Table S1: Sequences of the si-RNAs used in this study.
	Gene name
	sense（5'-3'）
	antisense（5'-3'）

	RBM15 si-RNA#1
	GCACCAUAGACUACCGAAATT
	UUUCGGUAGUCUAUGGUGCTT

	RBM15 si-RNA#2
	GGACCUUUAUCCUGACUCUTT
	AGAGUCAGGAUAAAGGUCCTT

	SPOCK1 si-RNA
	GACCUUCGAAUUUGGUCAATT
	UUGACCAAAUUCGAAGGUCTT



Table S2: Sequences of the sh-RNAs and plasmids used in this study.
	Gene name
	Target Sequences

	RBM15 sh-RNA
	GCCTGTTTCATGAGTTCAAAC

	SPOCK1 sh-RNA
	GCTTTCGAGACGATGATTATT

	RBM15 over-expression plasmid
	Sense (5'-3') GCACCAUAGACUACCGAAATT Sense (3'-5') UUUCGGUAGUCUAUGGUGCTT



Table S3: Antibody used in this study.
	Antibody
	Company
	Catalogue number
	Application

	Anti-GAPDH
	CST
	2118
	1:2000 (WB)

	Anti-RBM15
	Abcam
	ab244374
	1:1000 (WB), 1:50 (IHC, IF)

	Anti-RBM15
	Proteintech
	66059-1-Ig
	1:100 (IF), IP, RIP

	Anti-SPOCK1
	Invitrogen
	PA5-98497
	1:2000 (WB, IB), 1:100 (IF)

	Anti-p-EGFR
	CST
	11862
	1:2000 (WB)

	Anti-EGFR
	CST
	4267
	1:2000 (WB)

	Anti-p-ERK
	CST
	4370
	1:2000 (WB)

	Anti-ERK
	CST
	4695
	1:2000 (WB)

	Anti-p-AKT
	CST
	4058
	1:2000 (WB)

	Anti-AKT
	CST
	9272
	1:2000 (WB)

	Anti-ZEB1
	CST
	70512
	1:2000 (WB)

	Anti-TWIST1
	CST
	90445
	1:2000 (WB)

	Anti-Vimentin
	CST
	5741
	1:2000 (WB), 1:100 (IF)

	Anti-E-Cadherin
	CST
	14472
	1:2000 (WB), 1:100 (IF)

	Anti-m6A
	Proteintech
	68055-1-lg
	RIP

	Anti-Ki67
	CST
	9449
	1:1000 (IHC)



Table S4: Primers used in this study.
	Gene name
	Forward primer
	Reverse primer

	GAPDH
	ATCATCAGCAATGCCTCC
	TCCTTCCACGATACCAAAG

	RBM15
	ACGACCCGCAACAATGAAG
	GGAAGTCGAGTCCTCACCAC

	SPOCK1
	CCCAACCACGGCAATTTCCTA
	ATCGTCTCGAAAGCGGTTCC

	SIK1
	GCTTCTGAACCATCCACACAT
	GTGCCCGTTGGAAGTCAAATA

	TMEM86B
	CACCTCCTCTACGTCTGGG
	GCAGGACCATATCCGGCTC

	SMIM11A
	AATTGGAAGGTCCTAACTGGGA
	CTTGTCGGCAAAGTGGTGG

	IL4I1
	GCCAAGACCCCTTCGAGAAAT
	CCGATCCTGTTATCTGCCTCC

	EXPH5
	AGTTCCTCCGGCGTTTGATTT
	CCGATCCTGTTATCTGCCTCC

	MESD
	CAGAGGTTCATTGTGGGATCAG
	CTGTCTTGACCGACCAAAAAGT

	SLC24A4
	ATGGCCCCAGTGAATGGGA
	CCAGCCACATCTTCGCTCAG

	CDH11
	AGAGAGCCCAGTACACGTTGA
	TTGGCATGATAGGTCTCGTGC

	CCDC3
	CCTGGGCTACTTCTCGTGC
	GCCCTTGCGAACAGTTTGAAAA

	SNED1
	CTTGCCGACTTCTACCCGTTC
	ATGATCCCGTTGTTGTTCACG

	BEAN1
	CCAGGCTACGAGGAGTGTG
	TCAGTCAGCGAGTAGGGTGG

	SAMD9L
	ATTCCAAGCAACGGGATGTAG
	AGTCTCGGTTTCCTATGAGAAGT

	ZNF490
	TGCGGGCAACCTTCAAGAA
	GAGTGCTTCAACCATAGGACTTC

	DIO2
	AGCAGACTACTGGTCTACTCAC
	CACAGACTAATTTGCCTTGGGA

	PECAM1
	AACAGTGTTGACATGAAGAGCC
	TGTAAAACAGCACGTCATCCTT




Table S5: Correlation between Cytoplasmic RBM15 expression and clinicopathological characteristics.
	
	variables
	RBM15 expression
	total
	χ2
	p value

	
	
	low
	high
	
	
	

	Age (year)
	
	
	
	
	0.022
	0.883

	
	<60
	49
	14
	63
	
	

	
	＞=60
	26
	8
	34
	
	

	Age (year)
	
	
	
	
	0.022
	0.883

	
	<65
	49
	14
	63
	
	

	
	＞=65
	26
	8
	34
	
	

	Sex
	
	
	
	
	0.006
	0.939

	
	Female
	30
	9
	39
	
	

	
	male
	45
	13
	58
	
	

	Grade
	
	
	
	
	0.007
	0.934

	
	I-II
	47
	14
	61
	
	

	
	III
	28
	8
	36
	
	

	T stage
	
	
	
	
	0.962
	0.618

	
	T1
	17
	3
	20
	
	

	
	T2
	38
	13
	51
	
	

	
	T3- T4
	17
	5
	22
	
	

	N stage
	
	
	
	
	3.276
	0.351

	
	N0
	38
	8
	46
	
	

	
	N1
	11
	4
	15
	
	

	
	N2
	9
	6
	15
	
	

	
	N3
	5
	1
	6
	
	

	TNM stage
	
	
	
	
	1.071
	0.586

	
	I
	30
	6
	36
	
	

	
	II
	16
	5
	21
	
	

	
	III- IV
	28
	10
	38
	
	

	ALK
	
	
	
	
	0.370
	0.543

	
	Negative
	47
	13
	60
	
	

	
	Positive
	10
	5
	15
	
	

	EGFR
	
	
	
	
	0.009
	0.925

	
	Negative
	45
	14
	59
	
	

	
	Positive
	9
	3
	12
	
	

	
	
	
	
	
	0.098
	0.754

	PDL1
	Negative
	40
	13
	53
	
	

	
	Positive
	22
	6
	28
	
	

	
	
	
	
	
	
	


Χ2 Test was used to test the association between categorical variables

Table S6: Correlation between Nucleus RBM15 expression and clinicopathological characteristics.
	
	variables
	RBM15 expression
	total
	χ2
	p value

	
	
	low
	high
	
	
	

	Age (year)
	
	
	
	
	0.310
	0.578

	
	<60
	46
	17
	63
	
	

	
	＞=60
	23
	11
	34
	
	

	Age (year)
	
	
	
	
	0.310
	0.578

	
	<65
	46
	17
	63
	
	

	
	＞=65
	23
	11
	34
	
	

	Sex
	
	
	
	
	0.634
	0.426

	
	Female
	26
	13
	39
	
	

	
	male
	43
	15
	58
	
	

	Grade
	
	
	
	
	0.080
	0.778

	
	I-II
	44
	17
	61
	
	

	
	III
	25
	11
	36
	
	

	T stage
	
	
	
	
	2.203
	0.332

	
	T1
	16
	4
	20
	
	

	
	T2
	36
	15
	51
	
	

	
	T3- T4
	13
	9
	22
	
	

	N stage
	
	
	
	
	5.205
	0.157

	
	N0
	34
	12
	46
	
	

	
	N1
	12
	3
	15
	
	

	
	N2
	9
	6
	15
	
	

	
	N3
	2
	4
	6
	
	

	TNM stage
	
	
	
	
	1.508
	0.470

	
	I
	28
	8
	36
	
	

	
	II
	16
	5
	21
	
	

	
	III- IV
	25
	13
	38
	
	

	ALK
	
	
	
	
	1.192
	0.275

	
	Negative
	41
	19
	60
	
	

	
	Positive
	8
	7
	15
	
	

	EGFR
	
	
	
	
	2.676
	0.102

	
	Negative
	42
	17
	59
	
	

	
	Positive
	5
	7
	12
	
	

	
	
	
	
	
	0.023
	0.880

	PDL1
	Negative
	37
	16
	53
	
	

	
	Positive
	20
	8
	28
	
	

	
	
	
	
	
	
	


Χ2 Test was used to test the association between categorical variables

Table S7: Differential genes obtained by silencing RBM15 in A549 cells for RNA-seq (|log2 FC|≥1.2, P≤0.01).
	Gene_id
	Gene name
	Chr
	Start
	End
	log2FoldChange
	p. adj
	level

	ENSG00000030419
	IKZF2
	chr2
	2.13E+08
	2.13E+08
	1.42414
	4.02E-05
	up

	ENSG00000064692
	SNCAIP
	chr5
	1.22E+08
	1.22E+08
	3.042202
	0.002683
	up

	ENSG00000068831
	RASGRP2
	chr11
	64726911
	64745456
	-1.52953
	0.006237
	down

	ENSG00000076258
	FMO4
	chr1
	1.71E+08
	1.71E+08
	1.391878
	0.007838
	up

	ENSG00000080644
	CHRNA3
	chr15
	78593052
	78621295
	1.729157
	0.005453
	up

	ENSG00000089163
	SIRT4
	chr12
	1.2E+08
	1.2E+08
	-1.31441
	0.002526
	down

	ENSG00000091428
	RAPGEF4
	chr2
	1.73E+08
	1.73E+08
	1.27576
	0.003249
	up

	ENSG00000096006
	CRISP3
	chr6
	49727384
	49744437
	2.130423
	0.007642
	up

	ENSG00000100342
	APOL1
	chr22
	36253071
	36267530
	-1.9302
	1.79E-16
	down

	ENSG00000100626
	GALNT16
	chr14
	69259277
	69357033
	1.432084
	0.003406
	up

	ENSG00000102174
	PHEX
	chrX
	22032325
	22251310
	1.331051
	0.003742
	up

	ENSG00000103154
	NECAB2
	chr16
	83968632
	84002776
	1.605798
	1.16E-06
	up

	ENSG00000104951
	IL4I1
	chr19
	49889654
	49929539
	3.723955
	0.001244
	up

	ENSG00000105261
	OVOL3
	chr19
	36111151
	36113711
	-2.89697
	0.006678
	down

	ENSG00000109906
	ZBTB16
	chr11
	1.14E+08
	1.14E+08
	1.295696
	0.003395
	up

	ENSG00000110723
	EXPH5
	chr11
	1.09E+08
	1.09E+08
	1.278556
	0.002668
	up

	ENSG00000115221
	ITGB6
	chr2
	1.6E+08
	1.6E+08
	2.235958
	2.22E-11
	up

	ENSG00000116882
	HAO2
	chr1
	1.19E+08
	1.19E+08
	2.465554
	2.90E-06
	up

	ENSG00000117899
	MESD
	chr15
	80946289
	80989828
	1.245174
	1.80E-58
	up

	ENSG00000117971
	CHRNB4
	chr15
	78624111
	78727754
	1.369452
	0.000302
	up

	ENSG00000123243
	ITIH5
	chr10
	7559270
	7666998
	1.613708
	0.004209
	up

	ENSG00000125384
	PTGER2
	chr14
	52314305
	52328598
	1.599001
	1.25E-05
	up

	ENSG00000125735
	TNFSF14
	chr19
	6661253
	6670588
	1.272099
	0.007537
	up

	ENSG00000132718
	SYT11
	chr1
	1.56E+08
	1.56E+08
	-1.53618
	1.71E-06
	down

	ENSG00000134049
	IER3IP1
	chr18
	47152834
	47176364
	1.459899
	2.76E-05
	up

	ENSG00000134121
	CHL1
	chr3
	196763
	409417
	1.87958
	5.78E-07
	up

	ENSG00000134207
	SYT6
	chr1
	1.14E+08
	1.14E+08
	-1.24106
	0.006304
	down

	ENSG00000134538
	SLCO1B1
	chr12
	21131194
	21239796
	1.432151
	0.002035
	up

	ENSG00000134627
	PIWIL4
	chr11
	94543840
	94621421
	1.932996
	0.000168
	up

	ENSG00000136305
	CIDEB
	chr14
	24305096
	24311430
	1.212056
	0.000142
	up

	ENSG00000139329
	LUM
	chr12
	91102629
	91111494
	1.253869
	0.000128
	up

	ENSG00000140090
	SLC24A4
	chr14
	92322581
	92501481
	1.994077
	0.008923
	up

	ENSG00000140937
	CDH11
	chr16
	64943753
	65126112
	1.335325
	8.80E-05
	up

	ENSG00000141314
	RHBDL3
	chr17
	32265832
	32324659
	1.863716
	3.77E-08
	up

	ENSG00000141338
	ABCA8
	chr17
	68867289
	68955392
	1.476017
	6.05E-06
	up

	ENSG00000142178
	SIK1
	chr21
	43414483
	43427131
	-1.78189
	0.000544
	down

	ENSG00000146678
	IGFBP1
	chr7
	45888360
	45893660
	-1.30209
	6.06E-15
	down

	ENSG00000151468
	CCDC3
	chr10
	12896625
	13099652
	1.521726
	2.06E-06
	up

	ENSG00000151655
	ITIH2
	chr10
	7703316
	7749520
	1.26655
	2.69E-08
	up

	ENSG00000152377
	SPOCK1
	chr5
	1.37E+08
	1.38E+08
	1.267899
	0.002812
	up

	ENSG00000157542
	KCNJ6
	chr21
	37607373
	38121345
	1.412458
	4.30E-08
	up

	ENSG00000160201
	U2AF1
	chr21
	43092956
	43107570
	2.17494
	0.001872
	up

	ENSG00000160201
	U2AF1
	chr21
	43092956
	43107570
	2.17494
	0.001872
	up

	ENSG00000162595
	DIRAS3
	chr1
	68045886
	68051631
	3.532676
	1.03E-07
	up

	ENSG00000162804
	SNED1
	chr2
	2.41E+08
	2.41E+08
	1.28094
	0.001251
	up

	ENSG00000163220
	S100A9
	chr1
	1.53E+08
	1.53E+08
	2.038613
	5.22E-19
	up

	ENSG00000163359
	COL6A3
	chr2
	2.37E+08
	2.37E+08
	2.823616
	6.04E-07
	up

	ENSG00000165434
	PGM2L1
	chr11
	74330316
	74398433
	1.228207
	1.56E-32
	up

	ENSG00000166546
	BEAN1
	chr16
	66427295
	66493529
	1.501529
	0.000191
	up

	ENSG00000166963
	MAP1A
	chr15
	43510958
	43531620
	-1.22617
	1.50E-11
	down

	ENSG00000168280
	KIF5C
	chr2
	1.49E+08
	1.49E+08
	-1.37985
	5.73E-05
	down

	ENSG00000168675
	LDLRAD4
	chr18
	13217498
	13652755
	1.83642
	0.003093
	up

	ENSG00000168843
	FSTL5
	chr4
	1.61E+08
	1.62E+08
	3.050681
	0.003307
	up

	ENSG00000169403
	PTAFR
	chr1
	28147166
	28193936
	-1.61375
	0.000106
	down

	ENSG00000170122
	FOXD4
	chr9
	116231
	118204
	-1.26937
	0.00159
	down

	ENSG00000170271
	FAXDC2
	chr5
	1.55E+08
	1.55E+08
	-1.26042
	0.001491
	down

	ENSG00000170477
	KRT4
	chr12
	52806549
	52814116
	-1.75461
	5.97E-18
	down

	ENSG00000170509
	HSD17B13
	chr4
	87303789
	87322886
	5.154599
	0.005505
	up

	ENSG00000171931
	FBXW10
	chr17
	18744026
	18779349
	1.903011
	6.62E-26
	up

	ENSG00000172201
	ID4
	chr6
	19837370
	19842197
	1.355862
	1.17E-07
	up

	ENSG00000172817
	CYP7B1
	chr8
	64587763
	64798737
	1.432817
	0.006489
	up

	ENSG00000173175
	ADCY5
	chr3
	1.23E+08
	1.23E+08
	1.358942
	0.008833
	up

	ENSG00000173705
	SUSD5
	chr3
	33150043
	33218810
	1.604654
	0.000101
	up

	ENSG00000174473
	GALNTL6
	chr4
	1.72E+08
	1.73E+08
	1.517858
	6.71E-07
	up

	ENSG00000174951
	FUT1
	chr19
	48748011
	48755390
	-1.67831
	2.45E-05
	down

	ENSG00000177409
	SAMD9L
	chr7
	93130056
	93148385
	1.376344
	0.008153
	up

	ENSG00000178404
	CEP295NL
	chr17
	78870910
	78903217
	-2.79391
	0.000361
	down

	ENSG00000179242
	CDH4
	chr20
	61252261
	61940617
	1.209828
	3.48E-07
	up

	ENSG00000180089
	TMEM86B
	chr19
	55226638
	55228784
	-1.21932
	0.007374
	down

	ENSG00000181634
	TNFSF15
	chr9
	1.15E+08
	1.15E+08
	1.289495
	1.10E-06
	up

	ENSG00000184492
	FOXD4L1
	chr2
	1.13E+08
	1.14E+08
	-2.03591
	0.007436
	down

	ENSG00000184524
	CEND1
	chr11
	787115
	790113
	-1.34229
	0.000132
	down

	ENSG00000186188
	FFAR4
	chr10
	93566665
	93604480
	1.40885
	0.004504
	up

	ENSG00000186648
	CARMIL3
	chr14
	24052009
	24069729
	-1.46713
	4.52E-11
	down

	ENSG00000187730
	GABRD
	chr1
	2019329
	2030758
	1.398029
	0.004825
	up

	ENSG00000188033
	ZNF490
	chr19
	12576100
	12640098
	1.419718
	0.008395
	up

	ENSG00000189366
	ALG1L
	chr3
	1.26E+08
	1.26E+08
	2.544703
	0.003092
	up

	ENSG00000196335
	STK31
	chr7
	23710203
	23832513
	2.099785
	3.24E-07
	up

	ENSG00000196436
	NPIPB15
	chr16
	74377878
	74392080
	-2.17175
	0.006815
	down

	ENSG00000196436
	NPIPB15
	chr16
	74377878
	74392080
	-2.17175
	0.006815
	down

	ENSG00000196436
	NPIPB15
	chr16
	74377878
	74392080
	-2.17175
	0.006815
	down

	ENSG00000198064
	NPIPB13
	chr16
	30222937
	30254510
	-1.31488
	6.75E-05
	down

	ENSG00000198443
	KRTAP4-1
	chr17
	41184102
	41185342
	-2.96766
	0.007067
	down

	ENSG00000198553
	KCNRG
	chr13
	50015254
	50020922
	3.344778
	0.007567
	up

	ENSG00000203668
	CHML
	chr1
	2.42E+08
	2.42E+08
	-1.55495
	6.49E-54
	down

	ENSG00000203668
	CHML
	chr1
	2.42E+08
	2.42E+08
	-1.55495
	6.49E-54
	down

	ENSG00000204131
	NHSL2
	chrX
	71910818
	72161750
	1.250219
	0.002582
	up

	ENSG00000205670
	SMIM11A
	chr21
	34375480
	34416961
	-3.22158
	5.01E-05
	down

	ENSG00000205670
	SMIM11A
	chr21
	34375480
	34416961
	-3.22158
	5.01E-05
	down

	ENSG00000211448
	DIO2
	chr14
	80197526
	80387757
	1.243735
	1.09E-06
	up

	ENSG00000213096
	ZNF254
	chr19
	24033405
	24129968
	1.281988
	3.64E-13
	up

	ENSG00000215187
	FAM166B
	chr9
	35561831
	35563899
	2.094258
	0.000515
	up

	ENSG00000219626
	FAM228B
	chr2
	24076526
	24169640
	-1.23614
	0.007801
	down

	ENSG00000241322
	CDRT1
	chr17
	15565483
	15619704
	1.207686
	1.52E-15
	up

	ENSG00000248771
	SMIM31
	chr4
	1.65E+08
	1.65E+08
	1.545906
	0.000319
	up

	ENSG00000261371
	PECAM1
	chr17
	64319415
	64413776
	1.805741
	0.000333
	up

	ENSG00000261949
	GFY
	chr19
	49423749
	49428818
	-1.30078
	0.001311
	down




Table S8: The additional m6A peaks in the RBM15 overexpression group relative to the Negative control group (|log2 FC|≥1.2, P≤0.01).

Table S9: Mutations in H1975-OR cells from whole-exon sequencing.


