Supplementary Figure legends
Figure S1. Characterization of plasma-derived exosomes and qRT-PCR validation of differentially expressed miRNAs. 
(A) Representative TEM image of plasma-derived exosomes. Scale bar: 100 nm. (B) NTA profile showing the size distribution and concentration of plasma-derived exosomes. (C) qRT-PCR confirming significant upregulation of miR-887-5p, miR-520g-3p, miR-6750-5p, miR-6738-3p, miR-6793-5p, miR-96-5p in patient plasma exosomes relative to healthy controls. (D) qRT-PCR confirming significant downregulation of miR-494-5p, miR-4687-3p, miR-16-1-3p, miR-377-3p, miR-337-5p, and miR-410-3p. Data are presented as mean ± SD; n = 10. *P < 0.05, **P < 0.01 vs. control group; unpaired Student's t-test.

Figure S2. miR-887-5p promotes HUVEC tube formation. 
(A) Representative images of tube formation. Scale bar: 100 μm. (B) Quantification of tube number per field. Data are presented as the mean ± SD; n = 3. *P < 0.05, **P < 0.01 vs. control or model group; one-way ANOVA with Tukey’s post hoc test.


Supplementary Table legends

[bookmark: _GoBack]Table S1. Notes: BMI: Body Mass Index; SP: Systolic Pressure; DP: Diastolic Pressure; FBG: Fasting Blood Glucose; GHb: Glycosylated Hemoglobin; TC: Total Cholesterol; TG: Glycerin Trilaurate; HDL-C: High Density Lipoprotein-Cholesterol; NHDL-C: Non-High Density Lipoprotein-Cholesterol; VLDL-C: Very Low Density Lipoprotein-Cholesterol; LDL-C: Low Density Lipoprotein-Cholesterol; ApoA: Apolipoprotein A; ApoB: Apolipoprotein B; Lp(a): Lipoprotein(a). Scores are presented as the mean ± SD.

Table S2. Notes: FC: Fold change; (Diabetes)_Means/(Normal controls)_Means > 2, log₂(FC) > 1.

Table S3. Notes: FC: Fold change; (Diabetes)_Means/(Normal controls)_Means < 1/2, log₂(FC) < -1.

Table S4. Notes: miRNA upstream primer sequence list: miR-887-5p, miR-16-1-3p, miR-183-5p, miR-337-5p, miR-377-3p, miR-410-3p, miR-4687-3p, miR-494-5p, miR-520g-3p, miR-6738-3p, miR-6750-5p, miR-6793-5p, miR-96-5p.
