7.04
384281 Gatc 2110 73.77 272
387609 Zhx2 1968 64.73 3.40
432486 Gnptab 2376 69.36 10.12
432779 Al595366 2246 69.38 7.31
432940 Fam105b 2193 71.05 5.85
433667 Ankrd13c 2369 67.73 7.79
433956 Heatr2 2237 72.78 5.12
434246 Trim72 2267 67.44 6.49
435766 Tnni3k 2072 65.62 341
544971 Bdp1 2059 74.58 1.20
545428 Ccdc141 2240 63.55 5.89
628308 Gm14420 2273 74.27 5.47
639593 LOC639593 1790 69.01 0.46
665775 Bod1l 2134 75.00 4.98
667035 EG667035 1505 75.73 0.47
667214 RP23-269N23.3 2078 68.15 4.82
668158 EG668158 2170 69.25 6.23
100036521 Gm16039 2134 73.57 3.47
100039133 Gm2058 2394 67.76 11.81
100042464 2610203C20Rik 2214 72.96 2.71
100047997 LOC100047997 2404 73.06 17.65

* % proliferating cardiomyocytes is reported to the total number of cardiomyocytes

# excluded due to ambiguous result in deep-seq dataset; not all splicing variants downregulated
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