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Cell Line Authentication — STR Profiling Report

Sample code
Table 1. Sample Code
Customer’s code Company Code
01 20161206-01
02 20161206-02
03 20161206-03
04 20161206-04

Sample Number:4

Sample Type: Cell line

Testing Type: STR

Sample From: Shanghai University

Testing Method:

DNA was extracted by a commercial kit from CORNING (AP-EMN-BL-GDNA-250G). The
twenty STRs including Amelogenin locus were amplified by six multiplex PCR and separated on
ABI 3730XL Genetic Analyzer. The signals were then analyzed by the software GeneMapper.

Data Interpretation:

Cell lines were authenticated using Short Tandem Repeat (STR) analysis as described in 2012 in
ANSI Standard (ASN-0002) by the ATCC Standards Development Organization (SDO) and in
Capes-Dauvis et al., Match criteria for human cell line authentication: Where do we draw the line?

Int J Cancer.2013;132(11):2510-9.

Test Results:

1. Result

Table 2. Matching information on the cell lines
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Sample Code Multi-allele | Cell line matched | Cell Bank EV Percentage
20161206-01 No SPC-Al CRC 1 9/9
20161206-02 No NCI-H1299 DSMZ 0. 947 9/9
20161206-03 No A549 DSMZ 1 9/9
20161206-04 No PC-9 DSMZ 1 9/9

® Multi-allele means some STR contain more than two loci.

2. Sample Description

e 20161206-01: The DNA of the cell lines found to perfect match the type of cell lines in acell

line retrieval, CRC database shows that cells called SPC-Al, corresponding to the cell
number 80. No multiple alleles were found in this cell line.

® 20161206-02: The DNA of the cell lines found to basic match the type of cell lines in acell

line retrieval, DSMZ database shows that cells called NCI1-H1299, corresponding to the cell
number CRL-5803. No multiple alleles were found in this cell line.

e 20161216-03: The DNA of the cell lines found to perfect match the type of cell lines in acell

line retrieval, DSMZ database shows that cells called A549. corresponding to the cell number
CCL-185.. No multiple alleles were found in this cell line.

e 20161216-04: The DNA of the cell lines found to perfect match the type of cell lines in a

cell line retrieval, GNE database shows that cells called PC-9, corresponding to the cell

number Q. No multiple alleles were found in this cell line.

3. Genotyping Result
bl I I . : lts of Cell li ~

Sample Cell Bank information
Marker
Allelel Allele2 Allele3 Allele4 Allelel Allele2 Allele3

D5S818 11 12 11 12
D13S317 12 13.3 12 13.3

D7S820 8 12 8 12
D16S539 9 10 9 10

VWA 16 18 16 18

THO1 7 7 7 7

AMEL X X

TPOX 8 12 8 12
CSF1PO 9 10 9 10
D12S391 20 25
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FGA 21 21
D2S1338 17 17
D21S11 27 28
D18S51 16 16
D8S1179 12 12
D3S1358 15 18
D6S1043 18 19
PENTAE 7 17
D19S433 13 14
PENTAD 8 15
Table 4. STR and Amelogenin Genotyping Results of Cell line 20161216-02
A MRS R
Marker
Allelel Allele2 Allele3 Allele4 Allelel Allele2 Allele3
D5S818 11 11 11 11
D13S317 12 12 12 12
D7S820 10 10 10 10
D16S539 12 13 12 13
VWA 16 18 16 17 18
THO1 6 9.3 6 9.3
AMEL X X
TPOX 8 8 8 8
CSF1PO 12 12 12 12
D12S391 21 22
FGA 20 20
D2S1338 23 24
D21S11 32.2 32.2
D18S51 16 16
D8S1179 10 13
D3S1358 17 17
D6S1043 11 13
PENTAE 11 11
D19S433 14 14
PENTAD 13 13
Table 5. STR and Amelogenin Genotyping Results of Cell line 20161216-03
N MRS B
Marker
Allelel Allele2 Allele3 Allele4 Allelel Allele2 Allele3
D5S818 11 11 11 11
D13S317 11 11 11 11
D7S820 8 11 8 11
D16S539 11 12 11 12
VWA 14 14 14 14
THO1 8 9.3 8 9.3
AMEL X X X X
TPOX 8 11 8 11
CSF1PO 10 12 10 12
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D12S391 18 18
FGA 23 23
D2S1338 24 24
D21S11 29 29
D18S51 14 17
D8S1179 13 14
D3S1358 16 16
D6S1043 11 13
PENTAE 7 11
D195433 13 13
PENTAD 9 9
Table 6. STR and Amelogenin Genotyping Results of Cell line 20161216-04
A MRS R
Marker
Allelel Allele2 Allele3 Alleled Allelel Allele2 Allele3
D5S818 11 11 11 11
D13S317 8 8 8 8
D75820 10 11 10 11
D16S539 9 9 9 9
VWA 17 17 17 17
THO1 7 7 7 7
AMEL
TPOX 11 11 11 11
CSF1PO 11 11 11 11
D12S391 18 18
FGA 23 25
D2S1338 19 20
D21S11 29 30
D18S51 15 15
D8S1179 11 15
D3S1358 16 16
D6S1043 13 19
PENTAE 11 15
D195433 13 15.2
PENTAD 9 13
Others:
1. Genotyping Strategy and Site Distribution
Attached Table. Experimental Strategy and Sites
Strategy 1 | Strategy 2 Strategy 3 | Strategy 4 | Strategy 5 | Strategy 6
1 THO1 AMEL TPOX D3S1358 | PENTAE D19S433
2 D12S391 D5S818 VWA D13S317 PENTAD
3 D7S820 D2S1338 D8S1179 D6S1043
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4 CSF1PO D21S11 D16S539
5 FGA D18S51

The allele match algorithm compares the 8 core loci plus amelogenin only, even though alleles

from all loci will be reported when available.

2. DSMZ tools was used to carry on the cell line comparison, which contains 2455 cell lines STR

data from ATCC, DSMZ, JCRB ,ECACC,GNE and RIKEN databases. If the cell is not included

in the above cell library, users need to compared with other databases.

Technician:Menglu Shen
Check: Yang Bai
Person in Charge: Yiqun Chen

Issue date: December 14, 2016
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Loci ERARIES: 95-D “RRERFARRES : 95-D
AlleleT Allele2 Allele3 Allele1 Allele2 Allele3
D5S818 11 11 11 11
D13S317 12 12 12 12
D75820 9 11 9 11
D16S539 13 13 13 13
VWA 18 18 18 18
THO1 7 7 7 7
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CSF1PO 12 12 12 12
D12S391 19 20
FGA 19 19
D2S1338 18 18
D21S11 29 29
D18S51 14 14
D8S1179 13 15
D3S1358 16 16
D651043 11 19
PENTAE 12 16
D19S433 13 15.2
PENTAD 6 6

LisBMMNBEYEARABRAE BEitht: EShHETEAARKET 471 SERE 8 Sik 4F =

PiE: http://www.biowing.com.cn/lB#§: biowing@vip.163.com BRS3#es: 021-33559491



http://www.biowing.com.cn/%E9%82%AE%E7%AE%B1
mailto:biowing@vip.163.com

Zﬁf’ BIOWI NG TR N R RIE SR

H {th i BB

(=) PEAERMNRSH

BFE1 B2 BE3 HE4
1 THO1 TPOX D351358 AMEL
2 D125391 VWA D135317 D55818
3 D75820 D8S1179 D651043 D251338
4 CSF1PO PENTAD D165539 D21511
5 FGA D195433 D18S51
6 PENTAE
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1. Authentication testing of HEK 293T and Hela cell lines have been performed by Shanghai
Biowing Applied Biotechnology Co.,Ltd via STR profiling. STR profiles match the standards re
commended for HEK 293T and Hela cell lines authentication

2. AGS, NCI-N87, HGC-27 and HEK293 were STR-authenticated on Dec. 8, 2015 by Shanghai
Biowing Applied Biotechnology Co. LTD, Shanghai, China
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1 . Authentication testing of HEK 293T and Hela cell lines have been performed by Shanghai
Biowing Applied Biotechnology Co.,Ltd via STR profiling. STR profiles match the standards re
commended for HEK 293T and Hela cell lines authentication

2 . AGS, NCI-N87, HGC-27 and HEK293 were STR-authenticated on Dec. 8, 2015 by Shanghai
Biowing Applied Biotechnology Co. LTD, Shanghai, China
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£ FE 4 Bi Bk (Cell lines to be analyzed): HBE4-E6/E7
S8 1T K #4E V6 B (Experimental prodedures)
FIR R NARICY M=K E 2 ST AN HRFEAR AT 9 4~ STR £ i

TR, ®it T 9% PCR 5%, AR 2 PANEL AT 9INEHMA. fLA
IR IEARC KA 51 LAmic SFAM RotHRic. SI1YIHEL Primer3 341t

Chttp:/frodo.wi.mit.edu/cgi-bin/primer3/primer3_www.cgi) . PCR F=### j5 B
B E5NIRARCIRSE E#E L ABB130x1 T BME Bk, HEXMHH
GeneMapper4.0 (Appliedbiosystems) K417,

S50 7 P AR 22
HotstarTaqg DNA Polymerase | Qiagen
GeneScan™-500 Liz Size Standard Applied Biosystoms
Hi-Di formamide Applied Biosystoms
2720 Thermal Cycler Applied Biosystoms
3130x1 Genetic Analyzer Applied Biosystoms
Centrifuge 5418D Eppendorf
RIELKRBRIES TR

1) DNA FAHX 1ul 1% agarose FEIKXT HFFE AT R BERAE UL RIKRE G, R
JE AR TH IR A AR 2) T/EWR A 5-10ng/ul.
2) PCR &M

a) PCR 35|¥)
KXHAATRERHREER 9/ STR 5|44k & (PANEL 1: TPOX. D16S539.

THO1. CSFIPO. D5S818;PANEL2: Amelo. vWA. D7S820. D13S317)

b) PCR #f4:

A 10pl mixture was prepared for each reaction and included 1x HotStarTaq

buffer, 3.0 mM Mg2+, 0.3 mM dNTP, 0.1uM of primer mix,] U HotStarTaq

polymerase (Qiagen Inc.) and 1 ul template DNA.
PCR F2/%:

The cycling program was 952C for 2 min;
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11 cycles of 94°C for 20 s,
62°C-0.5 °C per cycle for 40 s,
68°C for 2mins;

24cycles of 94°C for 20 s,

56 °C for 30s,

68°C for 2mins;

60°C 60 min;

4 °C for ever.

4) HX 1pl PCR =% 80 £%)5, BX 1ul 5 0.5ul Liz500 SIZE STANDARD, 8.5ul
Hi-Di 1823, 95°C &M 5 43445 L ABI3130XL /51X

5) ABI3130x1 4 i) ¥4 3014+ F GeneMapper4.0 (Appliedbiosystems) K447 .
6 )% th 45 R KA EXCEL #HTRHL . GEit R 4047 . 18 1 9 %035 45 SR 7F STR matching

analysis Chttp://www.dsmz.de/fp/cgi-bin/str.html) #ITHIBEH X, BRA BRI
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B 5E 5 B (Results)
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