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	Individual_ID
	Other_ID
	shotgun sequencing
	mtDNA capture sequencing

	
	
	merged, quality filtered reads before mapping
	unique reads mapping to hg19
	% endogenous DNA
	deamination at 
5'-end
	merged, quality filtered reads before mapping
	unique reads mapping to rCRS
	average coverage of mtDNA
	deamination at 
5'-end
	contamination estimate

	I2937
	A2197
	1710123
	43743
	2.56
	35.8%
	1915732
	34123
	92.5
	51.1%
	0-3%

	I0071
	Lasithi4
	416193
	74430
	21.19
	30.8%
	1216951
	23645
	133.09
	35.1%
	0-2%

	I0070
	Lasithi2
	n/a
	n/a
	n/a
	n/a
	1007119
	43932
	158.18
	34.4%
	0-2%

	I0073
	Lasithi7
	n/a
	n/a
	n/a
	n/a
	1922701
	28957
	111.71
	32.0%
	0-2%

	I0074
	Lasithi9
	n/a
	n/a
	n/a
	n/a
	191272
	37313
	139.40
	32.5%
	0-2%

	I9005
	Lasithi17
	353836
	31855
	11.89
	41.0%
	1680149
	149451
	585.18
	42.5%
	0-2%

	I9006
	Salamis31
	114047
	4077
	3.58
	35.8%
	48559
	1275
	4.66
	38.0%
	0-2%

	I9123
	S-EVA 1263 Armenoi 503
	100606
	333
	0.50
	52.1%
	3411895
	98947
	374.90
	44.9%
	0-2%

	I9127
	12V t2 Odigitria
	88826
	138
	0.20
	46.9%
	3230130
	37835
	128.09
	44.7%
	0-2%

	I9128
	13V t2 Odigitria
	178544
	367
	0.27
	18.8%
	569715
	15914
	48.46
	43.3%
	1-3%

	I9129
	14V t2 Odigitria
	124970
	990
	1.02
	45.9%
	1032940
	4435
	14.46
	52.5%
	1-3%

	I9130
	16V Odigitria
	176785
	1000
	0.75
	49.5%
	1440950
	37028
	120.66
	50.8%
	1-3%

	I9131
	19V t2 Odigitria
	195943
	3034
	1.96
	33.6%
	4571525
	75329
	230.65
	47.9%
	1-3%

	I9010
	Galatas19
	17306
	305
	2.34
	47.1%
	33656
	2420
	7.88
	50.1%
	1-3%

	I9033
	Peristeria4
	249258
	9447
	5.30
	46.4%
	24677
	1236
	5.76
	37.0%
	0-2%

	I9033
	Peristeria4 tooth #2
	221
	1
	0.91
	0.0%
	102987
	2285
	8.98
	48.4%
	1-3%

	I9041
	Galatas4
	393645
	56416
	21.10
	35.5%
	249346
	1497
	5.74
	45.2%
	1-3%

	I2495
	A4-1
	284570
	94485
	33.2
	31.4%
	1969508
	162151
	357
	29.5%
	0-2%

	I2499
	UC1
	284485
	11459
	4.03
	13%
	1776067
	13069
	33.3
	45.8%
	2-6%

	I2683
	G3-95
	378422
	114121
	30.16
	34.2%
	1856542
	157105
	461
	40.9%
	0-1%



