	Name
	Gene
	Primer
	Sequence 5’-3’

	NADH dehydrogenase 1
	ND1
	mNd1-F
mNd1-R
	CAAACACTTATTACAACCCAAGAACA  TCATATTATGGCTATGGGTCAGG

	NADH dehydrogenase 2
	ND2
	mNd2-F
mNd2-R
	ACCCACGATCAACTGAAGCA
AGTACGATGGCCAGGAGGAT

	NADH dehydrogenase 3
	ND3
	mNd3-F
mNd3-R
	ATGCGGATTTGACCCTACAA  GCTCATGGTAGTGGAAGTAGAAG

	NADH dehydrogenase 4
	ND4
	mNd4-F
mNd4-R
	CCCTTCATCCTTCTCTCCCTAT  GACAAGTGCTATGTGGCTAACT

	NADH dehydrogenase 4L
	ND4L
	mNd4L-F
mNd4L-R
	TGTCACTCCTAGGGACACTTAT  AGAGCTTATGGAGTTGGAGTTTAG

	NADH dehydrogenase 5
	ND5
	mNd5-F
mNd5-R
	CCCAGACCTCATAAACCCAATC  TGGAATGTTGGTTGGTGGAATA

	NADH dehydrogenase 6
	ND6
	mNd6-F
mNd6-R
	GTCTCTGGGTACTCCTCAGT  GTTAGTGGGTTTGTTGGTTGTT

	Succinate dehydrogenase 
(subunit A)
	SDHA
	mSDHa-F
mSDHa-R
	CACACGTCTACCCGGAATTT
CACCTGTCCCTTGTAGTTAGTG

	Succinate dehydrogenase 
(subunit B)
	SDHB
	mSDHb-F
mSDHb-R
	AGCTACTGGTGGAACGGAGA
GCAGCGGTAGACAGAGAAGG

	Succinate dehydrogenase 
(subunit C)
	SDHC
	mSDHc-F
mSDHc-R
	CTCCCAGGTTCTCCTGATTTG
AGGGAGGATGACCCTTTCTTA

	Succinate dehydrogenase 
(subunit D)
	SDHD
	mSDHd-F
mSDHd-R
	CCTCCTTGCCTCTGCTTTAC
CTCCTCAAACCTCTTCCTCAAC

	Cytochrome bc1 complex
	CYTB
	mCytB-F
mCytB-R
	GCTGGTGTACCGTGTCTTCA
TGGTAGTCGAACACAGCCAC

	Cytochrome C1
	CYC1
	CYC1-F
CYC1-R
	ATTGCGAGAAGGCCTCTATTT
TGCCATCATCATACTCCAAGAC

	Cytochrome c, somatic
	CYCS
	CYCS-F
CYCS-R
	CTGTAACCCAGAAGTGGTGAAG
CTCTAAGTTTGGTCATCAGTAGGG

	Ubiquinol-cytochrome c reductase, rieske iron-sulfur polypeptide 1
	UQCRFS1
	UQCRFS1-F
UQCRFS1-R
	AAAGAAAGCAGTGAGGCTAGAA
TGGAAACAAACTGGGAGACC

	Ubiquinol-cytochrome c reductase complex
	UQCC2
	UQCC2-F
UQCC2-R
	GGCGTTTCCTTAAGCTCTGT
TTCTGCAATCTGGGTGTTCTC

	Ubiquinol-cytochrome c reductase core protein 1
	UQCRC1
	UQCRC1-F
UQCRC1-R
	CAGATCGAGAAGGAACGAGATG
GTCGCATGCAGGTAATCAAAG

	Ubiquinol-cytochrome c reductase core protein 2
	UQCRC2
	UQCRC2-F
UQCRC2-R
	CTTCTACCGTCCTTCAACAGATT
AGGCGTATGTCCCAAGTTTC

	Ubiquinol-cytochrome c reductase complex IIIsubunit VII
	UQCRB
	UQCRB-F
UQCRB-R
	CGGGAAAGAAAGGAGAGAGAAG
AGTGTGGCATAGGTAGAACAAA

	Ubiquinol-cytochrome C reductase complex III subunit VIII
	UQCRQ
	UQCRC-F
UQCRC-R
	GGACTTGCTAGACACAGATGAA
TCCTCATCAGCAAAGGGATTAG

	Ubiquinol-cytochrome C reductase complex III subunit VI
	UQCRH
	UQCRH-F
UQCRH-R
	ATATCCGTCGAGTGACCCTTA
CATCTTTCGTTCGTCCTCTAGTC

	Ubiquinol-cytochrome C reductase complex III subunit IX
	UQCR10
	UQCR10-F
UQCR10-R
	GCCTGTACTCCTTGCTGTT
CTCGTTGATGTGCTCGTAGAT

	Ubiquinol-cytochrome C reductase complex III subunit X
	UQCR11
	UQCR11-F
UQCR11-R
	CCAGAAACTGGATTCCCACA
GCTGCCTAATCGTCCTTCTT

	Tetratricopeptide repeat domain 19
	TTC19
	TTC19-F
TTC19-R
	GTGCACGCTATCTGCTATTCT
TGGGTGTCTTTCTCCTTGTATTT

	Cytochrome c oxidase 
(subunit I)
	COX1
	mCoxI-F
mCoxI-R
	TACCCACCTCTAGCCGGAAA
CTGTGTTATGGCTGGGGGTT

	Cytochrome c oxidase
(subunit II)
	COX2
	mCoxII-F
mCoxII-R
	AGACGAAATCAACAACCCCG
GGCAGAACGACTCGGTTATCA

	Cytochrome c oxidase
(subunit III)
	COX3
	mCoxIII-F
mCoxIII-R
	CAGGATTCTTCTGAGCGTTCTAT
TGGGACTTCTAGAGGGTTAAGT

	ATP synthase (subunit 6)
	ATP6
	mATP6-F
mATP6-R
	CCATAAATCTAAGTATAGCCATTCCAC
AGCTTTTTAGTTTGTGTCGGAAG

	ATP synthase (subunit 8)
	ATP8
	mATP8-F
mATP8-R
	CATCACAAACATTCCCACTGGC
TGAGGCAAATAGATTTTCGTTCATT

	Mitochondrial Transcription Factor A
	TFAM
	TFAM-F
TFAM-R
	CCAAAAAGACCTCGTTCAGC
ATGTCTCCGGATCGTTTCAC

	BCS1 ubiquinol-cytochrome c reductase complex chaperone
	BCS1L
	BCS1L-F
BCS1L-R
	GCCCTTAAAGACAATCCCTACT
AATGCCACTAGACCCAACTG

	BCL2/adenovirus E1B 19 kDa protein-interacting protein 3
	BNIP3
	BNIP3-F
BNIP3-R
	CTGAGTAGCAAGTAGAAGCTAAGG
AACTGACCACCCAAGGTAATG

	PTEN-induced kinase 1
	PINK1
	PINK1-F
PINK1-R
	CAAATGGGAAGAACAGCCTTG
GGTCTGGCCTGATGTCTTAAT

	Microtubule-associated protein 1 light chain 3 beta
	LCB3
	LCB3-F
LCB3-R
	GGTGTGTAACTGTCTCTGTAAGG
AGCTGAAGTGGCATGTCTATC

	Dynamin-1-like protein
	DRP1
	DRP1-F
DRP1-R
	CGGTGGTGCTAGGATTTGTTA
ATGGCAGTCAGGATGTCAATAG

	OPA1 mitochondrial dynamin like GTPase
	OPA1
	OPA1-F
OPA1-R
	AAGCCTGGGTGCAATTCT
CTAGAGCTTCTGTTCGCTACTG

	Mitofusin 1
	MFN1
	MFN1-F
MFN1-R
	ACAGTGGGCTGGAAACTAATC
GCTGCTTAAACGCTCTCTCT

	Mitofusin 2
	MFN2
	MFN2-F
MNF2-R
	CAACCTGTGAAGGTCTCTTACC
TCAGCCATGTGTCGCTTATC

	Peroxisome proliferator-activated receptor gamma coactivator 1-alpha
	PGC-1
	PGC-1-F
PGC-1-R
	CTAGCCATGGATGGCCTATTT
GTCTCGACACGGAGAGTTAAAG

	Nuclear respiratory factor 1
	NRF1
	NRF1-F
NRF1-R
	ACCCTCAGTCTCACGACTAT
GAACACTCCTCAGACCCTTAAC

	Hypoxia inducible factor 1 subunit alpha
	HIF-1α
	HIF-1-F
HIF-1-R
	ACCTGGCAATGTCTCCTTTAC
CCAGTGACTCTGGACTTGATTC

	Lon peptidase 1
	LONP
	LONP-F
LONP-R
	AGAAGACCATTGCGGCTAAG
CTTCAAGGCCCTCTGTGATAAA

	Caseinolytic mitochondrial matrix peptidase proteolytic subunit
	CLPP
	CLPP-F
CLPP-R
	TGTCTGAAGCACCTTCCATTAC
GAGTCTGAGGCTAGATTGGTTTAG

	Heat shock protein 1, chaperonin
	HSPD
	HSPD-F
HSPD-R
	AGAGTAGTGCTTTGCCCTTATC
CCAGCCTTCTCTTCAGTCATT

	Activating transcription factor 5
	ATF5
	ATF5-F
ATF5-R
	CCCTCCATTCCACTTTCCTATC
GGGCCTTGCTTTCTCAGT

	SLC2A1 Solute Carrier Family 2 Member 1
	GLUT1
	GLUT1-F
GLUT1-R
	CCCAGGTGTTTGGCTTAGA
CAGAAGGGCAACAGGATACA

	SLC2A2 Solute Carrier Family 2 Member 2
	GLUT2
	GLUT2-F
GLUT2-R
	CACATCCTACTTGGCCTATCTG
CTTTGCCCTGACTTCCTCTT

	SLC2A3 Solute Carrier Family 2 Member 3
	GLUT3
	GLUT3-F
GLUT3-R
	CAGGAGATGAAGGATGAGAGTG
GGAGGACAATGGAGATGAGAAG

	SLC2A4 Solute Carrier Family 2 Member 4
	GLUT4
	GLUT4-F
GLUT4-R
	GGAGGGAGCCTTTGGTATTT
CAGCACAGGACACTCATCTT

	Hexokinase 1
	HK
	HK-F
HK-R
	GCTGGAGGTTAAGAGAAGGATG
TGGAGTGGCACACACATAAG

	Glucose-6-phosphate dehydrogenase.
	G6PD
	G6PD-F
G6PD-R
	CTGAAGAACCTCCTGACTTCTG
CATCTGCTGCTCCTACTCTATG

	Phosphofructokinase
	PFK
	PFK-F
PFK-R
	ACCAGAGGACGTTTGTGTTAG
GGCGGACACTCAGGAATAAA

	Pyruvate Kinase
	PK
	PK-F
PK-R
	TCTTCCAGGGCAAAGCATACTC
CTGGGCTTCTGATGGCATATT

	Lactate dehydrogenase A
	LDHA
	LDHA-F
LDHA-R
	ACAAACTCAAGGGCGAGATG
GGAGTTCGCAGTTACACAGTAG

	Lactate dehydrogenase B
	LDHB
	LDHB-F
LDHB-R
	CTGACCAGCGTCATCAATCA
CACAGGTCTTTGAGGTCTTTCT

	Actin (housekeeping gene)
	ACTB
	ACTB-F
ACTB-R
	GCTTCCAGCCTTCCTTCCTGG
CTGTGTTGGCGTACAGGTCTTTG







