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Supplementary Fig. S1: ERG protein expression in prostate epithelial cells  (a) 

Immunofluorescent images of ERG protein analysis in VCaP +/- induction with 

R1881 (TMPRSS2/ERG positive), Jurkat, BPH-1 (ERG wild type) and PC3 

(negative) human cell lines. Analysis of ERG protein expression in TMPRSS2/ERG 

negative CD133/ 2 1 selected, primary prostate epithelial cell populations, (b) 

sample 25 and (c) sample 58.  Scale bars indicate 5 µ. 
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