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	No
	Molecular weight
	Polypeptide number
	Sequence
	Protein ID
	Protein name
	Relative abundance

	Band-1
	1
	72402.52
	3
	 >sp|P11021|GRP78_HUMAN 78 kDa glucose-regulated protein OS=Homo sapiens GN=HSPA5 PE=1 SV=2
	P11021
	glucose-regulated protein
	100.0%

	Band-2
	1
	51229.5
	4
	 >sp|P61978|HNRPK_HUMAN Heterogeneous nuclear ribonucleoprotein K OS=Homo sapiens GN=HNRNPK PE=1 SV=1
	P61978
	Heterogeneous nuclear ribonucleoprotein K
	67.2%

	
	2
	71317.36
	1
	 >sp|P02768|ALBU_HUMAN Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2
	P02768
	Serum albumin
	22.3%

	
	3
	60545.59
	1
	 >sp|Q9Y6F1|PARP3_HUMAN Poly [ADP-ribose] polymerase 3 OS=Homo sapiens GN=PARP3 PE=1 SV=3
	Q9Y6F1
	polymerase 3
	10.5%

	Band-3
	1
	50495.29
	6
	 >sp|Q5VTE0|EF1A3_HUMAN Putative elongation factor 1-alpha-like 3 OS=Homo sapiens GN=EEF1A1P5 PE=5 SV=1
	Q5VTE0
	Putative elongation factor 1-alpha-like 3
	45.6%

	
	2
	50429.31
	3
	 >sp|P26641|EF1G_HUMAN Elongation factor 1-gamma OS=Homo sapiens GN=EEF1G PE=1 SV=3
	P26641
	Elongation factor 1-gamma
	27.0%

	
	3
	35902.68
	2
	 >sp|P67809|YBOX1_HUMAN Nuclease-sensitive element-binding protein 1 OS=Homo sapiens GN=YBX1 PE=1 SV=3
	P67809
	Nuclease-sensitive element-binding protein 1
	13.8%

	
	4
	50547.72
	1
	 >sp|Q9BQE3|TBA1C_HUMAN Tubulin alpha-1C chain OS=Homo sapiens GN=TUBA1C PE=1 SV=1
	Q9BQE3
	Tubulin alpha-1C chain
	7.2%

	
	5
	39767.34
	1
	 >tr|Q2VIK8|Q2VIK8_HUMAN RcNSEP1 (Fragment) OS=Homo sapiens PE=4 SV=1
	Q2VIK8
	RcNSEP1
	6.3%

	Band-4
	1
	42051.85
	13
	 >sp|P60709|ACTB_HUMAN Actin, cytoplasmic 1 OS=Homo sapiens GN=ACTB PE=1 SV=1
	P60709
	Actin, cytoplasmic 1
	100.0%

	Band-5
	1
	28666.47
	4
	 >sp|P07951-3|TPM2_HUMAN Isoform 3 of Tropomyosin beta chain OS=Homo sapiens GN=TPM2
	P07951-3
	Tropomyosin beta chain 
	39.0%

	
	2
	38954.73
	3
	 >sp|Q15366|PCBP2_HUMAN Poly(rC)-binding protein 2 OS=Homo sapiens GN=PCBP2 PE=1 SV=1
	Q15366
	Poly(rC)-binding protein 2 
	31.7%

	
	3
	161093.97
	1
	 >sp|P82279|CRUM1_HUMAN Protein crumbs homolog 1 OS=Homo sapiens GN=CRB1 PE=1 SV=2
	P82279
	Protein crumbs homolog 1
	29.3%



