Supplementary Table 1

Average Nuclear

P-dAkt Intensity

P-dAkt Intensity in

Number Gene Accession#| Cell Count Size in control cells dPTEN KD cells
1 DIAP1 CG12284 6 0.850 571 11184
2 Hippo CG11228 51 1.048 149 9429
3 String CG1395 126 1.179 116 17004
4 CG4733 140 0.986 197 13437
5 dpS6 CG10944 145 0.887 75 15892
6 Hoip CG3949 149 0.995 110 8961
7 Stearoyl CoA Desaturase CG5887 150 0.907 286 5420
8 Cyclin A CG5940 150 1.239 131 11254
9 Pp1-96A CG6593 166 0.963 403 18983
10 Pvr CG8222 170 0.968 223 15193
11 Pp1-13C CG9156 186 0.898 307 16844
12 Inr CG18402 188 0.984 164 20485
13 Pp1-87B CG5650 191 0.857 359 16794
14 puckered CG7850 191 1.049 90 17606
15 PPV CG12217 191 0.925 256 4813
16 Fatty Acid Synthetase CG3523 206 0.948 120 11141
17 CG14543 213 0.962 293 15856
18 flw CG2096 215 0.910 351 14767
19 CG11451 229 0.974 73 22612
20 Acetyl CoA Carboxylase CG11198 231 0.990 196 9962
21 rad50 CG6339 241 1.009 784 21118
22 Hsp83 CG1242 242 0.959 117 14525
23 CG1542 242 1.001 191 14377
24 CG10648 245 0.946 85 19173
25 1(1)G0334 CG7010 245 0.987 513 18172
26 CG9006 246 0.953 98 17371
27 CG3983 246 0.964 236 15316
28 Pp2B-14D CG9842 246 0.911 282 16082
29 Microtubule star CG7109 249 0.910 334 6571
30 EGFR CG10079 249 0.933 231 21176
31 Arc42 CG4703 250 0.982 584 25874
32 CG14210 251 0.967 258 17073
33 B4 CG9239 253 0.976 215 20710
34 EP2237 CG4427 253 0.984 260 20609
35 Pp2A-29B CG13383 254 0.935 233 9628
36 1(2)08717 CG15095 258 0.959 129 21481
37 bys CG1430 260 1.002 114 21643
38 Rheb CG1081 260 0.999 201 23023
39 CanA-14F CG9819 261 0.956 203 18160

40 MKP-Like CG7378 262 0.987 360 21004
41 Nopp140 CG7421 262 0.991 530 16527
42 aka CG33092 CG6770 263 1.017 126 16030
43 Ddr CG11573 264 1.021 2187 22669
44 bgcn CG30170 264 1.015 62 16054
45 slimfast CG11128 265 1.009 129 14794
46 Tie CG7525 265 1.005 377 20721
47 Pp4-19C CG32505 265 1.073 318 19821
48 CG4733 266 0.997 230 16653
49 MKP-Like CG10089 266 0.954 116 24400
50 aka CG32486 CG16745 266 0.986 262 15673
51 CG6638 268 1.066 165 22043
52 Ret CG14396 268 1.072 115 11852
53 CG9799 268 0.934 448 12933
54 CG32982 269 0.995 632 17380
55 Zwischenferment CG12529 269 0.974 95 18934
56 kurz CG3228 270 0.970 202 14157
57 CG11876 271 0.992 155 19059
58 CG7882 271 0.979 165 23308
59 Raptor CG4320 271 0.958 366 50476
60 Nnp-1 CG12396 272 1.047 487 11498
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GDH
Peter Pan

PPT-2
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MKP-like
Gadph2
RhoGEF4

tweety
gcl

fibropellin
Nnp-1

1(3)07882
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mio
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Glut1
I(1)2Eb
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Sirt7
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CG10376
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0.983
0.932
0.978
1.025
0.989
0.987
0.993
1.013
1.013
1.008
1.015
1.041
0.985
0.994
1.022
0.981
1.029
1.080
0.989
0.990
1.016
0.986
0.991
0.966
1.008
1.027
0.992
0.993
0.979
0.988
0.992
0.969
1.001
0.990
0.957
1.024
0.983
0.979
0.975
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0.959
1.005
0.928
1.048
0.974
0.964
1.022
1.026
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0.982
0.978
1.007
0.955
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0.960
1.033
1.016
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0.963
0.982
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15295
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15947
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19937
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18104
17198
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15303
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23046
17262
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inaC
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ref(2)P
slingshot
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CG12891
CG8772
CG12952
CG12301
CG16812
CG9611
CG1459
CG3869
CG10137
CG9362
CG13189
CG7115
CG7430
CG4554
CG4434
CG32486
CG7826
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CG3969
CG10391
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CG13095
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CG5373
CG11837
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CG16965
CG17559
CG7516
CG1906
CG32343
CG8678
CG8967
CG10360
CG6238
CG1621
CG8049
CG4006
CG32982
CG6745
CG13096
CG6521
CG10907
CG8816
CG3915
CG8714
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CG13339
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1.011
0.998
0.986
0.996
0.985
0.994
1.019
1.015
1.006
1.002
1.009
1.060
0.981
1.007
0.987
0.998
1.039
1.017
1.012
1.018
0.983
0.991
1.027
0.941
1.000
0.977
1.028
0.958
1.004
1.012
1.010
1.067
1.010
1.019
1.008
0.999
0.967
1.025
0.975
1.001
0.999
0.996
0.957
0.976
1.032
0.981
1.016
1.003
0.963
0.953
0.954
1.014
1.031
0.986
1.006
1.010
0.989
1.011
0.965
0.977
1.008
0.991
0.927
1.039

145
115
183
133
480
374
131
258
182
190
230
277
1304
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237
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409
57
296
128
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96
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76
147
57
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251
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631
424
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123
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792
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61
82
215
261
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119
148
157
273
322
382
217
116
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555
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15522
15142
16277
26596
16288
17059
14948
14911
17937
13029
13272
15942
16270
15253
35409
14443
16638
17615
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13484
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14330
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19549
13951
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19358
14933
10728
21708
18070
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16889
16744
14475
19292
16709
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15828
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13443
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18458
12506
14792
5028
13429
14691
26408
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18131
12977
16065
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20578
18618
18665
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16139
19769
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Shark
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0.984
0.998
1.049
1.047
0.963
1.069
1.039
0.985
0.981
1.029
0.972
0.934
1.010
0.962
0.990
0.977
1.020
1.056
1.015
1.000
1.011
1.022
0.856
0.952
1.034
0.986
0.993
0.993
1.028
1.034
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mRNA-capping-enzyme
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CG12101
CG15484
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CG3756
CG8026
CG4620
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0.965
1.025
0.995
1.027
0.998
0.885
0.959
0.986
0.986
1.011
1.009
1.027
0.989
0.937
1.024
0.976
0.964
0.976
1.030
0.954
1.030
1.040
0.990
1.039
1.005
1.026
0.981
1.040
1.064
1.048
1.010
1.016
1.070
0.925
1.042
0.968
1.010
1.002
1.027
0.994
1.053
1.028
1.052
0.988
0.978
1.003
1.009
1.064
0.963
1.005
0.997
1.027
1.097
1.013
1.008
0.992
0.997
1.048
1.026
0.910
1.057
1.005
1.042
0.992
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183
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431
207
140
226
301
119
318
699
43
309
270
197
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306
240
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134
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194
202
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89
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190
147
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156
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205
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202
213
411
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325
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232
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407
16791
101
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266
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16163
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20910
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16662
13536
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18557
19277
17888
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12117
13157
16504
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32047
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13472
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14998
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12605
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22493
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13160
17238
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16722
22063
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PpD3
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CG2272
CG8402
CG6155
CG4568
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1.046
0.985
1.024
1.032
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12717
19431
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