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supplemental Table 5. Gene grouping distribution.

ELN-Fav.

us GER  Combined
1824 0%  39% 40%
2529 4% as% 2%
3034 % 3% 29%
3639 0%  56% a5%
4044 ar%  as% 6%
4549 6% 40% 7%
5054 4% 39% 40%
5559 7% 3% 5%
6064 % 2% 7%
6569 2% 25% 7%
7074 7% 2% 19%

75+ 8% 29% 2%
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Methylation RAS Pathway splicesome Transcription Tumor Suppressor

us GER  Combined  US GER  Combined  US GER  Combined  US GER  Combined  US GER  Combined
1824 2% 29% u% 3% 5% 7% 6% % %  30%  19% % 18%  29% 2%
2529 8% as% 3% 3% 28% 0% 16%  10% 15% 3% 10% 3% 19% % 2%
3034 2% 3% u% 3% 9% 8% 10% % 9% 30%  12% 2% % 2%  13%
3639 7% 8% 237% 3% 7% % 10% 0% % 8% 15% 2% 2% 2% 2%
4044 % 5% ar% 3% g% a% 1% % 0% 8% 19% 2% 1% 4% 20%
4549 9% 56% a6%  35%  26% 2% 1% 7% 5% 2% 25% 26% 6% 25%  19%
5054 S0%  53% S1%  40%  30% % 1% 10% 3% 2% 18% 2% 19% 4% 2%
5559 S0%  57% s3% 1% 33% 2% 19%  23% 0% 23%  23% 2% 2% 18% 0%
6064 6%  64% 4% 3% 2% 3% 9%  23% 2% 2% 26% 4% 19%  18%  19%
6569 2% 69% 6%  30% 4% 2% 3% 2% 3% 3% 20% 0% 1% 23% 2%
7074 66%  64% 6% 29%  26% 2% 39%  40% 0%  33%  36% 4% 3% 2% 2%

75+ 7% 7% 9% 2% 23% 3% 39% 8% 9% 3% 7% 2% 2% 1% 2%
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Supplemental Table 2. Age group breackdown.

Age

us GER  Combined

080)  (n=2823)

1824 2% 5%
2529 % %
3034 5% 6%
3639 5% 6%
4044 % %
4549 % %
5054 10% 1%
5559 1% 1%
6064 16% 1%
6569 7% 12%
7074 % %
75+ 5% %
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Supplemental Table 3. Distribution of considered mutation per age classes.

ASXLL BCOR CEBPA-bZIP DNMT3A EZH2 FLT3-TD FLT3-TKD. GATA2

us GER  Combined  US GER  Combined  US GER  Combined  US GER  Combined  US GER  Combined  US GER  Combined  US GER Combined  US GER  Combined
1824 6% 6% 6% % 6% % % 1% % 1% 19% 13% 5% % % 2% 4% % 1% 10% 13% 6% 6% 6%
2529 % 0% 2% 5% % 5% % % % 4% 2% 7% 1% % 2% 1% 4s% % 10% 1% 1% % % %
3034 5% 2% % 5% % % 15% % 15% % 2% 13% 1% 2% % 1% 3% 2% 10% % 10% % 6% %
3639 1% 0% 1% 5% % % 4% % 4% 2% 2% 2% 2% % 2% 8% 2% 26% % 13% 1% % 2% %
4044 % % % 5% % % 12% % 2% % 40% 4% 2% 2% 2% 2% 3% 26% 1% 10% 13% % 5% %
4549 % % % 6% % % % % 8% 2% 4% 20% % % % % % 0% 1% 4% 7% % % 6%
5054 % % % 6% % % 5% 5% % 29% 2% 20% % % % 0% 0% 2% 1% 10% 13% 5% 1% %
5559 0% 16% 12% % % 6% % 5% % 3% M% 2% % % % 9% 25% 2% 1% 1% 1% 2% 5% %
6064 3% 15% 14% % % % % 2% % 3% 4% 7% % % % 8% 29% 29% % 1% 10% 1% 5% %
6569 8% 18% 18% % 10% % % % % 2% 39% 2% % % % 19%  26% 2% % 1% 10% % 2% %
7074 3% 18% 5%  10% 4% 1% 5% 1% % 25%  26% 25% 5% 2% % 2% 2% 26% 0% % % 2% 6% %
75+ 2% 2% 4% 1% 13% 1% 2% 2% 2% 18%  40% 2% 1% % % 3% 2% 2% % 12% % 2% 0% 2%
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RUNXL SFaB1 SMCIA smc3. SRSF2. STAG2 TEn2 P53

us GER  Combined  US GER  Combined  US GER  Combined  US GER  Combined  US GER  Combined  US GER  Combined  US GER  Combined  US GER  Combined
1824 5% % 5% 1% 0% 1% 5% 0% % 0% 0% 0% 2% 0% 1% 2% 0% 1% 5% % 5% 2% 0% 1%
2529 % % % % 0% % % 0% 2% 1% 0% 1% % 10% 5% 1% % 2% % % % 1% 0% 1%
3034 5% % 5% 1% % 2% 5% % % 5% 6% 5% 1% 0% 1% 1% % 2% % 2% 6% 1% 2% 1%
3639 % 6% % % 0% 2% 6% % 5% 5% % 5% 1% 0% 1% 2% 6% % % 6% % % % 6%
4044 % 10% % % % % 5% % 5% 2% % % 2% % % % 5% % % 10% % % 2% %
4549 0% 15% 12% 6% 6% 6% % 1% 2% % 2% % 1% % % 2% 5% % 1% 10% 10% 6% % 5%
5054 % 12% % % 1% % % % 6% 6% 6% 6% 6% % % % 12% % 1% 1% 13% % 6% %
5559 u% 7% 13% 1% % 2% % % % % % % % 7% 12% % 6% % 1% 2% 7% % 10% %
6064 1% 19% 15% % % % 2% 6% % % 5% % 15%  13% 14% % 13% 9% 18%  20% 19%  10% % %
6569 6% 2% 19% % 6% 5% % % % 2% 2% 2% 0% 20% 20% % 1% 9% 2% 4% 3% 1% 10% 12%
7074 20%  29% 2% 5% % 6% 5% 0% % 2% % % 2% 2% 2% % 13% % 2% 29% 8% 15%  13% 14%
75+ 2%  23% 25% 6% 6% 6% 2% % % 1% % 2% 3% 29% 2% % 12% % 3% 3% u% 1% 10% 14%
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us GER  Combined
1824 3% 26% 16%
2529 6%  28% 19%
3034 % 20% 12%
3639 3% 15% 13%
4044 0% 18% 13%
4549 % 20% 13%
5054 % 18% 1%
5559 % % %
6064 % 5% 6%
6569 % 1% %
7074 % % 5%
75+ 2% % %
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Supplemental Table 4. Distribution of the main cytogenetic groups considered.

CN-AML

us GER  Combined
1824 % 5% 29%
2529 a%  59% 6%
3034 9% 59% a5%
3639 9% 5T% 8%
4044 a9%  63% 54%
4549 as% 7% 8%
5054 2% 7% 7%
5559 s3% 7% 60%
6064 4% 69% 61%
6569 % 69% 7%
7074 a9% 8% 52%
75+ 9% 80% 49%
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