Supplementary Tables
Table S1. Primers used for confirmation of missense variants in AXIN2 in CHD cohort
	Nucleotide
change
	Amino acid change
	Forward Primer (5’-3’) 
	Reverse Primer (5’-3’)

	c. 28C>T
	p.L10F
	CAGGGAGCTCAGATTTCGC
	ACCGTCTTGATCGCCCAATA

	c. 395A>G
	p.K132R
	GAACGAAGATGGGTTGGGG
	AGCCACACACGACCTTTAG





[bookmark: _GoBack]Table S2. Primers used for quantitative real-time PCR and reverse transcription PCR
	Genes
	Forward Primer (5’-3’) 
	Reverse Primer (5’-3’)

	human-cMYC
	CTCTCAACGACAGCAGCCCG
	CAACATCGATTTCTTCCTCATCTTC

	human-LEF-1
	CTACCCATCCTCACTGTCAGTC
	GGATGTTCCTGTTTGACCTGAGG

	human-DKK1
	GGTATTCCAGAAGAACCACCTTG
	CTTGGACCAGAAGTGTCTAGCAC

	human-GAPDH
	CATCAAGAAGGTGGTGAAGC
	GTTGTCATACCAGGAAATGAGC

	mouse-Axin2
	ATGGAGTCCCTCCTTACCGCAT
	GTTCCACAGGCGTCATCTCCTT

	mouse-Gapdh
	TGGAGAAACCTGCCAAGTATG
	GGAGACAACCTGGTCCTCAG





