ribosome biogenesis (n=122)
ribonucleoprotein complex biogenesis (n=149)
rRNA metabolic process (n=100)

ncRNA processing (n=120)

rRNA processing (n=88)

preribosome (n=48)

mitochondrial matrix (n=94)

catalytic activity, acting on RNA (n=85)
ribosomal large subunit biogenesis (n=36)
mitochondrial gene expression (n=53)
mitochondrial inner membrane (n=83)
mitochondrial protein complex (n=61)
organelle inner membrane (n=87)
mitochondrial translation (n=44)

tRNA metabolic process (n=52)

nucleolar part (n=47)

small-subunit processome (n=22)

RNA splicing, via ... (n=67)

ribosomal small subunit biogenesis (n=29)
90S preribosome (n=20)

C Up RNAseq

921

o

FTY720vsDMSO.down(GO)

*I‘
E3
*
*
*
*
*
****|“|
R

* %

* O E o

-log10(padj)

Change in phosphorylation
Down RNAseq

59 790 98 800

10 20 30 40 50 60 70

granulocyte activation (n=89)
leukocyte degranulation (n=92)
neutrophil activation (n=88)

myeloid cell activation ... (n=92)
myeloid leukocyte mediated immunity (n=91)
neutrophil activation involved ... (n=85)
neutrophil mediated immunity (n=86)
neutrophil degranulation (n=85)

lytic vacuole membrane (n=70)
lysosomal membrane (n=70)

vacuolar membrane (n=77)

secretory granule membrane (n=56)
lysosomal lumen (n=28)

tertiary granule (n=36)

specific granule (n=34)

vacuolar lumen (n=34)

specific granule membrane (n=25)
azurophil granule (n=33)

primary lysosome (n=33)

phospholipid binding (n=60)

D Down in phosphorylation
423
47 a4
Down RNAseq
800 8 2

0

43

0 (1]

Supplementary Figure 8

FTY720vsDMSO.up(GO)

*‘
¥
*
* F O

* % F

3(-3(-||

/"

I I I
10 15 20

o
[§)]

-log10(pad))

Up in phosphorylation

32

©w

Up RNAseq
921

-

2



