
 

Supplementary Fig. 1.  (a) SDS-PAGE of purified TPP1(PBD) and WT and Q623H, L343F, 

P446Q and R477T mutant POT1C proteins used in ITC experiments. (b) SDS-PAGE of WT and 

P475L, A532P, I535F, and C591W mutant POT1C used in ITC experiments. Arrows indicate 

POT1C and TPP1(PBD). The POT1C mutant I535F protein levels are significantly lower 

compared to the WT protein suggesting that the protein is not stable when over-expressed at least 

in the absence of TPP1. (c) Western blot showing expression levels of full-length WT and 

mutant Flag-POT1 proteins after transient transfection of HEK293T cells. 

 



 

Supplementary Fig. 2. Calculation of telomerase processivity. Each band in Figure 4C and d 

was quantified using ImagequantTL (GE Healthcare) and the intensity was normalized against 

the loading control. Band intensity was then corrected for the number of radiolabeled nucleotides 

(hot Gs) added per repeat. The total lane counts (TLCs) were then measured by taking the sum of 

the normalized band intensity over the entire lane. Each corrected band was expressed as a 

fraction left behind (%LB) by summing the normalized intensity for each repeat and every repeat 

below it, divided by the total counts of every repeat in the lane (TLCs) and multiplied by 100. 

The natural log of (100-%LB) was then calculated and plotted for every repeat number. The plot 

of ln(100-%LB) per repeat number was fit with a linear regression equation with a slope m. The 

processivity was then calculated by taking –ln(2)/m for the slope of each line (Supplemental Fig. 
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Supplementary Table 1. Table of reported POT1C associated cancer mutations in the 

cBIOPortal for cancer genomics (http://cbioportal.org/), the COSMIC catalog of somatic 

mutations in cancer (http://cancer.sanger.ac.uk/), and published literature.  

 

 

 

 

 

 

 

Supplementary Table 2. Table of ITC binding data for WT and mutant POT1C and 

TPP1(PBD).  



 

Supplementary Table 3. Table of FP assay data for WT and mutant full-length POT1 and WT 

TPP1(87) proteins with the telomeric 18mer. SD denotes standard deviation. 

 


