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Nominal p−value: 0 
FDR: 0.029

Normalized ES: 1.87 

HCK: High vs LowPositive Negative
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Enrichment plot of HCK High (n=41) versus Low (n=81) patients on the curated KEGG geneset Toll Like 
Receptor Signaling Pathway. FDR = False Discovery Rate, ES = Enrichment Score 


