A
Memory-like NK cells

Pathway Gene ranks NES pval

GO CHEMOKINE ACTIVITY e Co 2.07 5.8e-03
GO CYTOKINE ACTIVITY e | 1.85 1.8e-02
DER IFN GAMMA RESPONSE_UP b vy 1.56 1.0e-02
PID IL12 PATHWAY . e gy 1.38 4.3e-02

0 5k 10k 15k 20k

< >
Memory-like NK Other
B
CD56"t NK cells
Pathway Gene ranks NES pval
HALLMARK_MYC_TARGETS_V1 b ey 203 236702
REACTOME FCERI b
MEDIATED NFKB ACTIVATION - S 1.78 1.2e-02
GO CYTOKINE ACTIVITY h” e Sm——— ) 1.51 1.6e-02
GO MONOCYTE CHEMOTAXIS h.... S 142 3.6e-02
0 5k 10k 15k 20k
< >
CD569" NK Other
C
Exhausted NK cells
Pathway Gene ranks NES pval
GO CHROMATIN REMODELING LT ey | 1.48 1.1e-03
GO REGULATION OF T .
TELOMERE MAINTENANCE w145 5.6e-03
HALLMARK G2M CHECKPOINT Mmoo e gy 1.39 3.1e-03
GO MITOTIC G2 Wiw o
DNA DAMAGE CHECKPOINT o 137 2.7e-02
0 5k 10k 15k 20k
< >
Exhausted NK Other

Supplementary Figure S4. Biological phenotypes associated with the NK cell subtypes.

The GSEA analyses showing the normalized enrichment score of biologic phenotypes specific to NK cell subtypes of
(A) memory-like, (B) CD56e", and (C) exhausted NK cells.
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