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Figure S1:   

A. Visual Analog Scale for Measuring Mood State. Mood Subscale (SMS, Simplified Mood Scale), of the Simplified Affective State Scale (SASS) (Niculescu et al. 2006, 2015). Score is average of 7 items.

For each item, mark the scale with a vertical line where you think you are at this moment in time, compared to lowest and highest you ever remember being:


1) Mood

How good is your mood right now? 

[------------------------------------------------------------------------]
Lowest                                                                           Highest


2) Motivation to do things

How is your motivation, your drive, your determination to do things right now? 

 [------------------------------------------------------------------------]
Lowest                                                                           Highest


3) Movement activity

How high is your physical energy and the amount of moving about that you feel like doing right now?

 [------------------------------------------------------------------------]
Lowest                                                                           Highest


4) Thinking activity

How high is your mental energy and thinking activity going on in your mind right now?

 [------------------------------------------------------------------------]
Lowest                                                                           Highest



5) Self-esteem

How good do you feel about yourself and your accomplishments right now?

[------------------------------------------------------------------------]
Lowest                                                                           Highest


6) Interest in pleasurable activities

How high is your interest to do things that are fun and enjoyable right now? 

[------------------------------------------------------------------------]
Lowest                                                                           Highest


7) Appetite

How high is your appetite and desire for food right now? 

[------------------------------------------------------------------------]
Lowest                                                                           Highest




B.   Correlation between HAMD and SMS7 in the whole population used in this study (n=794 testing visits).



















C. The Structure of Mood- PhenoChipping Clustering of items of the SMS-7 for measuring mood state.  Analyzing quantitative phenomic data as we would gene expression data. Two-way unsupervised hierarchical clustering using the Discovery cohort data (n=134 visits, from 44 subjects).  Red- increased values/expression. Blue-decreased values/expression.   Mood is most closely related to motivation to do things, followed by movement activity and thinking activity. Self-esteem and Interest in pleasurable activities are more distant, and related to each other. Appetite is the most distant, and least related to other items.
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D. Correlation between Happiness, Hope and Meaning with SMS7 in a subset of the population used in this study on which we had visual analog scales for Happiness, Hope and Meaning (n=84 testing visits).


Life Satisfaction Scale

For each item, score where you think you are at this moment in time, compared to lowest and highest you ever remember it being:

1)  How happy are you right now?

Lowest	           [-----------------------------------------------------------------------]   Highest
	           0							        100
                                                                                                                  
2)  How hopeful are you about the future right now?
Lowest		[-----------------------------------------------------------------------]    Highest                                                                                                     
                         0							        100

3)  How full of meaning is your life right now?
Lowest		[-----------------------------------------------------------------------]    Highest 

                         0							        100
	Pearson Correlation 
R2 (all p<0.001)
	Happy
	Hope
	Meaning

	SMS7
	0.62
	0.62
	0.51




E. Subtypes of low mood. Low mood visits (n=63) in the 44 subjects in the Discovery cohort. Data Z-scored by gender and diagnosis. Blue- lower values, Red-higher values. X-axis are subject visits. Y-axis are anxiety and psychosis measures.
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Figure S2. 
CFI-BP (Convergent Functional Information of Bipolar Disorder Severity)
1-10 Score 

Medications

M1. Tried on more than two different mood stabilizing medications (1 pt.)
M2. Was/is on lithium or divalproex (1 pt.) 
M3. Was/is on antipsychotics (1 pt.) 


Medication Score (0-3): ________________



Severity of illness

I1. Multiple hospitalizations on inpatient psychiatric units (1 pt.)
I2. Hospitalized in a State Hospital, or for more than 21 days (1 pt.)
I3. YMRS greater than I5 or HAM-D greater than 20 at time of testing (1 pt.)
I4. No history of enrollment in substance abuse programs or treatments (1 pt.)


Severity Score (0-4): ________________



Social functioning

F1. On 100% disability (1 pt.)
F2. Was/is on commitment (has conservator/payee) (1 pt.) 
F3. Has been in bankruptcy or lost home to foreclosure  or married more than 3 times (1 pt.) 


Social Functioning Score (0-3): ________________



Total Score (0-10): ________________


Figure S3: STRING Interaction Network for nominally significant predictive biomarkers for low mood/depression/hospitalizations  across all subjects in the independent test cohort  (n= 23 genes,  26 probesets) 
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Figure S4. Pharmacogenomics for Depression (BioM12). Top biomarkers for depression that have evidence for being modulated by existing drugs in the opposite direction to depression/low mood. See also Table S4. Blue- increased in expression in low mood, red -increased in expression in high mood. Such biomarkers could be used to target treatments to different patients, and to measure response to that treatment. The higher the proportion/percentile of biomarkers for a certain drug/class, the more indicated that drug would be for treatment. When biomarkers for multiple different drug/classes are changed in an individual, a prioritization based on the proportion/percentile of biomarkers for each class could be used to choose the drug or combination of drugs (targeted rational polypharmacy). See Figure 4 for an example. 
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Table S1 Combined Genomic and Phenomic Predictor (UP-Mood). Predictions using an apriori algorithm combining as predictors BioM26 with mood (SMS7) and with clinical severity of bipolar disorder (CFI-BP). In All subjects in the independent test cohort. Cross-sectional analyses.

	Universal Predictor Mood (UP-Mood)
(BioM26 + CFI-BP+ SMS7)
	Depression 

	Mania 


	State  
Clinically Severe

	AUC 69.1%
P=4.79E-04
	AUC 71.5%
P=5E-02

	Trait 
All Future Hospitalizations

	OR 1.2
P=1.57E-02
	OR 1.6
P= 1.4E-03





Table S2. CFG for Mood- used in Step 2 Prioritization for Top Biomarkers for Low Mood/ Depression (BioM12 Depression) and Mania (RLP3). Red- increased in expression (I) in High Mood, Blue- decreased in expression in High Mood (D). DE- differential expression, AP-Absent/Present. 
	Gene Symbol/
Gene Name
	Probesets
	(Direction of Change) Method/
Score/
%
	Prior Human Genetic Evidence
	Prior Human Brain Tissue Evidence
	Prior Human Peripheral Evidence
	Prior Non-human Genetic Evidence
	Prior Non-human Brain Tissue Evidence
	Prior Non-human Peripheral Evidence
	Step 2
Prioritization CFG Score For Mood
	Step 1-4 CFE


	NRG1
neuregulin 1    
	208230_s_at
	(D)
DE/2
33.7%
	MDD  1

 

   BP  2, 3,4,5,
6, 7
  
	
(D)
CA3/2 Stratum oriens   BP  8

(D)
Hippocampus
  BP  8, 9

(D)
prefrontal cortices  MDD  10

(D)
BA8/9  Female MDD  11

(D) Hippocampus BP 9
	(I)
PBMC MDD  12

(D)
PBMC  Antidepressants  12

(I)
peripheral blood mononuclear cells   BP  13




	
	(I) 
AMY MDD  14, 15


	
	10
	26

	DOCK10
dedicator of cytokinesis 10
	219279_at
	(I)
DE/2
41.5%
	BP  16
Linkage
	(I) 
Ventral Subiculum   Female MDD  11
	(I) 
Blood 
BP  17
	
	(D) 
PFC 
MDD  18
	
	10
	24

	GLS
Glutaminase
	203159_at
	(I)
DE/4
53.7%
	
	(I) BA46 MDD 19

(D) Brain BP 20

FPC differentially expressed genes MDD 21
 
(D) FTPFC MDD21 

(I)Anterior PFC BP 22 
	(D) Lymphoblastoid Cell Lines 
BP, MDD
23 


	
	(D) Hippocampus MDD15 

(I) AMY (males) BP 24 
	
	8
	24

	PRPS1
Phosphoribosyl Pyrophosphate Synthetase 1
	209440_at
	(I)
DE/4
57.3%
	Linkage
	(D) AMY MDD 25 
 
(D) BA  10 
 MDD 26 
Brain 

(D) DLPFC BP 20 

  (D) MDD 27 

 (D) PFC MDD26
 
 (I) PFC MDD 25 
 
	Whole blood DNA Differentially methylated 
BP
 28 
	
	(I) PFC MDD 26 
	
	9
	24

	TMEM161B
Transmembrane Protein 161B
	227861_at
	
(I)
AP/4
62.1%
	Depression 29

Depression 30
	(D) BA8/9 Male MDD 11
	(I) L neurons BP 31
	
	(I) AMY MDD 15
	
	10
	24

	GLO1
Glyoxalase I
	200681_at
	(I)
DE/2
41.5%
	MDD  1
	(D)      Brain       BP      20

(D) Hippocampus BP  32

(I)       BA11, Subic Female MDD  11

(I)    Anterior PFC BP ,MDD 22
	(D) Peripheral white blood cells       BP  33

	Depression-related34
  
	(D) Hippocampus, mPFC Antidepressants 34
(D)
Cortex Fluoxetine 35

	(D) Hippocampus, mPFC Antidepressants  34
	11.50
	22.5

	FANCF
Fanconi Anemia Complementation Group F
	218689_at
	(I)
DE/4
54.9%
	
	
(D)      Brain       BP  20

(I)      BA11, BA25,  Subic Female MDD  11



	(D)      Blood    MDD  25
	
	(D) AMY,PFC (males) BP  24
	



	8
	22

	HNRNPDL
Heterogeneous Nuclear Ribonucleoprotein D Like
	212454_x_at
	(I)
DE/2
35.4%
	
	(D) AMY  and cingulate cortex MDD 36 
 
 (I) NAC Male MDD 11 
	(I) Fibroblast MDD 37 
	
	(D)  Cerebral Cortex (right) Lithium
38
 
(I) AMY (males) BP 24 
	(D) Lymphocytes (males) BP 24 
	10
	22

	NRG1
Neuregulin 1
	208232_x_at
	
(D)
AP/4
60.7%
	MDD  1

 

   BP  2, 3,4,5,
6, 39
  
	
(D)
CA3/2 Stratum oriens   BP  8

(D)
Hippocampus
  BP  8, 9

(D)
prefrontal cortices  MDD  10

(D)
BA8/9  Female MDD  11

(D) Hippocampus BP 9
	(I)
PBMC MDD  12

(D)
PBMC  Antidepressants  12

(I)
peripheral blood mononuclear cells   BP  13

(D)
peripheral blood mononuclear cells MDD  12


	
	(I) 
AMY MDD  14, 15


	
	10
	22

	CD47
CD47 Molecule
	213856_at
	
(I)
AP/4
66.7%
	
	(I)          AMY  and cingulate cortex   MDD  36
	(D) Peripheral venous blood   MDD  40
	
	(D) Hippocampus MDD  41
	
	8
	21

	OLFM1
Olfactomedin 1
	210924_at
	(D)
DE/2
33.7%
	BP  42
	(D)      Brain       BP      20

(D)  Cerebral cortex      BP  43
	(D)   NT2.D1 cells Valproate 44
	
	(D)   NAC MDD  18
	(D) Blood MDD  45
	10.00
	21

	SMAD7
SMAD Family Member 7
	204790_at
	(I)
DE/2
42.7%
(I)
AP/4
54%
	
	(I)      DLPFC (BA46)     BP  46

(D)   Anterior Insula Male MDD  11
	(D)      Blood   MDD  47
        
(I)       Blood Antidepressants  48
	
	(D)  Dentate Gyrus Antidepressants, Fluoxetine 14


	
	9
	21

	SLC6A4
solute carrier family 6 (neurotransmitter transporter), member 4
	242009_at
	(D)
DE/4
64.1%
	Affective Disorder 49,50
BP
51, 52,53,54,55

Depression 56
MDD
57,58,
59,60,61,62,63 

Mood Disorders NOS
64

Lithium 65

Linkage



	(D)  
BP  66 



(D)
PFC 
MDD  67

(I) 
Ventral Subiculum   Female MDD  11

(D)
midbrain, caudate  BP  68

(D)
Thalamus MDD 57
	(D)
MDD  69

(I)
PBMC 
Antidepressants  12

(D) 
Neural progenitor cells (NPCs)   Antidepressants  70

(I)
placenta MDD  71


(I)
PBMC cells MDD  12

(I)
Blood MDD72
	
	(I) 
PFC 
MDD  73

(I)
Embryonic hippocampal ,PFC neurons 
MDD  74

(I) Cortex Fluoxetine 35
	
	10
	20

	Biomarker for Mania

	RPL3 Ribosomal Protein L3
	212039_x_at
	(I)
DE/4
50%
	
	(I)
BA11, (D) NAC Female MDD 11
(I) 
BA25, BA8/9  Male MDD 11
	(I) 
Blood 
MDD
75
	
	(D) Ventral Hippocampus MDD
27181059

(I)    PFC MDD, Ventral medial hippocampus 18

	
	8
	21
















Table S3. Evidence for Involvement in Other Disorders for Top Biomarkers for Low Mood/ Depression (BioM12 Depression). Red- increased in expression (I) in High Mood, Blue- decreased in expression in High Mood (D). 

	Gene Symbol/
Gene Name
	Probesets
	(Direction of Change) Method/
Score/
%
	Prior Human Genetic Evidence
	Prior Human Brain Tissue Evidence
	Prior Human Peripheral Evidence
	Prior Non-human Genetic Evidence
	Prior Non-human Brain Tissue Evidence
	Prior Non-human Peripheral Evidence
	CFG Score For 
Other Disorders
	Step 1-4 
CFE


	DOCK10
dedicator of cytokinesis 10
	219279_at
	(I)
DE/2
41.5%
	Aging 76
	(D) Cerebellum Aging   77


(D)     Superior frontal cortex Alcohol    78

(D)     Parietal Lobe Dementia 79

(D)           OFC     PTSD 80
	(D) LymphocyteSZ 81

(D)       Blood       Aging 77

(D)       Blood Female Suicide 82

(D)       Blood Suicide 83

(D)       Blood Stress    84 



	
	(D)          Nac     Social Defeat 85

(D)    Female Nac  Stress 11
	
	10
	24

	GLS
Glutaminase
	203159_at
	(I)
DE/4
53.7%
	Aging 86
SZ 87
SZ 43
Suicide 88
	(D)    Cerebral cortex   ASD,SZ 43
(D)   Temporal Cortex Dementia 89
(D) Hippocampus Dementia 90
(D)         BA46   Suicide 19
(D) Frontopolar cortex Suicide 21
(D)          AMY           SZ      91
(D)      DLPFC      SZ      23
 (D) Amygdala   SZ     91
(D)   Prefrontal Cortex       SZ 92
(D)     DLPFC, Hippocampus, Associative striatum      SZ        93
	(D)       Blood Female Suicide 82
(D)        Blood Suicide 83
(D)       Blood    Pain 94
(D)     PBMC PTSD 95
(D)        Blood Memory retention      96
	
	(D)             CP (paradigm 2)    Alcohol 97
(D) Hippocampus    Anxiety 98
(D)      MPFC PTSD 99


	
	8
	24

	PRPS1
Phosphoribosyl Pyrophosphate Synthetase 1
	209440_at
	(I)
DE/4
57.3%
	
	(D)  Forebrain neural progenitor cells           SZ  100

(D)       Frontal and temporal cortex, Cerebral cortex Autism, SZ 43,101

(D) Hippocampus Alzheimer's Disease 90

(D) Hippocampus, Associative striatum ,                SZ         93


	(D)    PBMCs    ER Trauma survivors 95

 (D)
Blood                     Aging 77

(D)        Blood    High Stress State       84

(D)        Blood Female Suicide 82



(D)        Blood     Male Suicide 102

(D)        Blood  Suicide83
	
	
	
	9
	24

	TMEM161B
Transmembrane Protein 161B
	227861_at
	
(I)
AP/4
62.1%
	Alcohol 103
Sleep 104
ASD, Neurological 105

	
	(D)       Blood Female Suicide 82
 (D)       Blood Suicide 83
(D)       Blood Stress     84
(D)        Blood Memory retention      96       
	
	(D)          PFC     Stress           106
(I)            NAC, PFC    Female Stress  11

	
	10
	24

	GLO1
Glyoxalase I
	200681_at
	(I)
DE/2
41.5%
	Anxiety 107
Sleep 104
Panic 108
	(D)      Frontal cortex   ASD 109
(D) Hippocampus Dementia 90
(D)      Parietal Lobe Dementia 79
(D) Hippocampus           SZ     93 
(D) Dorsolateral prefrontal cortex     SZ 110

(I)       Anterior PFC SZ ,SZA 22

(D) Hippocampus  Alzheimer's Disease 111
	(D)       Blood Suicide 83 
(D)  Lymphoblastoid cell lines (LCLs)   SZ 112
(D)    plasma Aging 113
	
	(D) Hypothalamic PVN Anxiety 114
(D) AMY,CINGULATE CORTEX,HIPPOCAMPUS, ETC. Anxiety 115
(D)      Cortex Dementia 89
(D) Hippocampus Depression Susceptible 116
	
	11.5
	22.5

	FANCF
Fanconi Anemia Complementation Group F
	218689_at
	(I)
DE/4
54.9%
	
	
	(D)       Blood Stress     84
	
	(D)          AMY (males) Stress     24
	
	8
	22

	HNRNPDL
Heterogeneous Nuclear Ribonucleoprotein D Like
	212454_x_at
	(I)
DE/2
35.4%
	
	(D)    Cerebral cortex      ASD 43
(D) Hippocampus      Dementia 90
 (D)     Parietal Lobe Dementia 79
(I)            PFC   Suicide 117
	(D)  PBMCs       Aging 86
(D)        Blood     Aging 77
(D)       Blood Female Suicide 82
(D)       Blood    Male Suicide 102
(D)       Blood Suicide 83
(D)    Blood PTSD 118
 (D)      Blood Stress    84
(Differentially methylated)Whole blood DNA SZ 28	
	
	(D)         AMY Anxiety   119
(D)             VT   Hallucinogens           120	(D)          PFC     Stress 121
	(D)  Lymphocytes Hallucinogens   120
(D) Spinal cord and DRG-RNA Pain 122	
(D) Blood Stimulants  123
(I)  LymphocytesHallucinogens   120
	10
	22

	NRG1
Neuregulin 1
	208232_x_at
208230_s_at
	
(D)
AP/4
60.7%
(D)
DE/2
33.7%
	Stimulants    124
Aging 125
Anxiety 126
Psychosis 127
SZ 128 129,130 2,3,131-138 139,140	6,141-145 146
  Suicide 147

	(I)             BA-9 PFC SZ    9
(I)         CA3/2 Stratum oriens        SZ      8
(I)        DLPFC       SZ 148
(I) Hippocampus                SZ      149
(I)            PFC           SZ        150
(I)            PFC           SZ      151
(I)            PFC  (BA-9) SZ  152
(I)            Brain         SZ          153

(I)               BA  9, Hippocampus                 SZ   9

	(Differential methylation)       Blood  PTSD 
(I)        Aging 77
(I)         Blood Suicide 83
(I)        Blood     Pain 94
(I)        Blood Psychosis 154
 (I)       glt8d1SH-SY5Y cells Stimulants155
(I)        Blood Stress    84
(I) Peripheral blood monocytes Stress 156
(I) Leukocytes           SZ 141
(I)         Blood       SZ    157
(I) Fibroblast SZ 158
 (I) Lymphocyte           SZ 159


	SZ           160 161-164
	(I)       mPFC, PL Cortex Behavior 165
(I)  Prefrontal cortical tissue Memory, SZ 166
 (I)         AMY    Stress 167
(I)  Prefrontal cortex       SZ     168

(I)        Medial Prefrontal Cortex       SZ 162

	(I) Plasma Aging 113
	10
	           22
            26


	CD47
CD47 Molecule
	213856_at
	
(I)
AP/4
66.7%
	Sleep 104
	(D) Entorhinal cortex Dementia 169
	(D)        Blood       Aging 77
(D)        Blood Female Suicide 82
(D)       Blood     Male Suicide 102
(D)       Blood Suicide 83
(D)       Blood    Pain       170
(D) Peripheral blood monocytes Stress 156
(D) Neuroblastoma            SZ 171
(D)       Blood       SZ 172
(D)        Blood Memory retention      96
	
	
	
	8.00
	21

	OLFM1
Olfactomedin 1
	210924_at
	(D)
DE/2
33.7%
	
	(I)          Brain, Orbitofrontal cortex Suicide 173
(I)           Brain   Suicide 173

(I)                 dlPFC  (left hemisphere, Broadman area 46)    SZ     174

(I)          Frontal Lobe Alcohol 175

	(I)        Blood   PTSD 176
(I)        Blood        Aging 77
(I)        Blood Memory retention      96
	Alcohol          177
	(I)           NAC Hallucinogens           120
(I)     Cerebral Cortex       SZ     178
(I)           PFC           SZ      179
(I)      Female  NAC   Stress 11
	
	10
	21

	SMAD7
SMAD Family Member 7
	204790_at
	(I)
DE/2
42.7%
(I)
AP/4
54%
	Aging 125
SZ 43
	(D) Cerebellum Aging 77
(D)      Parietal Cortex  Dementia 180
(D)       dlPFC        SZ  31073119
	(I)                  Blood  Aging 77
 
(D)       Blood Female Suicide 82
(D)        Blood Stress     84
	
	(D)          AMY   Stress   181
(D)         Male Nac  Stress 11
	
	9
	21

	SLC6A4
solute carrier family 6 (neurotransmitter transporter), member 4
	242009_at
	(D)
DE/4
64.1%
	Alcohol 182-184
185

Aging 186-188

Anxiety 189,190
191,192 

OCD
193,194
195-197
198
199

ASD
200
43,201,202
203,204
205
   206,207

Behavior208

Personality 209,210

Pain 211
212
213-216


Panic 217-220

Stress 61
221
PTSD 222

Suicide 59 209,223-241
	(I) Hippocampus           Suicide 242

	(Hypermethylated) Blood Stress 243

(I)        Blood  Stress, Anxiety 244

(I)         Blood Stress     84

(I)         Blood     Pain 94

(I) Lymphoblastoid        OCD      245

(I)         Blood Suicide 83

(I)         Blood Female Suicide 82

(I)        Blood Alcohol 246


(I)     PBMCs Aging 86

(Hypermethylation) Blood     Early Life Stress 243
 
(D)          CSF  Suicide    247


PBMCs     Aging 86

	Alcohol          177

ASD         248
	(I)	Hippocampus         Alcohol     249

(I) Hippocampus         Anxiety 250 
	(I) LymphocytesHallucinogens  120
	10
	20








Table S4. Pharmacogenomics.Top Biomarkers for Low Mood/ Depression (BioM12 Depression). Top biomarkers in our datasets that are targets of existing drugs and are modulated by them in opposite direction to depression/same direction as high mood. (I)- increased in expression, (D)- decreased in expression. 

	Gene Symbol/
Gene Name
	Probesets
	

Discovery in Blood

(Direction of Change in High Mood) Method/
Score/
%

6pt
	Omega-3
	Antidepressants
	Lithium and Other Mood Stabilizers
	Anti-
psychotics
	Others
	Step 1-4 CFE Score


	NRG1
neuregulin 1  

	208230_s_at
	(D)
DE/2
33.7%
	
	(D)
PBMC
Antidepressants
12   
Antidepressants
251



	

(NA)
SH-SY5Y neuroblastoma cells
Lithium
252

(D) Neuroblastoma cells Valproate 253
	
(D)blood
Antipsychotic with weight gain in men
254
	
	26

	DOCK10
dedicator of cytokinesis 10
	219279_at
	(I)
DE/2
41.5%
	
	(I)NAC
Ketamine85
	
	
	(I)
HIP
Physical and Cognitive stimulation
255



	24

	GLS
glutaminase
	203159_at
	(I)
DE/4
53.7%
	(I) HIP  (males) Omega-3 fatty acids  256
	

	
	(I) VT Clozapine  120
(I)
Striatum
Risperidone 93
	


CB-839
	24

	PRPS1
Phosphoribosyl Pyrophosphate Synthetase 1
	209440_at
	(I)
DE/4
57.3%
	
	
	(I)Lymphoblastoid cells
Lithium
257
	
	
	24

	TMEM161B
Transmembrane Protein 161B
	227861_at
	
(I)
AP/4
62.1%
	
	
	
	
	
	24

	GLO1
glyoxalase I
	200681_at
	(I)
DE/2
41.5%
	(I) Lymphocytes Omega-3 fatty acids  256
	
	
	
	
	22.5

	FANCF
Fanconi Anemia Complementation Group F
	218689_at
	(I)
DE/4
54.9%
	
	
	
	
	
	22

	HNRNPDL
heterogeneous nuclear ribonucleoprotein D like
	212454_x_at
	(I)
DE/2
35.4%
	(I) NAC (females) Omega-3 fatty acids  256
	
	
	
	

(I) Lymphocytes Diazepam 119



	22

	NRG1
neuregulin 1    Most Reproducible predictors
	208232_x_at
	
(D)
AP/4
60.7%

	
	(D)
PBMC
Antidepressants
12   
Antidepressants
251



	

(NA)
SH-SY5Y neuroblastoma cells
Lithium
252

(D) Neuroblastoma cells Valproate 253
	
(D)blood
Antipsychotic with weight gain in men
254
	
	22

	CD47
CD47 molecule
	213856_at
	(I)
AP/4
66.7%
	(I) Lymphocytes (males) Omega-3 fatty acids  256
	
(I)     Frontal  Cortex Venlafaxine 258


	(I)Corpus Collosum
Lithium259
	(I) Lymphocytes ,VT Clozapine  120
	




	21

	OLFM1
Olfactomedin 1
	210924_at
	(D)
DE/2
33.7%
	
	
	(D) NT2.D1 cells Valproate 44
	
	
	21

	SMAD7
SMAD family member 7
	204790_at
	(I)
DE/2
42.7%
(I)
AP/4
54.0%
	
	
	
	
	




	21

	SLC6A4
solute carrier family 6 (neurotransmitter transporter), member 4
	242009_at
	(D)
DE/4
64.1%
	(D)
Lymphocytes (females)
Omega-3 fatty acids
256
	(D)
Neural progenitor cells (NPCs)
Imipramine, Citalopram 70


	

	
	


	20
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