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Supplementary Figure S9. GO analysis of DTE genes exclusively identified in the transcript-level
analysis. a) Over-representation test of the 57 DTE-only genes resulted in 8 over-represented biological
processes (GO terms). Most of these processes are involved in synaptic functions. “GeneRatio” is the
number of genes related to a GO term of interest divided by the total number of genes used as input for the
over-representation test. b) Cnet plot of over-represented GO terms forming a single cluster involving 7
interrelated GO terms (all except regulation of GTPase activity). The plot shows a high degree of overlap
between the enriched GO terms, with several genes, such as BCL2L1 and RIMS]I, being involved in five or

more biological processes.



