yTable 6. Results of Gene Ontology 174 to ic risk loci for d ADHD.
source _[term_name term_id adjusted_p_value |negative_logl0_of_adjusted_p_value |term_size |query_size |i _size [effective_domain_size
117400 117399 159479 19819 178922 135951,ENSG00
000185674, 144214 115514 158417, 135945 128655, 155636, 9156
413 115524, 144381, 115541 115540, 162944, 152430, 115896, 168016,EN
600000178567, 624 167, 144674, 213672 4 114302, 178537,
177479, 178252 178149, 178057, 178035, 19821 172053, 172046 172037,
185909, 173421, 188315, 114316 3276, 7560 145022, 145020,ENSGO0
000145029, 17340 164061, 183763 164076, 16407 164077, 4
756, 1617, 114349 114353 179564 14708, 186792, 434 114395,ENS
GO:MF [protein binding GO:0005515 [TRUE 277604 3.556851028 14881 [158 142 20195 600000126062 185565 175455 1 3711 174579, 114054,
118007, 168917, 158092, 174564, 158186, 158220, 114107, 1 34, "
18430 108 158321, 187416 135250 133874, 133878,ENSG0O
000156687, 18893 197724, 156395 7 4802 181418, 181929, 167
54 167550 139549, 150967, 111325, 182196 75 1825 130921,ENS
00000111328, 139697, 183955, 150977, 131966 100567, 196860, 100575
100578, 166923 48905 137871 140262, 136379, 103888, 103264, 140941,
140941 19879 152214, 15221 132874, 125816, 125820,ENSGOO
000101336, 101337, 126003 101350, 171456 1971 20256, 197381
o |Yalurononglucosamil 0004415 [TRUE 2.10802 1.678686586 s 158 3 20195 186792 114378 103888
nidase activity
peptide-O-
GO:MF  [fucosyltransferase  |G0:0046922 |TRUE 4.99602 1.302269301 2 158 2 20195 101346, 186866
activity
Gogp [Ecosaminoglvean e 0006007 |rRuE 1.95603 2.709160894 27 146 5 21110 185674 144214 186792 11437 103888
catabolic process
117399 159479 115524, 114302, 177479, 178467, 178252,ENSG00
000178149, 17205 172046, 114316, 60, 173402 183763 164
macromolecule 076, 16407 11435 43477, 1 11 174579, 158092,ENS
GoBP | e G0:0043412 [TRUE 469603 2.329034241 3840|146 s0 21110 000000075711 8391 135250 1727 133874 133878, 197724,
048028, 181929, 16754 111328, 1839 19, 166923, 136379, 10:
103264, 152214 152217, 101336, 101346, 171456 197381, 186866
117399 159479 115524, 114302, 177479, 178467, 172053,ENSG0O
000172046, 114316, 6 60, 173402, 18376 164076, 16407 114
protein modification 353, 43477, 71 11 174579, 15809 5711 158321,ENS
cosp |0 GO:0036211 [FALSE 4.82603 2.316898818 3617|146 48 21110 135250, 172728, ya7a 3387 ror7oa > 175
167548, 1113 1 19 166923, 136379, 103888 103264, 152214,
152217, 101336, 101346, 171456, 197381, 186866
Gogp  |MMinoglycan GO:0006026 [FALSE 5.55603 2.255336548 33 146 5 21110 185674, 144214 186792, 11437 103888
catabolic process
117400 117399 19819 135951, 155636 138386,ENSG0O
000144381, 115541, 152430, 6242 144674, 1367 178537, 177479, 178
467 178035, 17205 172046 172037, 173421 188315 33276, 560,ENS
developmental 600000145022 173402, 164061, 16407 161 114349, 186792, 114378
o | G0:0032502 [TRUE 8.02603 2.09563908 6489|146 7 21110 175161, 18556 1754 71, 11 158092 158234, 5711,
10 158321, 135250, 17272 156687, 197724, 181929,ENSG00
00016754 139549, 150977, 19, 166923 905, 140262, 10 198
795, 152214 125816 125820 101336 12600 101345, 101350,ENS
00000171456, 197381 186866
117400 117399, 2 198198, 155636 138386, 144381,ENSGOO
000076242 144674 13672, 178537, 177479, 178467, 178035, 172053 172
046, 172037, 173421, 33276 560, 145022 173402, 164061 164078,ENS
anatomical structure 1617, 114349 186792, 11437 175161 185565, 175455
GOP | et G0:0048856 [FALSE 2.36E02 1.627846756 5896 (146 65 21110 hossen T 08002 o8294 o o og321 125250,
172728 1566! 197724, 16754 139549, 150977, 19, 166923,ENSGO0
00024890 14026 103264, 19879 152214, 125820, 101336, 126
003, 101346 101350, 171456 197381, 186866
117400, 117399 19819 155636 138386, 144381, 6242,ENSG00
000144674, 1367 178537, 178467, 178035, 17205 172037, 76
multicellular 560, 14502 173402 164061 164078 1617, 114349 186792 114378,ENS
GO:BP  [organism G0:0007275  [FALSE 2.42602 1.617023449 4658|146 55 21110 600000175161 185565 175455 11 15809, 158234, 5711
development 005108, 158321 135250, 172728, 156687,! 197724, 139549, 19, 166923,
4890 140262 103264, 19879 152214 125820 126003, ENSG0O
000101346, 101350 171456 197381, 186866
117399, 159479 19819 178922, 19687 135951, 41962,ENSGO0
000158417, 135045 12865 155636, 9156 1 115524, 144
381 115541 075 152430, 115896, 168016, 178567 6242 167,ENS
00000144674, 13672, 114302, 178537, 177479, 178467 178252, 178035
198218, 172046 172037, 177 18831 33276, 60, 14502 145029,
173402, 164061 164078, 6 114 14706, 186792,ENSG00
actor: ETF; motits 000243477, 114395, 108, 126062 7402 175161, 3
i Pyt TFMO0695  [FALSE 1.22€04 3.914956249 10683 |165 122 20011 711, 174579, 114054 118007, 168917, 15809 158186, 158220 114107,ENS
00000075711 184305, 10 158321 187416, 483 135250, 133874,
133878, 156687, 164989, 188938, 28, 197724, 156395, 27, 28,
18141 181929 167548, 167550 150967, 11132 182196, 5 ENSGOO
00005182 111328, 139697, 1839 139971, 131966, 19, 196860, 100
575, 10057 166923 137871, 140262, 136379, 103888 103264 140941,ENS
600000140948, 198795, 125816 101336 126003 101346, 101350
171456 197183 197381 186866




13, 1117399, 159479, 19819 178922, 196872,ENSGOO
000135951 4196 144214, 115514, 135945, 128655, 155636, 9156,
386, 41, 115524, 115520, 144381 115541, 075’ 115540, 47626,ENS
600000152430 115896, 168016 1785 6242 16 144674, 13672,
114302, 178537, 177479, 178467, 178252, 178149, 178057, 17803 198218
172046, 172037, 177352, 185909, 173421, 114316, 76, '560,ENSGO0
000145022, 145029, 173402, 1164061, 183763, 164076, 164078, 164077,
Factor: E2F-2; motif: 6, 114349, 1114353, 179564, 14706, 186792, 114378,ENS
TF NWTTTGGCGCCAWW [TF:M11530_1 FALSE 6.11E-04 3.213933363 13761 165 142 20011 G00000114395, 104, 126062, 402 175455, 1, 11
NN; match class: 1 174579, 118007, 168917, 15809 158186 158220, 114107, 158234, 5711,
18430: 108, 158321 187416, 1 0, 172728, 133874,ENSGO0
00013387 156687, 197724, 15639 7 28, | 18141 181
929, 16754 167550, 1139549, 150967, 111325, 182196, 5, 1825,ENS
G00000130921 11132 139697, 183955 150977, 139971, 131966, 1100567,
032219, 196860, 100575, 10057 16692 140262, 136379, 103 103264,
140941 140948, 198795, 132874, 125816, 125820, 101336,ENSGO0
000101337, 12600: 101346, 101350, 171456 197381, 186866
13, 117399, 2, 159479, 19819: 178922, 196872,ENSGO0O
000135951 4196 144214, 115514, 158417, 135945, 128655, 155636, 9
156, 1 6, 11 4, 115520, 144381 115541, 075 115540,ENS
G00000247626, 1152430, 115896, 168016, 178567, 6242, 167, 144674,
213672, 1114302, 178537, 177479, 178467, 178252 178149, 178057, 178035,
19821 17205 172046, 172037, 177 185909, 173421, 114316,ENSGO0
000233276, 60, 145022, 145029, 164061, 1 164076, 164
Factor: £2F-2; moif: gg)ooomsn? Enso0o 43477, 14378 5000114395, 56000007 2104, ENSeD0000 126065 ENSeds w02 P 75161 15600500
114378, 1 1 ) 1
TF ::‘VWGGCGCCAWW TF:M11530 FALSE 2.65E-03 2.577193037 14927 165 148 20011 185565, 1754 71, 3711, 174579, 118007 168917 158092
158186, 158220, 114107, 158234, 7 184305, 108, 158321,ENSGO0
000187416, 135250, 172 133874, 13387 156687, 4 197
724, 156395, 181418, 181929, 16754 167550, 139549,ENS
'G00000150967, 111325, 182196, 1825, 130921 11132 139697,
183955, 150977, 139971 131966, 100567, 19, 196860 10057 578,
166923, 140262 136379, 10388: 103264, 140941, 140948, 198795,ENSGO0
000132874, 125816, 125820, 101336, 101337, 126003, 101346, 101
350, 171456, 1971 0256, 197381, 186866
2 19687. 135951 41962, 115514, 158417, 135945, 9156,ENSGO0
000115524 115520 144381, 115541 270757 47626 178567, 6242 1
Factor: NRF-1; motif: 674, 1367 114302, 18831 60, 14502, 173402, 164061 164077 ENS
TF SYGCGCMTGCGCRNN (TF:M09641 FALSE 3.94€-03 2.404473831 3303 165 52 20011 G00000186792, 477, 114395, 72104, 126062, 114054, 118007, 168917,
GSN 158186, 158321, 187416, 135250, 133874, 164989, 156395, 28,
167550, 182196, 1825, 139697, 150977, 19, 16692 103264,ENSGO0
000140941,ENSG00000186866
Factor: LHX9; moti [ENSG00000115514 155636 115540 167, 50 14502 150867 111325 ENSGOO
G NrcomAN TEM10974  [FALSE  |4.94E03 2.306689582 259 165 12 20011 00150677 o 20541, pvest
Factor: Ihx6; motif: 115514, 155636, 115540, 167, 60, 14502 150967, 111325,ENSGOO
TF CTCGTTAR TF:M10980 FALSE 4.94€-03 2.306689582 259 165 12 20011 000150977 103264 140941, 101337
13, 117399, 178922 196872 135951, 41962, 135945,ENSGO0
000128655, 155636, 9156, 138386, 13, 115524, 115520, 144381 115
541 0 115540, 47626, 152430, 115896, 178567, 6242 167,ENS
G00000144674, 1367 178537, 177479, 178467, 17 178149, 178057,
19821 172046, 172037, 177352, 185909, 173421, 114316, 76,
7560, 14502, 173402, 1164061, 164076, 16407 164077, 4,ENSGOO
Factor: E2F-1; motif: 000003756, 11435 179564, 14706, 186792, 43477, 11437, 114395
' 104, 12606 402, 175161 1, 11 174579, 118007,ENS
I WWTGGCGCCANY [ TFAMOIS1S.1 |FAISE  [1.49€02 1.923220363 12480 165 130 20011 500000168917 o805 153186, 20 i 5430 o eaaot
187416, 135250, 172728, 133874, 13387 156687, 28, 197724,
156395, 7 28, | 18141 181929, 16754 167550, 139549,ENSGO0
000150967, 111325, 1182196, 5, 1825, 130921 11132 139697, 183
150977, 139971, 100567, 19, 196860, 100575, 10057 166923 ,ENS
G00000140262, 136379, 10388: 103264, 140941 14094 198795, 132874,
088930, 125816, 125820, 101336, 101337, 126003, 101346, 101350, 171456,
197183, 197381, 186866
13, 117399, 2, 159479, 19819 17892, 196872, 135951,ENSGO0
000241962, 115514, 158417, 135945 9156, 138386, 115524,
144381, 115541, 0757, 115540, 47626, 152430, 115896, 168016,ENS
G00000178567, 624 167, 144674, 13672, 45, 11430; 177479,
178467, 1 178149, 178057 178035, 19821 172053, 172046, 172037,
177352 173421 188315, 114316, 33276, 60, 145022, 145029,ENSGOO
Factor: E2F-2; motif: (;22173407 A]A77154061 1Aqq;‘ﬂ?753, 041640 6, 2505215407 e ot 56, oo 14706, JESNBS
1 1 175161, :
TF i(;ii‘ﬁc(;i(;(ilvw, TF:M11531_1 [FALSE 137602 1.862066615 12643 165 131 20011 71, 3711 174579 114054, 118007 168917 158092 158186,
158220, 5711 184305, 101 158321 187416, 135250 172728,
133874, 133, 156687, 164989, s, 197724, 156395,  ENSGOO
00004802: 181418, 167548, 167550, 150967, 11132 182196, 1
2 111328, 139697, 1839:! 150977, 139971, 131966, 19, 196860,ENS
G00000166923, 137871, 140262, 136379, 10388: 103264, 140941, 114094
198795, 125816, 125820, 101336, 101337, 126003, 101346, 101350,
171456, 1971 0256, 197381 186866
Factor: LHX8; motif: 13, 115514, 155636, 1115540, 167, 60, 145022, 158186,ENSGO0
TF CTCGTTAN TF:M10985 FALSE 2.05E-02 1.688453063 522 165 16 20011 000149305, 150967, 111325 1113 150977, 103264 140941, 101337




13, 1117399, 196872, 135951 4196 144214, 115514,ENSGO0O
000158417, 135945, 128655, 155636, 9156, 1 6, | 115524, 144
115541 70757, 115540, 247626 152430, 115896, 168016, 178567,ENS
600000076242, 167 144674, 13672 4 114302, 178537 177479,
178467, 178252 178149 178057, 178035, 19821 172053, 172046, 172037,
177352 173421, 1 114316, 5 60, 145022 173402,ENSG00
000164061 18376 164076 16407 164077 6 14706 186
Factor: TCF-1; motif: 792 43477, 114395, 104, 126062 402, 175161, 185565 JENS
i ACATCGRGRCGCTGW; [TF:M11603_1 |FALSE 2.95602 1.530484642 13482 [165 136 20011 1 3711 174579, 114054, 118007 16891 158092 158186,
match class: 1 158220, 114107, 57 18430 108, 158321 187416, 4 135250,
17272 133874 133878 156687, 18893 197724, 156395, ENSG0O
7 2 18141 181929, 16754 167550 139549, 150967, 111
325, 182196 1113, 139697, 183955, 150977, 139971, 131966,ENS
600000100567, 19 196860, 100575 10057 16692 137871, 140262
136379, 10388 103264, 140941 140948, 19879 125816 125820,
101336 101337, 126003 10134, 101350, 171456, 197183, 0256,ENSGO0
000197381, ENSG00000186866
13, 117399 159479 19819 178922 196872, 135951,ENSG00
000241962, 135945, 128655 155636, 9156, 138386, 115524 115
520, 144381, 115541, 70757, 115540 47626, 152430, 115896, 168016,ENS
600000178567, 6242, 167, 144674, 13672 178537, 177479, 178467,
178252, 178149 178057, 17803 198218, 172053 172046, 172037 177352,
185909, 1734 114316, 6 60 14502 173402, 164061,ENSG0O
000164076, 16407 164077, 56, 114353, 179564, 1470, 186
) 792, 43477 11437 114395 72104 12606 402, 175161, JENS
Factor: E2F-1; motif:
\ wreecacian | [TMoas1S  |FaLsE 3.58£02 1.44565023 13660  |165 137 20011 3711, 174579, 118007, 168917, 15809, 158186 158220
114107, 5711 184305, 1 158321 187416, 135250, 1
133874, 133878, 156687, 197724, 15639 ,ENSGOO
00018141 181929, 167548, 167550, 139549, 150967, 111325, 182196,
o75, 1825, 130921, 11132 139697, 183955, 150977, 139971 131966,ENS
600000100567, 19, 196860, 100575 10057 16692 48905 140262,
136379, 1 103264 140941, 14094 198795 132874 125816,
125820, 101336, 101337, 126003, 101346, 101350, 171456, 197183,ENSG00
197381 186866
313 117399, 2 159479, 198198 178922, 196872,ENSGOO
000135951 4196 144214, 13594 1286! 155636, 9156, 138386,
413, 115524, 144381, 115541 70757 115540 47626, 152430, 115896,ENS
600000168016, 178567, 76242 167, 144674, 1367 178537, 177479,
178467, 178149, 178057, 178035, 19821 172053 172046, 172037, 177352,
185909, 173421, 188315 114316 60 145022 145029, ENSGOO
000173402 164061 164076, 16407 164077 S6, 161 114
Factor: E2F-1; motif: 353, 14708, 186792, 43477, 11439 104, 126062 402 175161,ENS
i NTTTTGGCGCCAWW [TF:M11533  |FALSE 475602 1.323553542 13421 [165 135 20011 1754 1 73711 174579 118007, 168917 158092
WN 158186, 158220, 114107 571 184305, 10 158321, 187416, ,
135250, 17272 133874 13387 156687, 1 197724,ENSGOO
000156395, 2, 18141 181929, 16754 139549, 150967, 111
325, 1182196, 1825, 130921 111328, 139697, 183955, 150977, 139971,ENS
G00000100567, 19, 196860, 10057 10057 16692 140262,
136379, 103264, 140941, 140948 198795, 132874, 125816 125820,
101336 101337, 126003 101346, 01350, 171456, 197381,ENSG00
000186866
2 159479 19819 1789: 196872 115514, 158417 128655,ENSGOO
000155636, 115524, 115520, 144381 115541 0 115540, 115896, 168
o16, 624 144674, 178537, 178467, 17 178149, 178057, 178035,ENS
parathyroid gland; ’ 600000198218 172053, 185909, 114316, 3276, 145020, 183763 16407
HPA fl:nr:rl;:wedmm] HPA:0360052 |FALSE 7.48E04 3.125995252 4410|106 66 11006 04554 o 14305 4706 477 14305 14050 18007 o809
158186, 114107, 158234, 5711 1889 2 197724, 149305, ENSG0O
000167548, 150967, 111325, 182196, 1825, 11132, 139697, 139
971 110056 100575, 4890! 103264, 19879 101337
22 159479, 178922, 196872, 115514, 158417, 128655, 155636,ENSGO0
000115524, 115520 144381, 115541 270757, 115540 115896, 168016 6
144674, 45, 178537, 178467, 178252 178149, 178057, 178035, ENS
panereas; pancreatic 00000198218, 17205 185909 114316, 3276, 7560 145022 145020,
- 18376 16407 6, 1617, 114353, 14706, 43477, 114395,
HPA endocrine HPA0351181 |FALSE 1.07€03 2.970348969 s617  |106 7 11006 26069 114054, 118007, 168917, 158092 114107 158234, 5711,ENSGO0
cellsfrteLow] 000158321 188938 28, 197724, 28, 149305, 16754 111
32 1182196, 1 11132 139697, 150977, 139971 100567,ENS
60000010057 137871, 140262, 103264, 125820, 10133 101346,
101350,ENSG00000197183
159479, 198198 178922, 196872, 115514, 158417, 128655, 155636,ENSGO0
000115524, 115520 144381, 115541 270757, 115540 115896, 6242 144
674, 4 178467, 178149, 178057, 17803 198218, 172053 185909,ENS
prostate; glandular . 00000233276, 14502 145020, 16407 756, 114353, 14706
HeA cellsiriteMedium] | MPA0390052 |FALSE 210802 1678218200 4806 1106 &6 11006 243477, 114395 126062, 114054, 118007, 158092 158186, 114107, 58234,
5711 1 197724, 149305, 150967,ENSGOO
000111325, 182196, 5, 1825 130921 111328, 139697, 150977, 139
971 110057 137871 140262 19879 101337




117399, 159479, 198198, 178922, 196872 115514, 158417, 128655,ENSGOO
000155636, 115524, 144381, 115541 270757, 115540, 115896, 168016, 6
242, 144674, 45 178467, 178149, 178057, 178035, 19821 172053,ENS
endometrium 1; 600000172037, 185909, 114316, 76 145022, 145020, 18376 16407
HPA glandular HPA0160052 |FALSE 2.53602 1.597140782 sia4 |106 69 11006 004534, 6 114353, 14706, 43477 114395 126062 114054, 118007,
cells[rteMedium] 158092 158186, 114107, 158234, 5711 158321 18893 ENSGOO
000197724, 27, i 16754 150967, 11132 182196, 1 139
697, 150977, 100567, 10057 24890 14026 103264, 19879 EN
G00000101337,ENSG00000101346
159479, 19819 178922, 115514, 158417, 128655, 1 115524,ENSGOO
000115541, 0 115540 115896, 6242 144674 45 178537, 178
cerebral cortex; équODOIA 0771 o 45020, s 73402, et 64061 oo 763, oo, 64078, o - oy
1 1 i 1 1 1 X
HPA iZﬁZﬁ'ﬂZ@l HPA:0100201 |FALSE 2.68E02 1.571503809 4633|106 64 11006 114353, 13477 26060 12050 118007, 58002 58156 14107 158234,
5711 2 197724, 7 2 150967, 111325 182196,ENSG0O
00009097 139697, 150977, 100567, 100575, 137871, 140262, 103264, 198
795, 101337 101346, 101350, 197183
22, 159479, 198198, 178922 196872 1 128655, 155636,ENSGO0O
000115524, 144381, 115541, 0 115540, 162944, 115896, 76242 144
674, 45 178467, 178057, 178035, 19821 185909, 3276 7560,ENS
hippocampus; glial 600000145022, 145020, 164076, 16407 756, 1617, 114353
HPA cabdtetan HPA:0250121 |FALSE 2.82€02 1.54945497 4138|106 s9 11006 Sisary 14305 6060 1800y 90 boporel og321 > S07720,
16754 150967, 182196, 1825, 11132 139697,ENSGOO
00010057 137871 140262, 19879 125820 101337, 101346, 197
183
196872 158417 115541, 075 115540, 6242, 142674, 178467,ENSGOO
: ) 000178057, 17803 198218 185909, 145020, 164078 6 114
HPA ;T:;;:::::Zﬁ;[mgm HPA:0590053 |FALSE 2.87602 1.541658353 1882|106 34 11006 353, 11439 114054, 118007, 158092 158186, | 197724,ENS
7, 4802 182196, 139697, 137871, 140262 103264,
101346
159479, 19819 178922 196872, 158417, 128655 155636,ENSGOO
000115524, 115541, 075 115540 115896 624 144674, 45
8467 178252, 178149, 178057, 198218 172053, 172037, 185909,ENS
heartmuscle; ' 600000114316, 14502 145020, 173402 183763 164078 ' 6
HPA Z:Ti:;nvocy(es[meM HPA:0241102 |FALSE 3.56E02 1.44879575 4367|106 61 11006 214706, 13477 1430 12050 118007, 58156 14107 58234 158321,
18893 2 197724, 7 2 149305, 150967, 182196,ENSG0O
0001113 139697, 100567, 100575, 48905 14026 103264, 198795
930, 101337 101350
117399, 17892 196872, 158417, 128655, 155636, 115520, 115541,ENSG0O
000270757, 115540, 115896 6242 144674, 45 178467, 178149, 178
HPA stomach 2;glandular |\ 050053 [raLse 4.29602 1367255865 2427 106 20 11006 057 178035, 17205 114316, 145022 145020, 5, 43477 ,ENS
cells[High] 600000114395, 114054, 158186, 114107, 158234, 711 2 197724,
086827, 182196, 139697 140262, 103264, 197183
159479, 17892 196872, 115514, 158417, 1286 155636, 115524,ENSG00
000115520, 115541, 70757, 115540, 115896, 6242 144674, 45 178
pancreas; pancreatic 467, 178149, 178057, 178035 19821 3276, 560, 145020, JENS
HPA endocrine HPA:0351182 |FALSE 458602 1.339443621 3618|106 53 11006 3 1617, 11435 43477, 126062, 118007, 168917, 158092
cells[rileMedium] 114107, 158234, 5711 18893 28, 197724, 2 167548,
182196, 1825, 139697, 10057 137871 101337,ENSGOO
000101346, ENSG00000101350,ENSG00000197183
159479, 198198 178922 196872, 115514, 158417, 128655,ENSG0O
000155636, 1 115524, 115520, 144381, 115541, 0 115540, 162
944, 115896, 6242 144674, 45 178537, 178467 178252 178149,ENS
600000178057, 178035, 19821 172053 172037, 185909, 114316, 33276,
067560, 145022, 145020, 17340 164061, 183763 164078 56,
HPA heart muscle HPA:0240000 |FALSE 0045877462 |1.338400612 6323|106 79 11006 1usbs Py piyeay 140 oen 1a05s 118007, 168517 ENSG00
000158092, 158186, 114107, 158234, 5711 158321, 188938 197
724, 2 149305, 150967, 182196, 1825 1113 139697,ENS
600000150977, 10056 100575 48905 137871, 14026 103264 198795
088930, 101337, 101346, 101350
159479, 198198, 178922 196872, 115514, 158417, 128655,ENSG0O
000155636, 1 115524, 115520, 144381, 115 70 115540,
944 115896, 6242, 144674, 45 178537 178467, 178252 178149,ENS
600000178057, 178035, 19821 172053 172037, 185909, 114316, 76
heartmuscle; ’ 067560, 145022 145020, 17340; 164061, 183763 164078, 6,
HPA Z::]dlomvocy(es[me\. HPA:0241101 |FALSE 0045877462 |1.338400612 6323|106 79 11006 1usbs Py Py 1430 b6 1a0s 118007, 168517 ENSG00
000158092, 158186, 114107, 158234, 5711 158321, 188938, 4882 197
7, 2 149305, 150967, 182196, 1 113 139697,ENS
600000150977, 100567, 100575, 48905 137871, 14026 103264 198795,

088930, 101337, 101346, 101350




