Supplementary Table 1, Davierwala et al.

Gene | ORF | Essontial? | _Alele designation | Screening temperature | _Source (Recent) Giation Source (previous) | Boone strain| TH strain Primary GO . Description
[ACT1 _|vFLO39C 2 20 26" avid Drubin 1 avid Amberg 7235 oskeleton __|Actin
[ARP2 | YDL02OW Y s harlie Boone harlie Boone 6157 | TH 6769 |actin fiament orgamzatmn | Actin-rlated protein involved in endocylosis and membrane growth and poarit
BIM1 __[YERO16W N [deletion harlie Boone harlie Boone 3300 mitotic protein
BNIT__[YNL271C N [deletion harlie Boone harlie Boone 2927 f cell polariy Formin involved in cell processes
CDC1Z [YHR107C Y ic Foss ic Foss 5274 [cell wall organization and biogenesis _|Component of the septin ring of the mother-bud neck thal s required for cytokinesis
N, deletion is|
[YOR364C Jasper Rine Jasper Rine 5065 | TH 6575 |nuclear mRNA splicing, via required for the second catalytic step of MRNA splicin
[YLR229C Y eorge Sprague 2 eorge Sprague 5190 | TH 6593 |establishment of cell polarit mal th-ike GTPase involved n bud st asemby, cl polatfy.and exocosts
[YWR08! N__[deletion arlie Boone arlie Boone 4490 DNA replication checkpoint rotein required for accurate ring meiosis
[YDLO31W Y natntegrated n promots [Tim Hughes [Tim Hughes 5022 | TH_4603 |35 primar ing utative RNA helicase involved in ribosome biogenesis
[YHROO7C 2 arlie Boone 3 arlie Boone 4830 [ergosterol biosynthesis Cytochrome P450 lanosterol 14a-demethylase
YBR102C Y o2 arlie Boone arlie Boone 7313 lexocytosis ubunit of the mplex, required for pre-spliceosome formation and ntron- mRNA spiicing
N, deletion is| [double-strana break repair via
[YHROB1W [Tim Hughes lJack Greenblatt 5967 | TH 6682 |nonhomologous end-ining Like fRNA Processing protein involved in regulation of DNA repair and
[YCLos1C eletion Chariie Boone Chariie Boone [ vatzr [DNA replication checkpoint [Component of the replication fork required for the replication checkpoint during DNA replication stress
YPL21TW [Tim Hughes z [Tim Hughes (TH6762) | Y7185 (RNA processing Nucleolar protein required for efficient 60S ribosome subunit biogenesis
[YDLOTaW [Tim Hughes 5 [Tim Hughes (TH6632) | V7316 (RNA modification Nucleolar protein required for processing of pre-18S rRNA
YOR361C Leland Hartwell Leland Hartwell 5192 | TH 6677 [ransiational intiation [Transiation iniiation factor eIF3 beta subunit
[YBROB7W Grant Brown 5 Grant Brown 5999 | TH 6766 [leading strand elongation [Subut of replation facto C complex
[YNL2aBC N__[deletion Chariie Boone Chariie Boone 6303 | TH 7079 |transcription from Pol | promoter RNA polymerase | third largest subunit
N, deletion is|
[YmL02aw Charlie Boone Charlie Boone 6375 | TH 7080 |protein biosynthesis ibosomal protein 51 (p51) of the small (40) subunit
[YDR164C eter Novic 7 eter Novic 5269 [vesicle fusion irophic potein involed a th e slage of secrton
[YGL233W eter Novic 7 eter Novic 5270 0lgi o plasma membrane transport St complex required for exocylosis
[YBROBOC eter Novic 7 eter Novic 5000 ER to Golgi transport y\up\asmm protein involved in protein ransport between ER and Golgl
[YOR170C r Novic 7 r Novic 5502 ER t0 Golgi transport omponent of non-ciathrin vesicle coat required for protein trafficking within the Golgl
[YBR253W in promot Tim Hughes Tim Hughes 7225 [transcription from Pol I promoter omponent of the RNA polymerase II holoenzyme and Kornberg's mediator (SRB) subcomp
[YPLOSTW N [deletion Brenda Andrews 8 Charlie Boone /4831 intracellular protein transport @ase of the Ras superfamily required to recruit Ari1p to the Golgi: similar to ADP-ribosylation factor
Y.L168C N__|deletion 30°C Brenda Andrews 9 Chariie Boone Ya409 regulation of transcription Histone with a role in elongation, methylates a lysine residue of histone H3
[YNL322C N__[deletion 30°C Brenda Andrews 8 Charlie Boone Y4695 [cell wall organization and biogenesis _|Cell wall glycoprotein involved in beta-glucan assembly: serves as a K1 killr toxin membrane receptor
YHR030C N__[deletion 30°C Brenda Andrews 8 Chariie Boone BY2329 ool wal orgnizton and bogensis _|Protein i niles ncoll walxgaizaon and bogenesis
YKL205W N__[deletion C Brenda Andrews [Anita Hopper 405 [IRNA-nucleus export Nuclear pore prolein involved in nuclear export o pr
[double-strand break repar via ubunit of MRX complex, with Mre11p and Xrs2p, mvowea n processing double-strand DNA breaks in vegetative
RADS0_|YNL250W N |deletion c Brenda Andrews 8 Chariie Boone va53 enc-joining lcets.intiation of meiotic DSBs. telomere mainten: end joining
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