tail prostate

WT +/-~ /- WT +/- /-

180 bp >
328 bp >

PTEN

Supplementary Figure 1. The prostate-specific deletion of Pten and Wdr77 genes
in the mouse. (a) Gene typing of genomic DNA isolated from tails (lanes 1-3)

and prostate glands. (b) Immunostaining of Pten and Wdr77 proteins in prostate
glands of WT (a, ¢) and PtenloxP/loxP;WdrloxP/loxP;Cre (b, d) mice.
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Supplementary Figure 2. Immunostaining and Western blot analysis.
(@) AKT phosphorylation induced by Pten gene deletion.
Immunostaining of phosphorylated AKT (pAKT) in prostate tissues
derived from WT, Ptenpc-/-, and Ptenpc-/-;Wdr77pc-/- mice.

(b) Western blot analysis of Pten and Wdr77 expression in WT

and Pten- or Wdr77-deleted prostate cells.
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Supplementary Figure 3. Loss of Wdr77 did not affect
Pten-AKT-mTOR, Pten-AKT-BAD and Pten-AKT-GSK3[3
signaling pathways.

Western blot analysis of indicated proteins (a, c)

or DNA fragmentation assay of genomic DNA (b)
isolated from Pten”, Pten”, Pten”;Wdr77%;

and Pten”;Wdr777 epithelial cells.
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Supplementary Figure 4. Loss of TGF[3 signaling associated with prostate cancer.

(@) GSEA enrichment plot indicates that genes regulated by TGF3 were over-represented
on the gene list, whose expression is altered in prostate cancer.

(b) Genes targeted by TGFp are visualized by heatmap.
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Supplementary Figure 5. RT-PCR analysis of expression of genes
involved in TGFf signaling RNAs were isolated from Pten”, Pten”,
Pten”,Wdr77"; and Pten’;Wdr77" epithelial cells and aubmitted
for real-time PCR analysis. Fold-change = relative expression in
loxP-floxed cells/ relative expression in cells with deletion of Pten
or Pten plus Wdr77 genes.



Supplementary Figure 6. AR expression is induced by Pten loss. Immunostaining of AR
in prostate tissues derived from WT, Pten®*’-, and PtenP’-;Wdr77°<" mice.
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Supplementary Figure 7. Pten loss decreased the AR signaling
in the prostate. (a) GSEA enrichment plot indicates that genes
regulated by AR were over-represented on the gene list, whose
expression is altered by Pten loss. (b) Genes targeted by AR are
visualized by heatmap.




sTable 1: Mouse Primers for Real Time PCR

Target Genes Sequence 5'-3'
TGFpB1 F: AGCTGCGCTTGCAGAGATTA
R: AGCCCTGTATTCCGTCTCCT
TGFpB2 F: TCCCCTCCGAAAATGCCATC
R: TGCTATCGATGTAGCGCTGG
TGFBRII F: CCAAGTCGGATGTGGAAATGG
R: TGTCGCAAGTGGACAGTCTC
TGFBRIII F: CTGCCAAGGGAGGTTCACAT
R: AACCCTCCGAAACCAGGAAG
Smad4 F: GAGAGAGCGAGGTTGCACAT
R: ACCTTTATATACGCGCTTGGGT




