
Table S2. The top nine upregulated miRNAs (Diabetes vs Normal controls).
	miRNA
	(Normal)_Means
	(Diabetes)_Means
	log2FC (Diabetes/Normal controls)
	P-value

	miR-887-5p
	0
	4.475232369
	5.140942772
	0.008544154

	miR-520g-3p
	0.248755067
	5.890213881
	4.578748406
	0.00651292

	miR-6750-5p
	0.266533631
	3.355085928
	3.773092995
	0.046637052

	miR-6738-3p
	0.86546394
	6.450287101
	2.847145626
	0.022315012

	miR-6793-5p
	1.205665017
	8.08484966
	2.799674941
	0.03662332

	miR-548ar-3p
	10.60272132
	58.29232133
	2.442612257
	0.007955984

	miR-516a-5p
	2.078933357
	10.62780342
	2.381725237
	0.048391055

	miR-552-5p
	2.413499798
	11.51847916
	2.242822141
	0.036052743

	hsa-miR-320e
	0.741810667
	3.040596107
	2.035013147
	0.036214289


Notes: FC: Fold change; (Diabetes)_Means/(Normal controls)_Means > 2, log2(FC) > 1.
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