	Supplementary Table S1. Sequences of plasmid construction, siRNAs and sgRNAs against specific targets

	Sequences of primers used for plasmid construction

	pcDNA3.1-lnc-PDGFD forward
	5'- CGCGGATCCATGGCTTTTGCAAATCTGCGGA -3'

	pcDNA3.1-lnc-PDGFD reverse
	5'- CCCAAGCTTTAGAAGTGGAACTGGAAGGCT -3'

	S1 forward
	5'- taatacgactcactatagggGAGATTACAAGGCTGTATAGTTAATGGGT -3'

	S1 reverse
	5'- GTTCTAGAGAAGATGTAGATCAATAGGAA -3'

	S2 forward
	5'- taatacgactcactatagggGACTTCCTTTTCTCCATGC -3'

	S2 reverse
	5'- GTTAGGTTCTTTCTTTTTCTTCACT -3'

	S3 forward
	5'- taatacgactcactatagggACCTAACACTTATTTTACAA -3'

	S3 reverse
	5'- TATATAGCCTATAGAATCC -3'

	S4 forward
	5'- taatacgactcactatagggCCTAATCGTGGAATTGTTGAGTC -3'

	S4 reverse
	5'- GTTCTAGAGAAGATGTAGA -3'




	Sequences of siRNAs and sgRNAs
	

	RNA names
	Sequences

	Lnc-PDGFD-siRNA-1
	GCTGGAAGCTTACAGA

	Lnc-PDGFD -siRNA-2
	GGCAAGGAAGACTCATATA

	Lnc-PDGFD -siRNA-3
	CCAGAGTGGCTTTCCATT

	YBX1-siRNA-1
	GGACGGCAATGAAGAAGAT

	YBX1-siRNA-2
	CCACGCAATTACCAGCAAA

	YBX1-siRNA-3
	GCAGACCGTAACCATTATA

	MYH9-siRNA-1
	GCATCAACTTTGATGTCAA

	MYH9-siRNA-2
	GCAACACGGAGCTGATCAA

	MYH9-siRNA-3
	ACAAGAACCTGCCCATCTA

	TPM3-siRNA-1
	CGTGCTGAGTTTGCTGAGA

	TPM3-siRNA-2
	TCGGTAGCCAAGCTGGAAA

	TPM3-siRNA-3
	GAGACTTGGAACGCACAGA

	Lnc-PDGFD-sgRNA1
	AGAGCACGCTAGTGGCTCAC

	Lnc-PDGFD-sgRNA2
	GGGTAGGTAACTTAGTAAAT

	Lnc-PDGFD-sgRNA3
	AAGTCTCTTACAGACTGAGC

	IL11RA-sgRNA1
	CACAGCTTCACGGACCTGCC

	IL11RA-sgRNA2
	CCAAGCTCACCAAGTAGCCG

	IL11RA-sgRNA3
	CCCCATGCTGGTATCTCCTT










	Supplementary Table S2. Sequences of primers used for qRT-PCR

	Primer names
	Sequences

	Sequences of primers used for qRT-PCR
	

	Lnc-PDGFD forward
	5'-GGGTGAGTAGGGGTGATTGC-3'

	Lnc-PDGFD reverse
	5'-GCCACTAGCGTGCTCTGTAT-3'

	PAX8-AS1 forward
	5'- CCCCAAAGCCTAACTCCCTG-3'

	PAX8-AS1 reverse
	5'- CACTTGGGTTTTGCTGCCTC-3'

	HCP5 forward
	5'- AAGTGTGCCCCCAAGTGATG-3'

	HCP5 reverse
	5'- GGACACCAAAGCAGGACCAT-3'

	linc-EPHA6 forward
	5'- GGGGATTTAGAAGGTTCTGTAGG-3'

	linc-EPHA6 reverse
	5'- AGGCGATAGAAATTAGTGGGAAGA-3'

	Lnc-TEK forward
	5'- CCACCACGCTGGGATTTTGT-3'

	Lnc-TEK reverse
	5'- AACATTGAAACGGCAAGGACT-3'

	Lnc-GGTLC1-2 forward
	5'- TTGTAGGTGGGTGTCATTGTGA-3'

	Lnc-GGTLC1-2 reverse
	5'- ATGCATTCTCTGGAAGCATGG-3'

	Lnc-HSF2BP-1 forward
	5'- TGGGGTAGGTTCACAAGTGC-3'

	Lnc-HSF2BP-1 reverse
	5'- GGGAAACCGCAAAGGAACAC-3'

	Lnc-PNPLA3-1 forward
	5'- AGTCATGGGGACTCGCATTG-3'

	Lnc-PNPLA3-1 reverse
	5'- GGAGGTGAGACGTTTCCTGG-3'

	RP11-150D20.5 forward
	5'- ACATGAAGTTGCCCCAGGAC-3'

	RP11-150D20.5 reverse
	5'- GTCTCCCTAGCTGCCCTCTA-3'

	LOC149351 forward
	5'- ACTCCCCTGGATTTCGCTTG-3'

	LOC149351 reverse
	5'- TGGGGTGGTGACTAATTGCC-3'

	lnc-NKAIN3-1 forward
	5'- CTGGAAGCCCACAGAGAACAG-3'

	lnc-NKAIN3-1 reverse
	5'- CTCCTTGAGGACAACCAAGC-3'

	Lnc-TFAP2D forward
	5'- CAGCAGAAACAGATGAACTC-3'

	Lnc-TFAP2D reverse
	5'- GGGTCCTCCTACGAAGGAC-3'

	GAPDH forward
	5'-GAGTCAACGGATTTGGTCGT-3'

	GAPDH reverse
	5'-TTGATTTTGGAGGGATCTCG-3'

	IL-1B forward
	5'-ATGATGGCTTATTACAGTGGCAA-3'

	IL-1B reverse
	5'-GTCGGAGATTCGTAGCTGGA-3'

	IL-6 forward
	5'-ACTCACCTCTTCAGAACGAATTG-3'

	IL-6 reverse
	5'-CCATCTTTGGAAGGTTCAGGTTG-3'

	IL-8 forward
	5'-TTTTGCCAAGGAGTGCTAAAGA-3'

	IL-8 reverse
	5'-AACCCTCTGCACCCAGTTTTC-3'

	CXCL12 forward
	5'-ATTCTCAACACTCCAAACTGTGC-3'

	CXCL12 reverse
	5'-ACTTTAGCTTCGGGTCAATGC-3'

	Fibronectin forward
	5'-CGGTGGCTGTCAGTCAAAG-3'

	Fibronectin reverse
	5'-AAACCTCGGCTTCCTCCATAA-3'

	α-SMA forward
	5'-GGCATTCACGAGACCACCTAC-3'

	α-SMA reverse
	5'-CGACATGACGTTGTTGGCATAC-3'

	Vimentin forward
	5'-AGTCCACTGAGTACCGGAGAC-3'

	Vimentin reverse
	5'-CATTTCACGCATCTGGCGTTC-3'

	YBX1 forward
	5'-GGGGACAAGAAGGTCATCGC-3'

	YBX1 reverse
	5'- CGAAGGTACTTCCTGGGGTTA-3'

	IL-11 forward
	5'-CGAGCGGACCTACTGTCCTA-3'

	IL-11 reverse
	5'- GCCCAGTCAAGTGTCAGGTG-3'

	CXCL8 forward
	5'-ACTGAGAGTGATTGAGAGTGGAC-3'

	CXCL8 reverse
	5'-AACCCTCTGCACCCAGTTTTC-3'

	IL-1A forward
	5'-AGATGCCTGAGATACCCAAAACC-3'

	IL-1A reverse
	5'-CCAAGCACACCCAGTAGTCT-3'

	BMP7 forward
	5'-TCGGCACCCATGTTCATGC-3'

	BMP7 reverse
	5'- GCCCAGTCAAGTGTCAGGTG-3'

	CXCL9 forward
	5'-CCAGTAGTGAGAAAGGGTCGC-3'

	CXCL9 reverse
	5'-AGGGCTTGGGGCAAATTGTT-3'

	IL-27 forward
	5'-ACCGCTTTGCGGAATCTCA-3'

	IL-27 reverse
	5'- AGGTCAGGGAAACATCAGGGA-3'

	IL-2 forward
	5'-TCCTGTCTTGCATTGCACTAAG-3'

	IL-2 reverse
	5'-CATCCTGGTGAGTTTGGGATTC-3'

	CXCL17 forward
	5'-TTCTCTGCAGCACATCCACGCA-3'

	CXCL17 reverse
	5'-CTGGAGCAGTCCTCAGATGTCT-3'
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