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	Estimate
	S.E.
	F Value
	p

	Age
	0.0242
	0.0414
	0.34
	.5600

	Principal component 1
	0.1137
	0.1499
	0.58
	.4484

	Principal component 2
	0.2050
	0.1479
	1.92
	.1665

	Principal component 3
	0.0895
	0.1366
	0.43
	.5125

	Depressive symptoms
	0.0158
	0.0165
	0.93
	.3362

	History of head injury
	-0.0139
	0.2795
	0.00
	.9604

	Hypertension
	0.1581
	0.2839
	0.31
	.5779

	Diabetes
	0.1653
	0.4100
	0.16
	.6869

	ADPRS based on 19 SNPsa
	-0.0172
	0.1900
	0.01
	.9280

	ADPRS=Alzheimer’s disease polygenic risk score; SNP=single nucleotide polymorphism; aMCI=amnestic mild cognitive impairment; CN=cognitively normal.  All analyses were adjusted for clustering of twin data.  DF=1, 486.
a Odds Ratio for ADPRS=0.9830 (95% confidence interval:  0.6767; 1.4278).




