
Htr2c expression across nucleus accumbens neuron types
Imputed Drd1 Imputed Drd2 Imputed Htr2c
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Proportions of neuron types in the NAc

Neuronal classes

MERFISH: imputed Htr2c expression

Neurotransmitter types Subclasses Supertypes

a

01 IT-ET Glut
02 NP-CT-L6b Glut
03 OBvCR Glut
04 DG-IMN Glut
05 OB-IMN GABA
06 CTX-CGE GABA
07 CTX-MGE GABA
08 CNU-MGE GABA
09 CNU-LGE GABA

11 CNU-HYa GABA
12 HY GABA
13 CNU-HYa Glut
14 HY Glut
15 HY Gnrh1 Glut
16 HY MM Glut
17 MH-LH Glut
17 TH Glut
19 MB Glut

21 MB Dopa
22 MB-HB Sero
23 P Glut
24 MY Glut
25 Pineal Glut
26 P GABA
27 MY GABA
28 CB GABA
29 CB Glut

Glut
GABA
Glut-GABA
GABA-Glyc
Chol
Dopa
Sero
Nora
Hist
NA 10 LSX GABA 20 MB Glut

b

c

Imputed Htr2cImputed Htr2cImputed Htr2c

Filter MERFISH 
cells by region

Keep supertypes with high Htr2c expression in both scRNA-seq and 
imputed MERFISH data (Expression threshold: log2(CPM + 1) > 6)

Filtering procedure

058 PAL-STR Gaba-Chol (Chat+)

Keep cell classes representing > 
20% of the remaining population
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064 STR-PAL
Chst9 (Tshz1+)

056 Sst Chodl

Pdyn+

0234 (Pvalb+)

Cell types > 20% of the final population and Htr2c expression level: High (+++): 8–10, Medium (++): 6–8, Low (+): 4–6Key cell types
DR AI5

02 NP-CT-
L6b Glut: +

01 IT-ET Glut: -

032 L5 NP 
CTX Glut: ++

009 L2/3 IT PIR-
ENTl Glut: +

0123 L5 NP CTX 
Glut_2: +++

0042 L2/3 IT PIR-
ENTl Glut_4: ++ 

BLA

01 IT-ET Glut: ++

014 LA-BLA-
BMA-PA Glut: ++

0061 LA-BLA-
BMA-PA Glut_2: +++

0064 LA-BLA-
BMA-PA Glut_5: ++

BST

11 CNU-HYa 
GABA: +

081 ACB-BST-FS 
D1 Gaba: ++

22 MB-HB Sero: -

20 MB GABA: +++

216 MB-MY 
Tph2 Glut-Sero: -

0890 MB-MY Tph2 
Glut-Sero_3: +++

0889 MB-MY Tph2 
Glut-Sero_2: ++

mPFC

02 NP-CT-
L6b Glut: -

032 L5 NP 
CTX Glut: +

124 L5 NP
 CTX Glut_3: ++

123 L5 NP
 CTX Glut_3: ++

PVT

18 TH Glut: ++

149 PVT-PT 
Ntrk1 Glut: ++

0644 PVT-PT
 Ntrk1 Glut_2: ++

vHPF

01 IT-ET Glut: +

023 SUB-ProS 
Glut: +

0097 SUB-ProS 
Glut_2: ++

VTA

20 MB GABA: +++

195 SNr-VTA Pax5 
Npas1 Gaba: ++++

0800 SNr-VTA Pax5 
Npas1 Gaba_1: ++++

062 STR D2 Gaba: ++ 

061 STR D1 Gaba: ++ 

NAc

058 PAL-STR Gaba-
Chol (Chat+): -

063 STR D1 Sema5a 
Gaba (Tshz1+): -

064 STR-PAL Chst9 
Gaba (Tshz1+): -

056 Sst Chodl Gaba: ++

0234 STR Prox1 Lhx6 
Gaba_2 (Pvalb+): - 
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Regions projecting to the ACB
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